aatgccagtg aaacagaacc gcttactccc ttgttaaggg ggctgaagcc ggggagccaa 2342 

gtggttccca tgcccactga gcccagcaag ctaagatcca ctggcttgga attctccctg 2402 

ccagcacagc agtctgaagt caacctggga tgatcaagct tggtgggggg aggggcgcca 2462 

accattacca aagcttgaat aggtggtttt cccctcacag cgtaaacaaa gccatgggga 2522 

agttccagct gagcagagcc ctccacagct cagcaaagcc tctgtagcca gactgcctct 2582 

ctagattcct cctctctggg cagcgcatct ttgaaaaaag tgcagataaa accctcatct 2642 

ccctgggaca aagcacgtgg gggaaagggg tgcctgtggg cacagcttca gcagacttaa 27 02 

acattcctgc ctgccagctc tgaagagagc agcagttctt ccagcacagc gcttgagctc 2762 

tgctaaggga cagactgcct cctcaagtgg gtccctgacc cccatgcctc ctgacgggga 2822 

gacacctccc agcaggggtc cacagacacc tcatacagga gagctctggc tggcatctgg 2 882 

M tgggtgcccc tctgggacaa agcttccaga ggaaggaaca ggcagcaatc tttgctgttc 2942 

\j tgcagcctcc actggtgata cccaggcaga cagggtctgg agtggacctc cagcaaactc 3 002 

,g cagcagacct gcagccgagg ggcctcactg ttagaaggaa aactaacagg aatataatca 3062 

1 7= acatcaacaa aggacatcca cacagaaacc ccatctgaag gttaccagca tcaaagacca 3122 

: - 3 aaggtagata aattcacgaa gatgaggaga aaccagtgca aaaagcctga aaattccaaa 3182 

^ aaccagaatg cctcttctcc tccaaaggat cacaactcct tgccggcaag ggaacaaaac 3242 

jai tggatagaga atgagtttga caaattgaca gaagtaggct tcagaaggtg ggaaataaca 3302 

f~\ aactcctctg agctaaagga gcatgttcta acccaatgca aggaagctaa gaaccttgaa 3362 

aaaaggttag aggaattgct aactagaata accagtttag agaagaacat aaatgacctg 3422 

atggagctga aaaacacagc atgagaactt cgtgaagcat acagaagaaa aaccttcagc 3482 

cagattgaat gctttacagg gaagaattca tactgcagag cggtcttaac aatgtaaaga 3542 

atgtgcaaat gtcctcagac aagatgcaca ccttgctcat cagtgagttc atttcaggca 3 602 

gccagctctt cctcacccac tacatcacca agtcctgtgg atatatctgc taaatatttt 3662 

tggaatttat ccacttcttt tggttcccca gtccaaaaca cagtcatttc acctggacta 3722 

tttcaatcat tacacaggtg tccaaccttt tgtcttccct gggccacatt ggaagaagaa 3782 

aaattgtctt gtgccacaca tacaatacac taacattaac aatagctgat gagctaagaa 3842 

aaaaaaaaag tctgtgcata gttttagtga tacaccacct ccaataagca aaaaagtcct 3902 

cacattcaat gggttgcata cccatgaatt ctaaaacttc atcctctttt gtccctttcg 3962 

agttaacatt acagccacag tgacctttca aaaatgcaaa ttaagttact cttaaaactc 4022 
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tagttaaaat 


acttgatgta 


cataaagtgc 


ttagcaaaat 


gaccaactca 


tactaagtgc 


4Uoz 


ttagtaaatg 


ttagataagt 


attctccaga 


gttgatgtaa 


attattttta 


aacagtgcat 


4±4z 


tcttgaaagc 


agtatggcag 


tcataaaaat 


tttggaacca 


aaacagtatc 


tttttttaag 


a o r\ o 
4z Uz 


ctaaaaaaaa 


gttttaaatg 


gtgtctttct 


atgttgccca 


gggtggtctc 


aaactcctgt 


A O CO 
4z OZ 


gctcaagtga 


ccctcccacc 


tcattctcaa 


gtggctgcaa 


ttacaggcaa 


ccagcctgac 


A "2 O 0 

4ozz 


ttaaaacagt 


atcttaaggt 


agatggtgat 


tagcacatgt 


agtatgctta 


acatttaata 


yi "3 Q o 


ttataataag 


acatcacagc 


ggctgtctca 


tgattaaggc 


tgtgttccct 


tgttggtgag 


444Z 


gaaattaatt 


atgacttgat 


aaatagaaca 


tgttttaaga 


agtggctata 


tagctctgga 


40UZ 


taaaacgaac 


aaaagaatta 


gaattcctgc 


ggggaatata 


tacaagactt 


tatttagtca 


4562 


agtaaaaaaa 


aatcactaat 


gtttaactga 


agaaagagaa 


attgaataat 


atagttctat 


4622 


ttcaacatgt 


gggttcacag 


atttattcta 


accttccaag 


taaagttgtt 


ccactagtaa 


4682 


agttgttctg 


gagtatattt 


ttaaaaaaaa 


aaaa 
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<210> 224 

<211> 1026 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> 
<222> 


CDS 

(578) . . (916) 










<400> 
gtaactgcgg 


224 

tggaattcga 


gcccagagct 


tcttcctgac 


actcaggcct 


ttcaaagcct 


60 


gactctcagg 


gccactgctg 


cacagggtga 


caaccgggca 


tggcacgcag 


tgtggctggt 


120 


gcagaggagg 


cttaaggctg 


gcctgggaga 


gattcttggt 


ctagctccca 


gcacggagcc 


180 


ttgcttgtgt 


cccagggcgg 


cactaaccag 


aaccagaaaa 


ggaaatcttt 


ggccctcggg 


240 


gagaattatg 


ccaattatct 


gtctggttcc 


tgtctttgaa 


aatgcccaga 


tgttggttta 


300 


caaatcagga 


agctgtcttg 


gggcaatctc 


tgttccctct 


ttgatgcaga 


gagcctttct 


360 


ctgtaaacac 


tggagagcag 


ggcttcactg 


tctggctccc 


ctcccgcctc 


ttgcaggaag 


420 


gactagatgc 


tgctgatcag 


ctgatcatgg 


ctgagccggg 


tagagcttgg 


ggctctccta 


480 


agaggtcacc 


cactgggagg 


gagcttcaca 


gctgttcttt 


tgacccagga 


aggagctctt 


540 


tcaggactgt 


ggcacccaga 


gccgtggccc 


tcctgcc atg cca ttg ttc cca ctt 


595 
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Met Pro Leu Phe Pro Leu 
1 5 



ccc tgc cct tgg gag tct tgg aga cag ctg act age tgc cct gag ggg 643 
Pro Cys Pro Trp Glu Ser Trp Arg Gin Leu Thr Ser Cys Pro Glu Gly 
10 15 20 

tec acc get etc acc ttc tea ctg gtg get get gec att etc ctg ggc 691 
Ser Thr Ala Leu Thr Phe Ser Leu Val Ala Ala Ala lie Leu Leu Gly 
25 30 35 

tct gca cag aaa get ttg gtc ctt ctg aaa gee act ctg ccc ctt cct 739 
Ser Ala Gin Lys Ala Leu Val Leu Leu Lys Ala Thr Leu Pro Leu Pro 
40 45 50 

gca gca cca gat ccc cct gag ccg gta ctg ctg cct cca cct ggg cca 787 
Ala Ala Pro Asp Pro Pro Glu Pro Val Leu Leu Pro Pro Pro Gly Pro 
55 60 65 70 

aga eta gtc ttg gtg ttc acc ctt ctt cgt get tea gaa agt agg gat 835 
Arg Leu Val Leu Val Phe Thr Leu Leu Arg Ala Ser Glu Ser Arg Asp 
75 80 85 

ate tgg gga cat gac tgt gtt tec ctg ggg tec ttt cag aag aga ctt 883 
lie Trp Gly His Asp Cys Val Ser Leu Gly Ser Phe Gin Lys Arg Leu 
90 95 100 

agg aag etc ctg etc agg aat ctg gec etc tga aagagece cttcaaagca 934 
Arg Lys Leu Leu Leu Arg Asn Leu Ala Leu * 
105 110 

gcctgggcag caggtaacgt ggtttccctt gcggccccct cctcccagct gcatagactc 994 

gtggtttgaa gtgaacagat cttgtccgga ac 1026 



<210> 225 

<211> 1267 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (70) . . (609) 

<400> 225 

ggaggagtga agaggttgag gcgccccgcc cagtcagcaa ggttgcgcgt gccctgtgag 60 

accgccaag atg gtg gtg ggc gcg ttc cct atg gcg aag ctg eta tac 108 
Met Val Val Gly Ala Phe Pro Met Ala Lys Leu Leu Tyr 
15 10 

ttg ggc ate egg cag gtc age aag ccg ctt gec aac cgt att aag gag 156 
Leu Gly lie Arg Gin Val Ser Lys Pro Leu Ala Asn Arg lie Lys Glu 
15 20 25 
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gcc gcc cgc cga age gag ttc ttc aag acc tat ate tgc etc ccg ccg 204 
Ala Ala Arg Arg Ser Glu Phe Phe Lys Thr Tyr lie Cys Leu Pro Pro 
30 35 40 45 

get caa ctg tat cac tgg gtg gag atg egg acc aag atg cgc ate atg 252 
Ala Gin Leu Tyr His Trp Val Glu Met Arg Thr Lys Met Arg lie Met 
50 55 60 

ggc ttc egg ggc acg gtc ate aag ccg ctg aac gag gag gcg gca get 300 
Gly Phe Arg Gly Thr Val lie Lys Pro Leu Asn Glu Glu Ala Ala Ala 
65 70 75 

gag ctg ggc gca gag ctg ctg ggc gaa gcc acc ate ttc ate gtg ggc 348 
Glu Leu Gly Ala Glu Leu Leu Gly Glu Ala Thr He Phe He Val Gly 
80 85 90 

ggc ggc tgc eta gtg ctg gag tac tgg cgc cac cag gcg cag cag cgc 396 
Gly Gly Cys Leu Val Leu Glu Tyr Trp Arg His Gin Ala Gin Gin Arg 
95 100 105 

cac aag gag gag gag cag cgt get gcc tgg aac gcg ctg egg gac gag 444 
His Lys Glu Glu Glu Gin Arg Ala Ala Trp Asn Ala Leu Arg Asp Glu 
110 115 120 125 

gtg ggc cac ctg gcg ctg gcg ctg gaa gcg ctg cag gcg cag gtg cag 492 
Val Gly His Leu Ala Leu Ala Leu Glu Ala Leu Gin Ala Gin Val Gin 
130 135 140 

gcg gcg ccg cca cag ggc gcc ctg gag gaa ctg cgc aca gag ctg caa 540 
Ala Ala Pro Pro Gin Gly Ala Leu Glu Glu Leu Arg Thr Glu Leu Gin 
145 150 155 

gag gtg cgc gcc cag etc tgc aat ccc ggc egg tec get tec cac gca 588 
Glu Val Arg Ala Gin Leu Cys Asn Pro Gly Arg Ser Ala Ser His Ala 
160 165 170 

gtg cct gcg tec aag aaa tag ga gcttgctgga tggaacctga atttggacat 641 
Val Pro Ala Ser Lys Lys * 
175 180 

ggcctatgta cctaacgtgg ccttcttccc gcaccaccct tgcctgcgct ggcccagtgg 701 

aaaccaccag gatcttgatg caacttggca tttggttacc ectgetgata agagcageca 761 

ttacctgcca ctgggaccag caggtgaagc gttgeaacat agccccctcc atcatccttc 821 

acctcctatc ccccactcca aaccaggacg acctgeaagg tcccagccag caggacaccg 881 

tgggcactct ggcaaatgaa aaaatggaac ctggtcttga gctgaatcaa tgtgttattg 941 

ttacccccac ccccggttta cctgatcagt gttaaccttt actgggacac tcatctgtta 1001 

cactggaaca ccttcttctt tttgtcaatc ggcacagacc actgtaagga aatgcagtgt 1061 

gttgcagtgg ccttttctcc ccctcacctt ctaaggtcag ctctagctga gcatcagtgc 1121 
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tctcttaagg 
caccttggga 
caacatggtg 



aggaaaaaaa cggtgcggct gggagcggtg gctcacgcct gtaatcctag 
ggccgaggcg ggcggatcac ttgaggtcag gagttccaga ccagcctggc 
aaactccgtc tttcta 



1181 
1241 
1267 



<210> 226 

<211> 1813 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (494) . . (1126) 
<400> 226 

ccggaattcc cgggtcgacc cacgcgtccg aaagaacccg gccaggtgca gggtttcatg 60 
cctataatcc cagcactttg ggaggcctag acgggaggat tgcttgagct cagaagtttg 120 
agatcagcct caacaagatg atgagacccc ttctctacaa aagaaattat aaaaaattag 180 
tcaggtgtgg tagtacacac ctatagcccc agctactcag gaggctgaag cgggaggatc 240 
acttgaggcc aggagtttga ggccatagtg agcaaggatc atgccactgc cctccagcct 
gggcaacaac gagaccctgt ctctaaaaaa taaataaaaa ctagttcctc gcccgctggg 



cgctcccccg gacccatcgg cgcgctgccc acacctccag gcgaccggcc aactgggtcc 



tgc ttt tgt tgg tgc tgt tgt tgc age tgc tec tgc etc act gtg agg 
Cys Phe Cys Trp Cys Cys Cys Cys Ser Cys Ser Cys Leu Thr Val Arg 
30 35 40 



gaa gtc ttg tec tgg tct caa aat ttt gac aag atg atg aag gee cca 
Glu Val Leu Ser Trp Ser Gin Asn Phe Asp Lys Met Met Lys Ala Pro 



300 
360 



tgctgaagtt gggcggatgg cagcaaaccg gctccgctag aggaccgagc cgcccagccc 420 



480 



tgaagtagct gaa atg cga aaa agg cag cag tec caa aat gaa gga aca 529 
Met Arg Lys Arg Gin Gin Ser Gin Asn Glu Gly Thr 
15 10 

cct gee gtg tct caa get cct gga aac cag agg ccc aac aac acc tgt 577 
Pro Ala Val Ser Gin Ala Pro Gly Asn Gin Arg Pro Asn Asn Thr Cys 
15 20 25 



625 



aat gaa gaa aga ggg gaa aat gcg gga aga ccc aca cac act aca aaa 673 
Asn Glu Glu Arg Gly Glu Asn Ala Gly Arg Pro Thr His Thr Thr Lys 
45 50 55 60 

atg gag agt ate cag gtc eta gag gaa tgc caa aac ccc act gca gag 721 
Met Glu Ser lie Gin Val Leu Glu Glu Cys Gin Asn Pro Thr Ala Glu 
65 70 75 



769 
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80 85 90 

gca gga aga aac ctt ttc aga gag ttc etc cga aca gaa tac agt gaa 817 
Ala Gly Arg Asn Leu Phe Arg Glu Phe Leu Arg Thr Glu Tyr Ser Glu 
95 100 105 

gag aac eta ctt ttc tgg ctt get tgt gaa gac tta aag aag gag cag 865 
Glu Asn Leu Leu Phe Trp Leu Ala Cys Glu Asp Leu Lys Lys Glu Gin 
110 115 120 

aac aaa aaa gta att gaa gaa aag get agg atg ata tat gaa gat tac 913 
Asn Lys Lys Val lie Glu Glu Lys Ala Arg Met lie Tyr Glu Asp Tyr 
125 130 135 140 

att tct ata eta tea cca aaa gag gtc agt ctt gat tct cga gtt aga 961 
lie Ser lie Leu Ser Pro Lys Glu Val Ser Leu Asp Ser Arg Val Arg 
145 150 155 

gag gtg ate aat aga aat ctg ttg gat ccc aat cct cac atg tat gaa 1009 
Glu Val lie Asn Arg Asn Leu Leu Asp Pro Asn Pro His Met Tyr Glu 
160 165 170 

gat gee caa ctt cag ata tat act tta atg cac aga gat tct ttt cca 1057 
Asp Ala Gin Leu Gin lie Tyr Thr Leu Met His Arg Asp Ser Phe Pro 
175 180 185 

agg ttt ttg aac tct caa att tat aag tea ttt gtt gaa agt act get 1105 
Arg Phe Leu Asn Ser Gin lie Tyr Lys Ser Phe Val Glu Ser Thr Ala 
190 195 200 

ggc tct tct tct gaa tct taa tg ttcatttaaa aacaatcatt ttggagggct 1158 
Gly Ser Ser Ser Glu Ser * 
205 210 

gagatgggaa ataaaagtag ttaaataaca tcagaaactg agttcctgga gaactacagt 1218 

ttagcattcc tcaggctact gtgaaaacac aaccgttatg gtctttgtct ccatttttat 1278 

caaggttttc catggttaag tttggagaaa ataccacaca aaacaatgaa ttgecaaatt 1338 

gtttgtttta ttcaagactc attctacttg caagcaaagt gtatttgtag tcctatgaac 1398 

agtctcctcg tgtatctcca gagactgeat gtgcaaagta aaatgettea tttgecacat 1458 

agttgttgta atatttaatc cagtagcata acttatatct gtatttaagg acttttgtgc 1518 

aatatggtct taagaaataa ttgccaaaaa aateggecat gggttgcatt ttttaacata 1578 

atctaagacc caaaaaaaag catttttact atggaacaat ggtattcaac aatctatata 1638 

ctgtgtttag taccctaatt tttgagccaa tatttctgta ccttaaaaaa aactatttat 1698 

ctttgtttgt tggaaaaacc taatggggaa tcctctggtg gtccttgcca aaactgtgga 1758 

tttttctttc egggaaagtt tcctttgcct aaagccccaa acccaaaaaa aaaaa 1813 
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<210> 227 

<211> 3404 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (170) . . (2119) 
<400> 227 

ggtcccgggg ggcggctgag ggggccgggc cggggctgcg gggcgaacgg cgcggctagg 60 

atccggcggc tcagcccggg gcggcgaggc tcggcacgga gatggcggcg cgctcggcgc 120 

agacagagct gtgaaccaac cccgctcacg gctaacaagc ccacccacc atg gcg 175 

Met Ala 
1 

age ccc act ctg age ccc gac tec tea tec cag gag gcc ctg teg gcc 223 
Ser Pro Thr Leu Ser Pro Asp Ser Ser Ser Gin Glu Ala Leu Ser Ala 
5 10 15 

ccc ace tgc tec cca acc tct gac tec gag aac etc age ccc gat gag 271 
Pro Thr Cys Ser Pro Thr Ser Asp Ser Glu Asn Leu Ser Pro Asp Glu 
20 25 30 

ctg gag ctg ctg gcc aag etc gaa gag cag aac egg etc ctg gag gcc 319 
Leu Glu Leu Leu Ala Lys Leu Glu Glu Gin Asn Arg Leu Leu Glu Ala 
35 40 45 50 

gac tec aag tec atg cgc tec atg aat ggc teg egg egg aac agt ggc 3 67 

Asp Ser Lys Ser Met Arg Ser Met Asn Gly Ser Arg Arg Asn Ser Gly 
55 60 65 

tec teg eta gtg tec age tec teg gcc tec tec aac ctg age eac ctg 415 
Ser Ser Leu Val Ser Ser Ser Ser Ala Ser Ser Asn Leu Ser His Leu 
70 75 80 

gag gag gac acg tgg ate ctg tgg ggc egg ate gcc aac gag tgg gag 463 
Glu Glu Asp Thr Trp lie Leu Trp Gly Arg lie Ala Asn Glu Trp Glu 
85 90 95 

gag tgg egg cgc agg aag gag aag ctg etc aag gag ctg ate cgc aag 511 
Glu Trp Arg Arg Arg Lys Glu Lys Leu Leu Lys Glu Leu lie Arg Lys 
100 105 110 

ggc ate ccc cac cac ttc egg gcc ate gtg tgg cag ctt ctg tgc age 559 
Gly lie Pro His His Phe Arg Ala lie Val Trp Gin Leu Leu Cys Ser 
115 120 125 130 

gcc acg gac atg ccc gtc aag aac cag tac tec gag ctg etc aag atg 607 
Ala Thr Asp Met Pro Val Lys Asn Gin Tyr Ser Glu Leu Leu Lys Met 
135 140 145 

tec teg ccg tgc gag aag ctg ate cgc agg gac ate gcc cgc acc tac 655 



507 



Ser Ser Pro Cys Glu Lys Leu lie Arg Arg Asp lie Ala Arg Thr Tyr 
150 155 160 

ccg gaa cac gag ttc ttc aag ggc cag gac age ctg ggc cag gag gtc 703 
Pro Glu His Glu Phe Phe Lys Gly Gin Asp Ser Leu Gly Gin Glu Val 
165 170 175 

etc ttc aac gtc atg aag gca tac teg ctg gta gac egg gag gtg ggc 751 
Leu Phe Asn Val Met Lys Ala Tyr Ser Leu Val Asp Arg Glu Val Gly 
180 185 190 

tac tgc cag gga age gee ttc ate gtg ggc ctg etc etc atg cag atg 799 
Tyr Cys Gin Gly Ser Ala Phe lie Val Gly Leu Leu Leu Met Gin Met 
195 200 205 210 

cct gag gag gag gee ttc tgt gtg ttc gtg egg ctg atg cag gag tac 847 
Pro Glu Glu Glu Ala Phe Cys Val Phe Val Arg Leu Met Gin Glu Tyr 
215 220 225 

egg ctg egg gag etc ttc aaa ccc age atg gee gag etc ggg etc tgc 895 
Arg Leu Arg Glu Leu Phe Lys Pro Ser Met Ala Glu Leu Gly Leu Cys 
230 235 240 

ate tat cag ttc gag tac atg ctg cag gag cag etc cca gac etc aac 943 
lie Tyr Gin Phe Glu Tyr Met Leu Gin Glu Gin Leu Pro Asp Leu Asn 
245 250 255 

acc cac ttc cgt tec caa age ttc cac aca tec atg tat gee teg tec 991 
Thr His Phe Arg Ser Gin Ser Phe His Thr Ser Met Tyr Ala Ser Ser 
260 265 270 

tgg ttc etc aca ctg ttc ctg acc acc ttc cca etc ccc gtc gee acc 1039 
Trp Phe Leu Thr Leu Phe Leu Thr Thr Phe Pro Leu Pro Val Ala Thr 
275 280 285 290 

egg gtc ttt gac ate ttc atg tat gag ggg ctg gag ate gtg ttc cga 1087 
Arg Val Phe Asp lie Phe Met Tyr Glu Gly Leu Glu lie Val Phe Arg 
295 300 305 

gtg ggc etc gee ctg ctg cag gtg aac cag gcg gag ctg atg cag ctg 1135 
Val Gly Leu Ala Leu Leu Gin Val Asn Gin Ala Glu Leu Met Gin Leu 
310 315 320 

gac atg gag ggg atg tec cag tac ttc cag aga gtg ate ccc cac cag 1183 
Asp Met Glu Gly Met Ser Gin Tyr Phe Gin Arg Val lie Pro His Gin 
325 330 335 

ttc gac age tgc ccg gac aag ctg gtc etc aaa gee tac cag gtc aag 1231 
Phe Asp Ser Cys Pro Asp Lys Leu Val Leu Lys Ala Tyr Gin Val Lys 
340 345 350 

tac aac ccc aag aag atg aag agg ctg gag aag gag tac gca gee atg 1279 
Tyr Asn Pro Lys Lys Met Lys Arg Leu Glu Lys Glu Tyr Ala Ala Met 
355 360 365 370 

aag age aag gag atg gag gag cag ate gag ate aaa aga ctt egg acg 1327 
Lys Ser Lys Glu Met Glu Glu Gin lie Glu lie Lys Arg Leu Arg Thr 
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375 



380 



385 



gag aac egg etc ctg aaa cag egg att gaa ace eta gag aag gag age 1375 
Glu Asn Arg Leu Leu Lys Gin Arg He Glu Thr Leu Glu Lys Glu Ser 
390 395 400 

get get ctg get gat agg tta ate cag ggg caa gtg aca egg gcg cag 1423 
Ala Ala Leu Ala Asp Arg Leu He Gin Gly Gin Val Thr Arg Ala Gin 
405 410 415 

gag gcg gag gag aac tac gtc ate aag egg gag ctg gcg gtg gtg egg 1471 
Glu Ala Glu Glu Asn Tyr Val He Lys Arg Glu Leu Ala Val Val Arg 
420 425 430 

cag cag tgc age teg gcg gee gag gac ctg cag aag gca cag age acc 1519 
Gin Gin Cys Ser Ser Ala Ala Glu Asp Leu Gin Lys Ala Gin Ser Thr 
435 440 445 450 

ate egg cag eta cag gag cag cag gag aac ccc cgc etc aca gaa gac 1567 
He Arg Gin Leu Gin Glu Gin Gin Glu Asn Pro Arg Leu Thr Glu Asp 
455 460 465 

ttc gtg tec cac ctg gag acc gag ctg gag cag teg agg ctg egg gag 1615 
Phe Val Ser His Leu Glu Thr Glu Leu Glu Gin Ser Arg Leu Arg Glu 
470 475 480 



acg gag aca ctg ggg gee ctt egg gag atg cag gac aag gtt etc gac 
Thr Glu Thr Leu Gly Ala Leu Arg Glu Met Gin Asp Lys Val Leu Asp 
485 490 495 



gee teg acg cga gag ctt aaa ctg cag ctg cag gag etc teg gac acc 
Ala Ser Thr Arg Glu Leu Lys Leu Gin Leu Gin Glu Leu Ser Asp Thr 
535 540 545 



ggc ccg ccg ccc ttc gag gac ccg ctg get ttc gat ggg ctg age ctg 
Gly Pro Pro Pro Phe Glu Asp Pro Leu Ala Phe Asp Gly Leu Ser Leu 
565 570 575 



ctt ggc gta ggc gtg ggc get gee ctg cag gac gca ttg tac cct ctg 
Leu Gly Val Gly Val Gly Ala Ala Leu Gin Asp Ala Leu Tyr Pro Leu 
595 600 605 610 



1663 



atg gaa aag agg aac age teg ctg ccc gac gag aac aat gtg gcg cag 1711 

Met Glu Lys Arg Asn Ser Ser Leu Pro Asp Glu Asn Asn Val Ala Gin 

500 505 510 

ctg cag gag gag ctg aag gcg etc aag gtg egg gaa ggc cag gcg gtg 1759 

Leu Gin Glu Glu Leu Lys Ala Leu Lys Val Arg Glu Gly Gin Ala Val 
515 520 525 530 



1807 



tgg cag gac cag ate gag gag ctg aag acc gag gtg egg ctg ctg aag 1855 
Trp Gin Asp Gin He Glu Glu Leu Lys Thr Glu Val Arg Leu Leu Lys 
550 555 560 



1903 



gcg egg cac ttg gac gag gac teg ctg ccg teg teg gac gag gag eta 1951 
Ala Arg His Leu Asp Glu Asp Ser Leu Pro Ser Ser Asp Glu Glu Leu 
580 585 590 



1999 



509 



tec ccg cgc gat gcg cgc ttc ttc cgc cgt ctg gag egg ccg gec aag 2047 
Ser Pro Arg Asp Ala Arg Phe Phe Arg Arg Leu Glu Arg Pro Ala Lys 
615 620 625 

gac age gag ggc age tea gac age gac gee gat gag ctg gee gcg ccc 2095 
Asp Ser Glu Gly Ser Ser Asp Ser Asp Ala Asp Glu Leu Ala Ala Pro 
630 635 640 

tac age cag ggt ctg gac aac tga ggccatgccc agcgcgcccg gagtcaggag 2149 
Tyr Ser Gin Gly Leu Asp Asn * 
645 650 



gccgcagccg 


eggggggege 


ccgggcagtc 


cgcgttctgc 


tccccacctg 


ccgcacttga 


2209 


caaactacgc 


gccctctgtg 


gctcggccac 


ccctaaagcg 


aggcccggcg 


aggcagegea 


2269 


gagggtaggg 


tccgacctgg 


gctcctcagg 


gccccggggc 


aggctctctc 


tccccagcag 


2329 


tgtttaccca 


tcttggtctg 


tacccctccg 


ggccctctgg 


cgttccaggg 


gtgcctggag 


2389 


gggctgactg 


ctctcttaac 


aggagggcag 


agggcagggg 


acagacgacc 


cagaggtccc 


2449 


agcactgaat 


gagcaggcag 


ctcccacctc 


ctggcaggct 


tccttctggg 


acaggggega 


2509 


cattgctggg 


aagtgctcag 


gaggtagecg 


aggectgagg 


aaggagagcg 


ccagctctgg 


2569 


gctggacatc 


agcaccccac 


aacactcctc 


gggatgaagt 


gacccttgac 


tagcccctgg 


2629 


ccatctctag 


gggagtcagg 


ccgctgggga 


cagatggeca 


ggccggcctc 


tcctgcctgg 


2689 


cgcaggcacc 


gtggcccctg 


cageggaaac 


caaagtcccc 


ctactatgtg 


cggggcgcct 


2749 


ggggactgag 


tggctaaegg 


gaagcctccc 


tgcttctctg 


gggecagage 


agcttccagg 


2809 


aagtgaagag 


acccctctcc 


ccagtgcccc 


acatctttct 


ctgggagaca 


ctcgcgcccc 


2869 


ctatcctggc 


cagtgatgga 


ggggtatctc 


tacaggggtc 


ctcggtctcc 


atctacttcc 


2929 


ctttcttcat 


gtgtttccag 


ccccaccctc 


agccagagcc 


aggcccccag 


gcaggagctt 


2989 


cccagcgagc 


ggcctcccct 


cacttcctcc 


tggtggtccc 


gttgtctctg 


ctgaatcaga 


3049 


gctgagaacg 


gtgccaaaat 


ccaacgatgc 


cccccaggcc 


ccttcctccc 


ttcccccggc 


3109 


cccccgggcc 


tcatgaccct 


gggggctgee 


cccctcggtg 


ctcccggagc 


ctccagtaga 


3169 


gtagegtcac 


aagcaatctc 


cctggcgctt 


cctgggtggg 


gacccctgct 


ccgtccccgc 


3229 


ttcctagctg 


cccacttttc 


agtgttacga 


agcctgggga 


ceggggcagg 


cacccacggg 


3289 


gctctccaca 


cgccccctac 


actgcccgcc 


accattttgc 


acactgcctg 


ttcacatgtc 


3349 


gcccaggcgg 


gaaaaatgga 


aaataaagtg 


tatttacaca 


gtcaaaaaaa 


aaaaa 


3404 
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<210> 228 

<211> 1719 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (331) . . (1167) 
<400> 228 

aatggtagcc actcgaatat gcacacgcca agcttggcac gaggcgagct ctcattcaca 60 

gctttctaga gaaatctgag cccgaacctg ccagaatagg ggatctcacc cacccagttc 120 

agcagcgagg acacctgcag aaatacattc ccaaagcaag gctgggcggc cgtgtgaagt 180 

aagcaatggc ctcagttttg cttctgtttt ggatgaacac caccacatag ggcctgaatg 240 

tgaaagaaga ccctctattt gtctgttccg gggcagcctg gtagtaaaac actgttgaat 300 

gggccacagt ttcagcagac catcaggtga atg gga cca gtc tct ctt ctt 351 

Met Gly Pro Val Ser Leu Leu 
1 5 

cca aaa tat cag aag tta aac act tgg aac gga gat ttg gcc aag atg 399 
Pro Lys Tyr Gin Lys Leu Asn Thr Trp Asn Gly Asp Leu Ala Lys Met 
10 15 20 

acc cat tta cag get gga etc agt cca gag act ata gag aaa get cgc 447 
Thr His Leu Gin Ala Gly Leu Ser Pro Glu Thr He Glu Lys Ala Arg 
25 30 35 

ctg gaa ctg aat gaa aac ccc gat gtt tta cat cag gat att cag caa 495 
Leu Glu Leu Asn Glu Asn Pro Asp Val Leu His Gin Asp He Gin Gin 
40 45 50 55 

gtc agg gac atg ate ate acc agg cct gac att gga ttt tta cgt aca 543 
Val Arg Asp Met He He Thr Arg Pro Asp He Gly Phe Leu Arg Thr 
60 65 70 

gat gat gcc ttc ate ctg aga ttt etc cga gcc agg aag ttt cac caa 591 
Asp Asp Ala Phe He Leu Arg Phe Leu Arg Ala Arg Lys Phe His Gin 
75 80 85 

gcg gat gcc ttt aga etc ctg get cag tat ttc cag tac cgc cag eta 639 
Ala Asp Ala Phe Arg Leu Leu Ala Gin Tyr Phe Gin Tyr Arg Gin Leu 
90 95 100 

aac ctg gac atg ttc aaa aac ttc aag gca gat gat ccc ggc att aag 687 
Asn Leu Asp Met Phe Lys Asn Phe Lys Ala Asp Asp Pro Gly He Lys 
105 110 115 

agg get ctg ate gat ggg ttc ccc ggg gtg ctg gaa aac cga gac cat 735 
Arg Ala Leu He Asp Gly Phe Pro Gly Val Leu Glu Asn Arg Asp His 
120 125 130 135 
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tac ggc agg aag att ctt ttg ctg ttt gca gcc aat tgg gat cag agt 783 
Tyr Gly Arg Lys lie Leu Leu Leu Phe Ala Ala Asn Trp Asp Gin Ser 
140 145 150 

agg aac tec ttc aca gac ate ctt cgt gcc ate ctg ctg tea ttg gaa 831 
Arg Asn Ser Phe Thr Asp lie Leu Arg Ala lie Leu Leu Ser Leu Glu 
155 160 165 

gtc eta ate gaa gat ccg gag ctt cag ata aat ggc ttc att tta att 879 
Val Leu lie Glu Asp Pro Glu Leu Gin lie Asn Gly Phe lie Leu lie 
170 175 180 

ata gac tgg agt aat ttt tec ttc aaa caa gcc tec aaa ctg aca cct 927 
lie Asp Trp Ser Asn Phe Ser Phe Lys Gin Ala Ser Lys Leu Thr Pro 
185 190 195 

tea ate ctt aaa ctg gcc att gaa ggg ttg cag gac age ttt cct gcc 975 
Ser lie Leu Lys Leu Ala lie Glu Gly Leu Gin Asp Ser Phe Pro Ala 
200 205 210 215 

cgc ttt gga gga gtc cac ttt gtc aac cag ccc tgg tac att cat gcc 1023 
Arg Phe Gly Gly Val His Phe Val Asn Gin Pro Trp Tyr lie His Ala 
220 225 230 

etc tac aca etc ate aag cca ttt ctt aaa gac aag ace agg aaa egg 1071 
Leu Tyr Thr Leu lie Lys Pro Phe Leu Lys Asp Lys Thr Arg Lys Arg 
235 240 245 

att ttc ctg cat gga aac aat tta aac age ctt cac cag eta ata cac 1119 
lie Phe Leu His Gly Asn Asn Leu Asn Ser Leu His Gin Leu lie His 
250 255 260 

cct gaa ttt ttg ccc tct gaa ttt gga gga act ctt cct ccc tta tga 1167 
Pro Glu Phe Leu Pro Ser Glu Phe Gly Gly Thr Leu Pro Pro Leu * 
265 270 275 

catgggaact tgggcccgga cgttactcgg tcccgactac agegatgaaa atgactatac 1227 

tcacacatcc tataatgeaa tgcacgtgaa gcatacgtcc tcgaatctgg agagagaatg 1287 

ctcacccaag ctgatgaaaa gatctcagtc tgtggtagaa gctgggaccc tgaaacatga 1347 

ggagaaggga gagaatgaga acacccagcc actcctggct ctggactgaa ccctgagtca 1407 

ccccaatgct cctgcacact ggccttcagt ggtatcagee acccaggaag cacatgcaca 1467 

actgacccat geagacaegt gtgttctgct tgacacaagg tcctccactc ctgaacccct 1527 

gcagtgactg tcaccagcca teggtctgag cagecaaagt tggacaaaga cttgagagat 1587 

gctttttttt tcccccagtg aggggactgg aggatgatgc aaggcattta tgtaaaaaag 1647 

attctccctc ctttcatatt tattgtagta aattgaaaaa ataaagacta aatttgatgg 1707 

aaaaaaaaaa aa 1719 
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<210> 229 
<211> 546 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (151) . . (420) 

<400> 229 

cattatcctg cttccagcct ctctcaatgc tcatccagat gcttgcagta gtctcctaga 60 

tggtttcctt actcccacaa ttacttacct acagtctgtt ctcgatacaa gactgacaga 12 0 

agtcagattc tgactctgca tacccctcca atg get ttc gec acc ccc aaa 171 

Met Ala Phe Ala Thr Pro Lys 
1 5 

O tea ctt gga gta aaa gec gaa gtc ctt cca gca get tac cag gtg ctg 219 
l B Ser Leu Gly Val Lys Ala Glu Val Leu Pro Ala Ala Tyr Gin Val Leu 
! y 10 15 20 

jess; 

; £: cat gat cca gac tec ttc tta gee etc tgg etc tec tgc tgc tct cct 267 

,k His Asp Pro Asp Ser Phe Leu Ala Leu Trp Leu Ser Cys Cys Ser Pro 

M 25 30 35 

^ 5 tct tea ttt etc tct age cac acc age ttt ctt get gag age act ggg 315 

;' ! Ser Ser Phe Leu Ser Ser His Thr Ser Phe Leu Ala Glu Ser Thr Gly 

^ 40 45 50 55 

!«* tgc tct gtc tac act att etc caa aat ate cat atg gtt tgt cct cct 363 
y Cys Ser Val Tyr Thr lie Leu Gin Asn lie His Met Val Cys Pro Pro 
i«i 60 65 70 

^ tea ttt act ttc ttg aat tec acg gtc tea gtg aga tta cct tgg cat 411 
Ser Phe Thr Phe Leu Asn Ser Thr Val Ser Val Arg Leu Pro Trp His 
75 80 85 

cct agt taa agetget gcctgtcctc tcaccctgcg tcctgcagtc ccctttctag 467 
Pro Ser * 
90 

cgtcccctcc ctttttctat agcactcttc aacttctaac atacttttaa aacataattt 527 
ccttgtatgt tttgetgag 546 



<210> 230 

<211> 3543 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (198) . . (1829) 



<400> 230 

aggtaccggt ccggaattcc cgggtcgacc cacgcgtccg ggaccgcgag cacaggccgc 60 

tccgcgggcg cttcggatcc tcgcgggacc ccaccctctc ccagcctgcc cagcccgctg 12 0 

cagccgccag cgcgccccgt cggcagctct ccatctgcac gtctctccgt gaaccccgtg 180 

agcggtgtgc agccacc atg ttc age tgg ctg aag egg ggc ggg gca egg 230 

Met Phe Ser Trp Leu Lys Arg Gly Gly Ala Arg 
15 10 

ggc cag cag ccc gag gec ate cgc acg gtg acc teg gec etc aag gag 27 8 

Gly Gin Gin Pro Glu Ala lie Arg Thr Val Thr Ser Ala Leu Lys Glu 
15 20 25 

ctg tac cgc acg aag ctg ctg ccg ctg gag gag cac tac cgc ttt ggg 32 6 

Leu Tyr Arg Thr Lys Leu Leu Pro Leu Glu Glu His Tyr Arg Phe Gly 
30 35 40 

gec ttc cac teg ccg gec ctg gag gac gca gac ttc gac ggc aag ccc 374 
Ala Phe His Ser Pro Ala Leu Glu Asp Ala Asp Phe Asp Gly Lys Pro 
45 50 55 

atg gtg ctg gtg gec ggc cag tac age acg ggc aag acc age ttc ate 422 
Met Val Leu Val Ala Gly Gin Tyr Ser Thr Gly Lys Thr Ser Phe lie 
60 65 70 75 

cag tac ctg ctg gag cag gag gtg ccc ggc tec cgc gtg ggg cct gag 470 
Gin Tyr Leu Leu Glu Gin Glu Val Pro Gly Ser Arg Val Gly Pro Glu 
80 85 90 

ccc acc acc gac ttc ttt gtg gec gtc atg cac ggg gac act gag ggc 518 
Pro Thr Thr Asp Phe Phe Val Ala Val Met His Gly Asp Thr Glu Gly 
95 100 105 

acc gtg ccc ggc aac gee etc gtc gtg gac ccg gac aag ccc ttc cgc 566 
Thr Val Pro Gly Asn Ala Leu Val Val Asp Pro Asp Lys Pro Phe Arg 
110 115 120 

aaa etc aac cct ttc gga aac acc ttc etc aac agg ttc atg tgt gee 614 
Lys Leu Asn Pro Phe Gly Asn Thr Phe Leu Asn Arg Phe Met Cys Ala 
125 130 135 

cag etc cct aat cag gtc ctg gag age ate age ate ate gac acc ccg 662 
Gin Leu Pro Asn Gin Val Leu Glu Ser lie Ser lie lie Asp Thr Pro 
140 145 150 155 

ggt ate ctg teg ggt gee aag cag aga gtg age cgc ggc tac gac ttc 710 
Gly lie Leu Ser Gly Ala Lys Gin Arg Val Ser Arg Gly Tyr Asp Phe 
160 165 170 

ccg gec gtg ctg cgc tgg ttc gcg gag cgc gtg gac etc ate ate ctg 758 
Pro Ala Val Leu Arg Trp Phe Ala Glu Arg Val Asp Leu lie lie Leu 
175 180 185 
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etc ttt gat gcg cac aag ctg gag ate teg gac gag ttc tea gag gee 806 
Leu Phe Asp Ala His Lys Leu Glu lie Ser Asp Glu Phe Ser Glu Ala 
190 195 200 

ate ggc gcg ttg egg ggc cat gag gac aag ate cgc gtg gtg etc aac 854 
lie Gly Ala Leu Arg Gly His Glu Asp Lys lie Arg Val Val Leu Asn 
205 210 215 

aag gec gac atg gtg gag acg cag cag ctg atg cgc gtc tac ggc gcg 902 
Lys Ala Asp Met Val Glu Thr Gin Gin Leu Met Arg Val Tyr Gly Ala 
220 225 230 235 

etc atg tgg gcg ctg ggc aag gtg gtg ggc acg ccc gag gtg ctg cgc 950 
Leu Met Trp Ala Leu Gly Lys Val Val Gly Thr Pro Glu Val Leu Arg 
240 245 250 

gtc tac ate ggc tec ttc tgg tec cag ccc etc etc gtg ccc gac aac 998 
Val Tyr lie Gly Ser Phe Trp Ser Gin Pro Leu Leu Val Pro Asp Asn 
255 260 265 

egg cgc etc ttc gag ctg gag gag cag gac etc ttc cgc gac ate cag 1046 
Arg Arg Leu Phe Glu Leu Glu Glu Gin Asp Leu Phe Arg Asp lie Gin 
270 275 280 

ggc ctg ccc egg cac gca gee ttg cgc aag etc aac gac ctg gtg aag 1094 
Gly Leu Pro Arg His Ala Ala Leu Arg Lys Leu Asn Asp Leu Val Lys 
285 290 295 

agg gee egg ctg gtg cga gtt cac get tac ate ate age tac ctg aag 1142 
Arg Ala Arg Leu Val Arg Val His Ala Tyr lie lie Ser Tyr Leu Lys 
300 305 310 315 

aag gag atg ccc tct gtg ttt ggg aag gag aac aag aag aag cag ctg 1190 
Lys Glu Met Pro Ser Val Phe Gly Lys Glu Asn Lys Lys Lys Gin Leu 
320 325 330 

ate etc aaa ctg ccc gtc ate ttt gcg aag att cag ctg gaa cat cac 1238 
lie Leu Lys Leu Pro Val lie Phe Ala Lys lie Gin Leu Glu His His 
335 340 345 

ate tec cct ggg gac ttt cct gat tgc cag aaa atg cag gag ctg ctg 1286 
lie Ser Pro Gly Asp Phe Pro Asp Cys Gin Lys Met Gin Glu Leu Leu 
350 355 360 

atg gcg cac gac ttc ace aag ttt cac teg ctg aag ccg aag ctg eta 1334 
Met Ala His Asp Phe Thr Lys Phe His Ser Leu Lys Pro Lys Leu Leu 
365 370 375 

gag gca ctg gac gag atg ctg acg cac gac ate gec aag etc atg ccc 1382 
Glu Ala Leu Asp Glu Met Leu Thr His Asp lie Ala Lys Leu Met Pro 
380 385 390 395 

ctg ctg egg cag gag gag ctg gag age acc gag gtg ggc gtg cag ggg 1430 
Leu Leu Arg Gin Glu Glu Leu Glu Ser Thr Glu Val Gly Val Gin Gly 
400 405 410 
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ggc get ttt gag ggc acc cac atg ggc ccg ttt gtg gag egg gga cct 1478 
Gly Ala Phe Glu Gly Thr His Met Gly Pro Phe Val Glu Arg Gly Pro 
415 420 425 

gac gag gec atg gag gac ggc gag gag ggc teg gac gac gag gec gag 1526 
Asp Glu Ala Met Glu Asp Gly Glu Glu Gly Ser Asp Asp Glu Ala Glu 
430 435 440 

tgg gtg gtg acc aaa gac aag tec aaa tac gac gag ate ttc tac aac 1574 
Trp Val Val Thr Lys Asp Lys Ser Lys Tyr Asp Glu lie Phe Tyr Asn 
445 450 455 

ctg gcg cct gec gac ggc aag ctg age ggc tec aag gec aag acc tgg 1622 
Leu Ala Pro Ala Asp Gly Lys Leu Ser Gly Ser Lys Ala Lys Thr Trp 
460 465 470 475 

atg gtg ggg acc aag etc ccc aac tea gtg ctg ggg cgc ate tgg aag 1670 
Met Val Gly Thr Lys Leu Pro Asn Ser Val Leu Gly Arg lie Trp Lys 
480 485 490 

etc age gat gtg gac cgc gac ggc atg ctg gat gat gaa gag ttc gcg 1718 
Leu Ser Asp Val Asp Arg Asp Gly Met Leu Asp Asp Glu Glu Phe Ala 
495 500 505 

ctg gec age cac etc ate gag gee aag ctg gaa ggc cac ggg ctg ccc 1766 
Leu Ala Ser His Leu lie Glu Ala Lys Leu Glu Gly His Gly Leu Pro 
510 515 520 

gec aac ctg ccc cgt cgc ctg gtg cca ccc tec aag cga cgc cac aag 1814 
Ala Asn Leu Pro Arg Arg Leu Val Pro Pro Ser Lys Arg Arg His Lys 
525 530 535 

ggc tec gec gag tga gccgggcccc cctcccatgg ccctgctgtg gctccccagc 1869 

Gly Ser Ala Glu * 

540 

tccagtcggc tgcacgcaca cccctgctcc ggctcacaca cgccctgcct gccctccctg 1929 

cccagctgta aggacegggg gtctccctcc tcactaccgc cagacacccc ggtggaagca 1989 

tttagagggg accaegggag ggacaaggct tctctgtccg cccttcacac ctccagcctc 2049 

aegttcaett aggcacatca cacacacact ggcacacgca ggcatccatc catccgtcat 2109 

tcattcaaat atttattgag cacctactat gtgcccagcc ctgttctagg cactgggcat 2169 

taccatagag aacaaaatag acaaatacat ctgccctcat ggaaggtgac gttcccagga 222 9 

gagggcacct acacagtcac gcaaacacac actaattcct ggcagggccc ccagcccctc 2289 

ccctggctga gcagccctgt ggctgaaatg actagcagat aaacagaccc ccttctgctc 2349 

cgcttcctcc tgcccagcca ggcaacaccc tcaaccggct ccatcacatc ctcaggtctc 2409 

gggaccatgg ggggctcaga ggggagacac acctactgct tcctcagatg ggcccctccg 2469 

cagccccttc ccttgctcgg ggaaagcccc caattctgcc cacacccatt tatttccttc 2529 
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cttccttcct tcttttcttt ccttccttcc ttcttttttg tttttgcccc caattctgcc 2589 

catacccatt tctttctttc cttccttcct tcttttttgt ttttgccccc agttctgtcc 2649 

acaccccttc cctttcctgt cctgtccttt ctttcttttt tgatagaatc ttgctctgtc 2709 

gcccaggctg gagtgcagtg gtgagatctc agctcactgc aacctccacc tcctgggttg 2769 

aagtgattct cgtgcctcag cctcctgagt agctgggact gcaggcacgc gccaccacgc 2829 

ccagctaatt tttgtatttg agtagagacg gggtttcacc atgttggcca ggctggtctc 2889 

gaactccgca tctcaggtga tctgctcgcc tcggcctccc aaagtgatgg gattacaggc 2949 

atgagccacc gtgcccggct tcacacccat ttctttaaaa aggatcccgt agcaggcaga 3009 

aaagcccctt ccatcctgct cctctgatac tgtgccccct tggagatatt tccgtcctcc 3069 

acccacgtgt ctgtggctgg aactgcccag cctgctcctg gccccctgga agcctcccca 3129 

cagctggtaa tctggactta aggattgctg ggccaccgcc tctctgccta ccaccattcc 3189 

atatttaagt ggagccccta cgtagaaagg ccccggggct ttattttagt ctccttttca 3249 

gggatgtcgt gggcggggga gggggttctt ggtgctacag ccctctcccc acccctaaag 3309 

ggacgccgac gctgtttgct gccttcacca catattagtg cttgaccctg gcaggggacc 3369 

ccatggaaaa gatggggaag agcaaaatac atggagacga cgcaccctcc aggatgctcg 3429 

ctgggattcc cacgcccacc actgtccccc accccatggc tgggaggggc ctctgaacgg 3489 

aacagtgtcc ccacagagcg aataaagcca aggcttcttc ccaaaaaaaa aaaa 3543 



<210> 231 

<211> 1389 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (190) . . (1014) 
<400> 231 

aagctgactg cccgcaccgc cccaggcgca ctgggtagga ctgaaaggca gggactaagg 

tgacagctga ctctgccggg gcggagtgcg tgtcctccca ccgtgctggc gctgaactga 

ctgtccgctg ccaagggaag tgacagccgc agccgggctc tcagccagcg gccgggcgcc 

ccgcggacc atg etc tec agt acg cag aac gcg ggc ggc tec tat cag 
Met Leu Ser Ser Thr Gin Asn Ala Gly Gly Ser Tyr Gin 
15 10 
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egg gtc cgc ggg gcg ctt gat aca cag aaa tgc agt cca gag aaa agt 276 
Arg Val Arg Gly Ala Leu Asp Thr Gin Lys Cys Ser Pro Glu Lys Ser 
15 20 25 

gec tea ttt ttc agt aaa gtg aca tat tec tgg ttt age aga gta att 324 
Ala Ser Phe Phe Ser Lys Val Thr Tyr Ser Trp Phe Ser Arg Val lie 
30 35 40 45 

act tta ggc tat aag aga cct ttg gaa aga gag gat ctt ttt gaa eta 372 
Thr Leu Gly Tyr Lys Arg Pro Leu Glu Arg Glu Asp Leu Phe Glu Leu 
50 55 60 

aag gaa agt gat tec ttc tgc act gcg tgt ccc ate ttt gaa aaa caa 420 
Lys Glu Ser Asp Ser Phe Cys Thr Ala Cys Pro lie Phe Glu Lys Gin 
65 70 75 

tgg aga aag gaa gtt tta agg aat caa gag agg caa aaa gta aag gta 468 
Trp Arg Lys Glu Val Leu Arg Asn Gin Glu Arg Gin Lys Val Lys Val 
80 85 90 

tct tgt tat aaa gag gca cat ate aag aaa cca tct eta etc tat gca 516 
Ser Cys Tyr Lys Glu Ala His lie Lys Lys Pro Ser Leu Leu Tyr Ala 
95 100 105 

ttg tgg aac ace ttt aaa tec ate ctg att caa gtt gee tta ttc aaa 564 
Leu Trp Asn Thr Phe Lys Ser lie Leu lie Gin Val Ala Leu Phe Lys 
110 115 120 125 

gtg ttt get gat att ttg tec ttc act age cca etc ata atg aag caa 612 
Val Phe Ala Asp lie Leu Ser Phe Thr Ser Pro Leu lie Met Lys Gin 
130 135 140 

att ate att ttc tgt gaa cac age tea gat ttt ggc tgg aat ggc tat 660 
lie lie lie Phe Cys Glu His Ser Ser Asp Phe Gly Trp Asn Gly Tyr 
145 150 155 

ggc tat gca gtg gca ctt ctt gtt gta gtc ttt ttg caa act ctg att 708 
Gly Tyr Ala Val Ala Leu Leu Val Val Val Phe Leu Gin Thr Leu lie 
160 165 170 

ctt cag caa tat caa cgt ttt aac atg etc ace tea gca aaa gtt aag 756 
Leu Gin Gin Tyr Gin Arg Phe Asn Met Leu Thr Ser Ala Lys Val Lys 
175 180 185 

aca get gta aat gga ctg ate tac aaa aag gec tta ctt tta tea aat 804 
Thr Ala Val Asn Gly Leu lie Tyr Lys Lys Ala Leu Leu Leu Ser Asn 
190 195 200 205 

gtt tct cga caa aag ttt tec act ggg gaa att att aac ttg atg tea 852 
Val Ser Arg Gin Lys Phe Ser Thr Gly Glu lie lie Asn Leu Met Ser 
210 215 220 

gca act cat gga ctt gac age aaa cct caa tct cct ctg gtc tgc ccc 900 
Ala Thr His Gly Leu Asp Ser Lys Pro Gin Ser Pro Leu Val Cys Pro 
225 230 235 
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ttt tea aat cct aat ggc cgt ata tct cct ttg gca aga get ggg tec 948 
Phe Ser Asn Pro Asn Gly Arg He Ser Pro Leu Ala Arg Ala Gly Ser 
240 245 250 

age agt gtt age agg ggt ggc agt cct tgt gtt tgt tat acc aat aaa 996 
Ser Ser Val Ser Arg Gly Gly Ser Pro Cys Val Cys Tyr Thr Asn Lys 
255 260 265 

tgc ttt age tgc aac taa aataaa aaagttaaag gtaaaaaaat gactgcctca 1050 
Cys Phe Ser Cys Asn * 
270 275 



tgttacatgt 


gtcaaacagg 


agctgagttt 


tctgacttga 


gttaacaatc 


accatctcgc 


1110 


taattatata 


gagagagtta 


caaatggaag 


tcatcgaatt 


ttatcattta 


cttattcact 


1170 


caaccagtat 


tgaacaagca 


tgtatcttat 


gtcagccagt 


gtttcaggca 


caggaagtac 


1230 


agcagtgagg 


ggaaatgaca 


agtccagctc 


tcatgagggg 


tagtggagga 


gacaggcatt 


1290 


aagcaagtac 


ataaatagag 


agaaaacatt 


tgtatatgaa 


aaagatttag 


taaaatacag 


1350 


tgatgaagag 


acaaaggatg 


ccattttaca 


tttaagatc 
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<210> 232 
<211> 707 
<212> DMA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (56) . . (439) 

<400> 232 

ctactactac tactactaaa ttcgcggccg cgtcgaccat agcgctcacg caagc atg 58 

Met 
1 

gtt aac gtc cct aaa acc cgc egg act ttc tgt aag aag tgt ggc aag 106 
Val Asn Val Pro Lys Thr Arg Arg Thr Phe Cys Lys Lys Cys Gly Lys 
5 10 15 

cac caa ccc cat aaa gtg aca cag tac aag aag ggc aag gat tct ctg 154 
His Gin Pro His Lys Val Thr Gin Tyr Lys Lys Gly Lys Asp Ser Leu 
20 25 30 

tac gee cag gga aag egg cgt tat gac agg aag cag agt ggc tat ggt 202 
Tyr Ala Gin Gly Lys Arg Arg Tyr Asp Arg Lys Gin Ser Gly Tyr Gly 
35 40 45 

ggg caa act aag ccg att ttc egg aaa aag get aaa act aca aag aag 250 
Gly Gin Thr Lys Pro He Phe Arg Lys Lys Ala Lys Thr Thr Lys Lys 
50 55 60 65 



519 



att gtg eta agg ctt gag tgc gtt gag ccc aac tgc aga tct aag aga 
lie Val Leu Arg Leu Glu Cys Val Glu Pro Asn Cys Arg Ser Lys Arg 
70 75 80 



298 



= J1 



atg ctg get att aaa aga tgc aag cat ttt gaa ctg gga gga gat aag 346 
Met Leu Ala lie Lys Arg Cys Lys His Phe Glu Leu Gly Gly Asp Lys 
85 90 95 

aag aga aag gta tat aat tat ggg teg gaa ggt gca ate ttt etc ata 394 
Lys Arg Lys Val Tyr Asn Tyr Gly Ser Glu Gly Ala lie Phe Leu lie 
100 105 110 

get tta tta ttt cga aaa ggt gaa cat eta ttc ctt gtg gca tag age 442 
Ala Leu Leu Phe Arg Lys Gly Glu His Leu Phe Leu Val Ala * 
115 120 125 

tcaggggtaa tcctctaaaa atattagatc tatagctaaa gatatgtgag gtcttttget 502 

acaaggagga aaggaagaat gaggaagctt aacagcatgg tgactatttt aggaacagat 562 

aatgttctta atggggcagt agttcatggc aaaatacaaa acaacttttt tctgttctgc 622 

ttacagggee aagtgatcca gttttaagtg tcatctttta ttatgaagac aataaaatct 682 

tgagtttatg ttcaaaaaaa aaaaa 707 



<210> 233 
<211> 824 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (101) . . (688) 

<400> 233 

attagaaact gatttacatg gagacccaag ctggctagcg tttaaactta agcttggtac 60 

egagctegga tccactagtc cagtgtggtg gaattccata atg tat agt att tct 115 

Met Tyr Ser lie Ser 
1 5 

cct gee aac tct gag gaa ggc cag gaa ctt tat gtc tgc aca gtc aag 163 
Pro Ala Asn Ser Glu Glu Gly Gin Glu Leu Tyr Val Cys Thr Val Lys 
10 15 20 

gat gat gtg aac ttg gat aca gta ctt etc eta ccc ttt ttg aaa gaa 211 
Asp Asp Val Asn Leu Asp Thr Val Leu Leu Leu Pro Phe Leu Lys Glu 
25 30 35 

ata gca gta age caa ctg gat caa ctg age cca gag gaa cag ttg ctg 259 
lie Ala Val Ser Gin Leu Asp Gin Leu Ser Pro Glu Glu Gin Leu Leu 
40 45 50 



520 



gtc aag tgt get gca ate att ggt cac tec ttc cat ata gat ttg ctg 307 
Val Lys Cys Ala Ala lie lie Gly His Ser Phe His lie Asp Leu Leu 
55 60 65 



cag cac etc ctg cct ggc tgg gat aaa aat aag eta ctt cag gtc ttg 355 
Gin His Leu Leu Pro Gly Trp Asp Lys Asn Lys Leu Leu Gin Val Leu 
70 75 80 85 

aga get ctt gtg gat ata cat gtg etc tgc tgg tct gac aag age caa 403 
Arg Ala Leu Val Asp He His Val Leu Cys Trp Ser Asp Lys Ser Gin 
90 95 100 

gag ctt cct get gag ccc ata tta atg cct tec tct ate gac ate att 451 
Glu Leu Pro Ala Glu Pro He Leu Met Pro Ser Ser He Asp He He 
105 110 115 

gat gga acc aaa gag aag aag aca aag tta gat ggt ggg tea gee tct 499 
Asp Gly Thr Lys Glu Lys Lys Thr Lys Leu Asp Gly Gly Ser Ala Ser 
120 125 130 

ctt etc agg eta caa gaa gaa tta tec eta cca cag gca gca ctg aaa 547 
Leu Leu Arg Leu Gin Glu Glu Leu Ser Leu Pro Gin Ala Ala Leu Lys 
135 140 145 

cag aca ata gac age ttc cac ccc act aca cgc ctg cag caa cac age 595 
Gin Thr He Asp Ser Phe His Pro Thr Thr Arg Leu Gin Gin His Ser 
150 155 160 165 

ccg get gca cag get etc gta tgc gac cat cat get tgc agt age ccg 643 
Pro Ala Ala Gin Ala Leu Val Cys Asp His His Ala Cys Ser Ser Pro 
170 175 180 

gtc ttt gca egg eta cct eta gag cac ctt cag aaa tgc cct taa gca 691 
Val Phe Ala Arg Leu Pro Leu Glu His Leu Gin Lys Cys Pro * 
185 190 195 

tgctggggtc acgtgtcatg caaaccttgg acagatgact gaacctctct atgccttggt 751 

ttcttcatct gtgtagacgc cagtgacgat gtctccttcc teaggteggg gactatctgg 811 

gacccaaggt tct 824 



<210> 234 

<211> 1077 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (239) . . (946) 

<400> 234 

tttcgtctgg gcccgcgcgc aggecttaca taggaagtcc ttctaaagag ctgcctgcca 60 



521 



gctgcccttc cccagatccc gaatatcctc ctggccaggt ggagcagaga acagttcctc 120 



agctggtcat gctgagctca taccctgatg gctgctccat gaggtcaaga ctgggtctcc 180 

tccctcctcc cccttcacca atgcctggtc tcacggggct agttttgacc cccacgct 238 
atg gca tea teg acc tec etc cca get cct ggc tct egg cct aag aag 286 
Met Ala Ser Ser Thr Ser Leu Pro Ala Pro Gly Ser Arg Pro Lys Lys 
15 10 15 

cct eta ggc aag atg get gac tgg ttc agg cag acc ctg ctg aag aag 334 
Pro Leu Gly Lys Met Ala Asp Trp Phe Arg Gin Thr Leu Leu Lys Lys 
20 25 30 

ccc aag aag agg ccc aac tec cca gaa age acc tec age gat get tea 382 
Pro Lys Lys Arg Pro Asn Ser Pro Glu Ser Thr Ser Ser Asp Ala Ser 
35 . 40 45 

cag cct acc tea cag gac age cca eta ccc cca age etc age tea gtc 430 
Gin Pro Thr Ser Gin Asp Ser Pro Leu Pro Pro Ser Leu Ser Ser Val 
50 55 60 



: ^ 




! 0 


acg 




Thr 


.£: 


65 




cgc 




Arg 




ctg 




Leu 


: as 


age 




Ser 






: ~£ 






ata 




He 




ctg 




Leu 




145 




atg 




Met 




ccc 




Pro 




ttc 




Phe 



70 75 80 



85 90 95 



100 105 110 



115 120 125 



130 135 140 



150 155 160 



165 170 175 



180 185 190 



195 200 205 



478 



526 



574 



622 



670 



718 



766 



814 



862 
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gtc aaa gaa get gtc atg cgt tgt aag eta eta cag gag gga gaa ggg 910 
Val Lys Glu Ala Val Met Arg Cys Lys Leu Leu Gin Glu Gly Glu Gly 
210 215 220 



gaa egg gat tea get aca gta ttt gat eta ctt tga cttt taggagacag 960 
Glu Arg Asp Ser Ala Thr Val Phe Asp Leu Leu * 
225 230 235 

ccctgtagcc tagtagttca aagegcaget tctggaagag gctgtcgggg tttgtatcct 1020 
ggctcctgcc cttattaacc cataaaaagt aacttggtca agttaaaaaa aaaaaaa 1077 



<210> 235 

<211> 916 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (169) . . (738) 

<400> 235 

agctggctag cgtttaaact taagcttggt accgagctcg gatccactag tccagtgtgg 60 

tggaattcca cagcccagta actttgetag tacctcttga gtgcaaggtg gagaattaag 120 

atctggattt gagaeggage aeggaacatt tcactcaggg gaagagct atg aac atg 177 

Met Asn Met 
1 

ctg act gec age ctg ttg agg gca gtc ata gec tec ate tgt gtt gta 225 
Leu Thr Ala Ser Leu Leu Arg Ala Val He Ala Ser He Cys Val Val 
5 10 15 

tec age atg get cag aag gta act caa gcg cag act gaa att tct gtg 273 
Ser Ser Met Ala Gin Lys Val Thr Gin Ala Gin Thr Glu He Ser Val 
20 25 30 35 

gtg gag aag gag gat gtg acc ttg gac tgt gtg tat gaa acc cgt gat 321 
Val Glu Lys Glu Asp Val Thr Leu Asp Cys Val Tyr Glu Thr Arg Asp 
40 45 50 

act act tat tac tta ttc tgg tac aag caa cca cca agt gga gaa ttg 369 
Thr Thr Tyr Tyr Leu Phe Trp Tyr Lys Gin Pro Pro Ser Gly Glu Leu 
55 60 65 

gtt ttc ctt att cgt egg aac tct ttt gat gag caa aat gaa ata agt 417 
Val Phe Leu He Arg Arg Asn Ser Phe Asp Glu Gin Asn Glu He Ser 
70 75 80 

ggt egg tat tct tgg aac ttc cag aaa tec acc agt tec ttc aac ttc 465 
Gly Arg Tyr Ser Trp Asn Phe Gin Lys Ser Thr Ser Ser Phe Asn Phe 
85 90 95 



523 



acc ate aca gee tea caa gtc gtg gac tea gca gta tac ttc tgt get 
Thr lie Thr Ala Ser Gin Val Val Asp Ser Ala Val Tyr Phe Cys Ala 
100 105 110 115 



513 



ctg agt gag gcg gee caa gaa acc agt ggc tct agg ttg acc ttt ggg 561 
Leu Ser Glu Ala Ala Gin Glu Thr Ser Gly Ser Arg Leu Thr Phe Gly 
120 125 130 

gaa gga aca cag etc aca gtg aat cct gat ate cag aac cct gac cct 609 
Glu Gly Thr Gin Leu Thr Val Asn Pro Asp He Gin Asn Pro Asp Pro 
135 140 145 

gee gtg tac cag ctg aga gac tct aaa tec agt gac aag tct gtc tgc 657 
Ala Val Tyr Gin Leu Arg Asp Ser Lys Ser Ser Asp Lys Ser Val Cys 
150 155 160 

eta ttc acc gat ttt gat tct caa aca aat gtg tea caa agt aag gat 705 
Leu Phe Thr Asp Phe Asp Ser Gin Thr Asn Val Ser Gin Ser Lys Asp 
165 170 175 

tct gat gtg tat ate aca gac aaa ctg tgc tag actgtgag gctagggatt 756 
Ser Asp Val Tyr He Thr Asp Lys Leu Cys * 
180 185 190 

tcagaaccac cgggttgggc ctggagcaac aaatctgact ttgcatgggc aacgccttca 816 

acaacaggct tatttcagaa gaacccttct tccccagccc caaaaggtcc cttgatggca 876 

agctgcccga gaaagctttg aaacagatac caacctaaac 916 



<210> 236 
<211> 876 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38) . . (547) 

<400> 236 

agtgtggtgg aattegggag ccctgcccca ggggece atg cag aat gee acc aag 55 

Met Gin Asn Ala Thr Lys 
1 5 

tat ggc aac atg aca gag gac cat gtg atg cac ctg etc cag aat get 103 
Tyr Gly Asn Met Thr Glu Asp His Val Met His Leu Leu Gin Asn Ala 
10 15 20 

gac ccc ctg aag gtg tac ccg cca ctg aag ggg age ttc ccg gag aac 151 
Asp Pro Leu Lys Val Tyr Pro Pro Leu Lys Gly Ser Phe Pro Glu Asn 
25 30 35 

ctg aga cac ctt aag aac acc atg gag acc ata gac tgg aag gtc ttt 199 
Leu Arg His Leu Lys Asn Thr Met Glu Thr He Asp Trp Lys Val Phe 



524 



40 45 50 

gag age tgg atg cac cat tgg etc ctg ttt gaa atg age agg cac tec 247 
Glu Ser Trp Met His His Trp Leu Leu Phe Glu Met Ser Arg His Ser 
55 60 65 70 

ttg gag caa aag ccc act gac get cca ccg aaa gta ctg acc aag tgc 295 
Leu Glu Gin Lys Pro Thr Asp Ala Pro Pro Lys Val Leu Thr Lys Cys 
75 80 85 

cag gaa gag gtc age cac ate cct get gtc cac ccg ggt tea ttc agg 343 
Gin Glu Glu Val Ser His lie Pro Ala Val His Pro Gly Ser Phe Arg 
90 95 100 

ccc aag tgc gac gag aac ggc aac tat ctg cca etc cag tgc tat ggg 391 
Pro Lys Cys Asp Glu Asn Gly Asn Tyr Leu Pro Leu Gin Cys Tyr Gly 
105 110 115 

age ate ggc tac tgc tgg tgt gtc ttc ccc aac ggc acg gag gtc ccc 439 
Ser He Gly Tyr Cys Trp Cys Val Phe Pro Asn Gly Thr Glu Val Pro 
120 125 130 

aac acc aga age cgc ggg cac cat aac tgc agt gag tea ctg gaa ctg 487 
Asn Thr Arg Ser Arg Gly His His Asn Cys Ser Glu Ser Leu Glu Leu 
135 140 145 150 

gag gac ccg tct tct ggg ctg ggt gtg acc aag cag gat ctg ggc cca 535 
Glu Asp Pro Ser Ser Gly Leu Gly Val Thr Lys Gin Asp Leu Gly Pro 
155 160 165 

gtc ccc atg tga gag cagcagaggc ggtcttcaac atcctgccag ccccacacag 590 
Val Pro Met * 
170 

ctacagcttt cttgctccct tcagccccca gcccctcccc catctcccac cctgtacctc 650 

atcccatgag accctggtgc ctggctcttt cgtcaccctt ggacaagaca aaccaagtcg 710 

gaacagcaga taacaatgea gcaaggccct gctgcccaat ctccatctgt caacaggggc 770 

ggtcgacgcg gecgegaatt cggatcctcg agagatctct ttttttgggt ttggtggggt 830 

gtcttcatca teggatatae taggtatata catcggccta tcaagg 876 



<210> 237 
<211> 753 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (168) . . (419) 

<400> 237 



525 



gtccgtgcgc accgcccggc gtccaggtga gtctcccatc tgcagagacg cggacgcgcc 60 

ggcccgcagt tggcctgcgg agcgcggtgg acggtttggc gcccaccagg cgatcaatac 12 0 

tttggatttt taatttctag atttggcaat tcttcgctga agtcatc atg age ttt 176 

Met Ser Phe 
1 

ttc caa etc ctg atg aaa agg aag gaa etc att ccc ttg gtg gtg ttc 224 
Phe Gin Leu Leu Met Lys Arg Lys Glu Leu lie Pro Leu Val Val Phe 
5 10 15 

atg act gtg gcg gcg ggt gga gee tea tct ttc get gtg tat tct ctt 272 
Met Thr Val Ala Ala Gly Gly Ala Ser Ser Phe Ala Val Tyr Ser Leu 
20 25 30 35 

tgg aaa ace gat gtg ate ctt gat cga aaa aaa aat cca gaa cct tgg 32 0 

Trp Lys Thr Asp Val lie Leu Asp Arg Lys Lys Asn Pro Glu Pro Trp 
40 45 50 

gaa act gtg gac cct act gta cct caa aag ctt ata aca ate aac caa 368 
Glu Thr Val Asp Pro Thr Val Pro Gin Lys Leu lie Thr lie Asn Gin 
55 60 65 

caa tgg aaa ccc att gaa gag ttg caa aat gtc caa agg gtg acc aaa 416 
Gin Trp Lys Pro lie Glu Glu Leu Gin Asn Val Gin Arg Val Thr Lys 
70 75 80 

tga cgag ccctcgcctc tttcttctga agagtactct ataaatctag tggaaacatt 473 



tetgeacaaa ctagattctg gacaccagtg tgcggaaatg cttctgctac atttttaggg 533 

tttgtctaca ttttttgggc tctggataag gaattaaagg agtgcagcaa taactgeact 593 

gtctaaaagt ttgtgcttat tttcttgtaa atttgaatat tgcatattga aatttttgtt 653 

tatgatctat gaatgttttt cttaaaattt acaaagcttt gtaaattaga ttttctttaa 713 

taaaatgeca tttgtgcaag atttctcaaa aaaaaaaaaa 753 



<210> 238 

<211> 1395 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (50) . . (1060) 

<400> 238 

gagtggtgga attcegctgg cctcgctcgg tgcgcgcctc cctccccgc atg cag 55 

Met Gin 



526 



1 



ccc gcc gag cgc teg egg gtc ccc agg ate gac ccg tac gga ttc gag 103 
Pro Ala Glu Arg Ser Arg Val Pro Arg lie Asp Pro Tyr Gly Phe Glu 
5 10 15 

egg cct gag gac ttc gac gac gcc gcc tac gag aag ttt ttc tec age 151 
Arg Pro Glu Asp Phe Asp Asp Ala Ala Tyr Glu Lys Phe Phe Ser Ser 
20 25 30 

tac ctg gtc acg etc ace cgc agg gcg ate aaa tgg tec egg ctg ctg 199 
Tyr Leu Val Thr Leu Thr Arg Arg Ala lie Lys Trp Ser Arg Leu Leu 
35 40 45 50 

cag ggc ggg ggc gtc ccc agg age egg aca gtg aag cgc tat gtc egg 247 
Gin Gly Gly Gly Val Pro Arg Ser Arg Thr Val Lys Arg Tyr Val Arg 
55 60 65 

aaa ggg gtc ccg ctg gag cac cgt gcc cgc gtc tgg atg gtg ctg agt 295 
Lys Gly Val Pro Leu Glu His Arg Ala Arg Val Trp Met Val Leu Ser 
70 75 80 

ggg gcc cag gcg cag atg gac cag aat ccc ggc tac tac cac cag ctt 343 
Gly Ala Gin Ala Gin Met Asp Gin Asn Pro Gly Tyr Tyr His Gin Leu 
85 90 95 

etc cag gga gag aga aac ccc agg ctg gag gac gcc ate agg aca gac 391 
Leu Gin Gly Glu Arg Asn Pro Arg Leu Glu Asp Ala lie Arg Thr Asp 
100 105 110 

ctg aac egg acc ttc ccc gac aac gtg aag ttc egg aag ace acg gac 439 
Leu Asn Arg Thr Phe Pro Asp Asn Val Lys Phe Arg Lys Thr Thr Asp 
115 120 125 130 

ccc tgc tta cag agg acc ctg tac aat gtg ctg ctg gca tat ggg cac 487 
Pro Cys Leu Gin Arg Thr Leu Tyr Asn Val Leu Leu Ala Tyr Gly His 
135 140 145 

cat aac cag gga gtg ggc tac tgc cag gga atg aat ttt ata gca gga 535 
His Asn Gin Gly Val Gly Tyr Cys Gin Gly Met Asn Phe lie Ala Gly 
150 155 160 

tat ctg att ctt ata aca aat aat gaa gaa gaa tct ttt tgg ctg tta 583 
Tyr Leu lie Leu lie Thr Asn Asn Glu Glu Glu Ser Phe Trp Leu Leu 
165 170 175 

gat get ctt gtt gga aga ata eta cca gat tac tac age ccg gcc atg 631 
Asp Ala Leu Val Gly Arg lie Leu Pro Asp Tyr Tyr Ser Pro Ala Met 
180 185 190 

ctg ggc ctg aag acc gac cag gag gtc etc ggg gag ctg gtg egg gcg 679 
Leu Gly Leu Lys Thr Asp Gin Glu Val Leu Gly Glu Leu Val Arg Ala 
195 200 205 210 

aag ctg ccg get gtg ggg gcc ctg atg gag cgt etc ggt gtg ctg tgg 727 
Lys Leu Pro Ala Val Gly Ala Leu Met Glu Arg Leu Gly Val Leu Trp 
215 220 225 



527 



acg ctg ctg gtg tec cgc tgg ttc ate tgc ctg ttt gtg gac ate ttg 775 
Thr Leu Leu Val Ser Arg Trp Phe lie Cys Leu Phe Val Asp lie Leu 
230 235 240 

ccc gtg gag aca gtg ctt egg ate tgg gac tgt ttg ttt aac gaa ggc 823 
Pro Val Glu Thr Val Leu Arg lie Trp Asp Cys Leu Phe Asn Glu Gly 
245 250 255 

teg aag att ate ttc egg gtg gee ctg acc tta att aag cag cac cag 871 
Ser Lys lie lie Phe Arg Val Ala Leu Thr Leu He Lys Gin His Gin 
260 265 270 

gag ttg att ttg gaa gee acc age gtt cca gac att tgc gat aag ttt 919 
Glu Leu He Leu Glu Ala Thr Ser Val Pro Asp He Cys Asp Lys Phe 
275 280 285 290 

aag cag ata acc aaa ggg agt ttc gtg atg gag tgt cac acg ttt atg 967 
Lys Gin He Thr Lys Gly Ser Phe Val Met Glu Cys His Thr Phe Met 
295 300 305 

cag aaa ata ttt tea gaa cct gga age tta tec atg gec acc gtc gee 1015 
Gin Lys He Phe Ser Glu Pro Gly Ser Leu Ser Met Ala Thr Val Ala 
310 315 320 

aag etc cgc gag age tgc agg gee egg ctg ctg gca cag ggg tga gcg 1063 
Lys Leu Arg Glu Ser Cys Arg Ala Arg Leu Leu Ala Gin Gly * 
325 330 335 

tgcctgtccc ctgcgttgct cgtctctaca ctgacgatgc ccctttccag agttgacact 1123 

ggaccaactt teactgettt cctttttagt gttgtaaata cttgacatca ctacacttta 1183 

gttgtgaatt ttttaaaaga gcagtttaaa atcaggtcat tctaccagct tttgatgatt 1243 

agctatgaag tcatactttt taaagaaaac ttatttttac ctgagagatc aataatatat 1303 

aaaatgtgag tgtgggtttg tatctaataa agtatgccaa cacctgtgtt tgtgatcagt 1363 

ttctcagctg actggaaatt aaaaaaaaaa aa 1395 



<210> 239 
<211> 767 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (78) . . (326) 

<220> 

<221> misc_f eature 
<222> (1) . . . (767) 
<223> n = a,t,c or g 
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<400> 239 

ccggtccgga attcccgggt cgacccacgc gtccgccctt ctctcttcct tggtgcttct 60 



ttttcctgct cggcatc atg get gec etc aga tec ctt gtg aag ccc aag 110 

Met Ala Ala Leu Arg Ser Leu Val Lys Pro Lys 
15 10 

ate gtc aaa aag aga ace aag aaa ttc ate egg cac cag tea gac cga 158 
He Val Lys Lys Arg Thr Lys Lys Phe He Arg His Gin Ser Asp Arg 
15 20 25 

tat gtc aaa ate aag atg aga aga ata atg tct ggg gtg aag gtg aag 206 
Tyr Val Lys He Lys Met Arg Arg He Met Ser Gly Val Lys Val Lys 
30 35 40 

cac cca gee caa gac tea gca gee agg aag tgg ccc age get ctt tat 254 
His Pro Ala Gin Asp Ser Ala Ala Arg Lys Trp Pro Ser Ala Leu Tyr 
45 50 55 

ace acg ggt gca gga att cac aca gaa aag tgg agg cca agg cgt gag 3 02 

Thr Thr Gly Ala Gly He His Thr Glu Lys Trp Arg Pro Arg Arg Glu 
60 65 70 75 

aat tec tea atg act gec etc taa aggaagagat ccaaagaaat cctgaggaag 356 
Asn Ser Ser Met Thr Ala Leu * 
80 

cacaacaaac aaaaacactc tggatcagaa cttcctgtgc cagegttaca tcagggtttt 416 

ctagcagcaa gggegggetc cacatggctg aagcaggcaa ccaggaggac caggcttcct 47 6 

gtcagagact gaggacccag gaagaaacat gtctcggccc ctgtccccct ccacaattca 536 

gaggecacat tctaacaggg gaggctgacc aattaaacag ataatgacac ctcctagagc 596 

taagagctct ccgactatga accagatgcc tggagaacac ggatgaatgg tctgagcatg 656 

agcaggggtg ggaggcagcg ttaagggagg catcagagtc agaacctagc aaacaagtgt 716 

ttgtgaagaa gaattcatag aanagggcaa tgegggcate acatgggcta a 767 



<210> 240 
<211> 526 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (187) . . (324) 

<400> 240 

gagttttaaa attctttatt taaaaatctc taactgtaat gtttcataaa aaatatacac 60 



529 



gtttctattt acatattcca ttaattctat tagtttgaat tagattttaa gtccaatttt 120 

gaaaagcttg cagaatttct tctgaaatta cttaaaatta ctgtatgcat aaacttacaa 180 

aaacat atg eta tac caa ggc aga gaa aag aaa aaa agt gaa gtg get 228 
Met Leu Tyr Gin Gly Arg Glu Lys Lys Lys Ser Glu Val Ala 
15 10 

aca aag gtc cct ggg gca tea cct get cac eta gga ace agg agt act 276 
Thr Lys Val Pro Gly Ala Ser Pro Ala His Leu Gly Thr Arg Ser Thr 
15 20 25 30 

gga tac tgt tec gtt act ggt aac eta tct gga tgt aaa ggt tea taa 324 
Gly Tyr Cys Ser Val Thr Gly Asn Leu Ser Gly Cys Lys Gly Ser * 
35 40 45 

gttacaatgc tttttttgtt taaaaaaaaa aaaaagtctg tactttacaa gecaaaagtg 384 

aaaatgecac acatcctctt tacgetttea tgtacactaa gtcactccat ttggttgata 444 

ccaataatga tagctcctgt gtataatatt ttcataaatc atactcagta agcaaatctc 504 

tcaagcagcc ageatatgea gc 52 6 



<210> 241 

<211> 3744 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (27) . . (3161) 

<400> 241 

aagagctgee tcccgagggt gtctac atg gtg cag ccc cag ggg tgc age gat 53 

Met Val Gin Pro Gin Gly Cys Ser Asp 
1 5 

gag gaa gac cac gcg gag gag ccc tec aag gac ggc ggt gee ctg gag 101 
Glu Glu Asp His Ala Glu Glu Pro Ser Lys Asp Gly Gly Ala Leu Glu 
10 15 20 25 



gag aag gat teg gac ggg gca gee tec aag gag gac age ggc ccc age 
Glu Lys Asp Ser Asp Gly Ala Ala Ser Lys Glu Asp Ser Gly Pro Ser 
30 35 40 



149 



acc agg cag get tea gga gag gec tec teg ctg egg gac tac gcg gec 197 
Thr Arg Gin Ala Ser Gly Glu Ala Ser Ser Leu Arg Asp Tyr Ala Ala 
45 50 55 

tec acc atg acc gag ttc etc ggc atg ttt ggc tat gat gac cag aac 245 
Ser Thr Met Thr Glu Phe Leu Gly Met Phe Gly Tyr Asp Asp Gin Asn 
60 65 70 



530 



acg egg gac gag ctg gec agg aag ate age ttt gag aag ctg cac gcg 293 
Thr Arg Asp Glu Leu Ala Arg Lys lie Ser Phe Glu Lys Leu His Ala 
75 80 85 

ggc tec acc ccg gag gca gec ace tec tec atg ctg ccc ace tec gag 341 
Gly Ser Thr Pro Glu Ala Ala Thr Ser Ser Met Leu Pro Thr Ser Glu 
90 95 100 105 

gat acc etc age aag egg gcg egg ttc tct aag tat gag gag tac ate 389 
Asp Thr Leu Ser Lys Arg Ala Arg Phe Ser Lys Tyr Glu Glu Tyr lie 
110 115 120 

cgc aag etc aag get ggc gag cag etc tec tgg ccg gee ccc age acc 437 
Arg Lys Leu Lys Ala Gly Glu Gin Leu Ser Trp Pro Ala Pro Ser Thr 
125 130 135 

aag acc gag gag egg gtg ggc aag gag gtg gtg ggc acc ctg ccc ggc 485 
Lys Thr Glu Glu Arg Val Gly Lys Glu Val Val Gly Thr Leu Pro Gly 
140 145 150 

ctg egg ctg ccc age age acg gec cac ctg gag acc aag gec acc ate 533 
Leu Arg Leu Pro Ser Ser Thr Ala His Leu Glu Thr Lys Ala Thr lie 
155 160 165 

ctg ccc ctg ccg teg cac age agt gtc cag atg cag aac ctg gta gee 581 
Leu Pro Leu Pro Ser His Ser Ser Val Gin Met Gin Asn Leu Val Ala 
170 175 180 185 

egg gee tec aag tac gac ttc ttc ate caa aaa ctg aag acc ggc gag 629 
Arg Ala Ser Lys Tyr Asp Phe Phe lie Gin Lys Leu Lys Thr Gly Glu 
190 195 200 

aat ctg egg ccc cag aac ggg age acc tac aag aag cca tec aag tac 677 
Asn Leu Arg Pro Gin Asn Gly Ser Thr Tyr Lys Lys Pro Ser Lys Tyr 
205 210 215 

gac ctg gag aat gtc aag tac ctg cac etc ttc aaa ccc ggg gag ggc 725 
Asp Leu Glu Asn Val Lys Tyr Leu His Leu Phe Lys Pro Gly Glu Gly 
220 225 230 

age ccc gac atg ggc ggg gee ate gec ttc aag aca ggc aag gtg ggg 773 
Ser Pro Asp Met Gly Gly Ala lie Ala Phe Lys Thr Gly Lys Val Gly 
235 240 245 

cgc cct tec aag tac gac gtc egg ggc ate cag aag cca ggc ccc gee 821 
Arg Pro Ser Lys Tyr Asp Val Arg Gly lie Gin Lys Pro Gly Pro Ala 
250 255 260 265 

aag gtt ccg ccc acc ccc age ctg get ccc gca ccc etc gee age gtg 869 
Lys Val Pro Pro Thr Pro Ser Leu Ala Pro Ala Pro Leu Ala Ser Val 
270 275 280 

ccc agt gec ccc aac gee ccc ggg cca ggg cca gag cct cct gee tec 917 
Pro Ser Ala Pro Asn Ala Pro Gly Pro Gly Pro Glu Pro Pro Ala Ser 
285 290 295 

ctg tec ttc aac act ccc gag tac ctg aag tea acc ttc tec aaa aca 965 
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Leu Ser Phe Asn Thr Pro Glu Tyr Leu Lys Ser Thr Phe Ser Lys Thr 
300 305 310 

gac tec ate acc acg ggg acc gtc tec act gtc aag aac gga ctg ccc 1013 
Asp Ser He Thr Thr Gly Thr Val Ser Thr Val Lys Asn Gly Leu Pro 
315 320 325 

aca gat aaa cca gec gtc act gaa gat gta aac att tac cag aaa tat 1061 
Thr Asp Lys Pro Ala Val Thr Glu Asp Val Asn He Tyr Gin Lys Tyr 
330 335 340 345 

att gec agg ttc teg ggc age cag cac tgt ggc cac ate cac tgt gec 1109 
He Ala Arg Phe Ser Gly Ser Gin His Cys Gly His lie His Cys Ala 
350 355 360 

tac cag tac cgc gag cac tac cac tgc ctt gac cct gag tgt aac tac 1157 
Tyr Gin Tyr Arg Glu His Tyr His Cys Leu Asp Pro Glu Cys Asn Tyr 
365 370 375 

cag agg ttc acg agt aag cag gac gtg ate cgc cac tac aac atg cac 1205 
Gin Arg Phe Thr Ser Lys Gin Asp Val He Arg His Tyr Asn Met His 
380 385 390 

aag aag cgc gac aac tec ctg cag cac ggc ttc atg cgt ttc age ccg 1253 
Lys Lys Arg Asp Asn Ser Leu Gin His Gly Phe Met Arg Phe Ser Pro 
395 400 405 

ctg gac gac tgc age gtc tac tac cac ggc tgc cac etc aat ggg aag 13 01 

Leu Asp Asp Cys Ser Val Tyr Tyr His Gly Cys His Leu Asn Gly Lys 
410 415 420 425 

age acc cac tat cac tgc atg cag gtg ggc tgt aac aag gtg tac acg 1349 
Ser Thr His Tyr His Cys Met Gin Val Gly Cys Asn Lys Val Tyr Thr 
430 435 440 

age acg tct gac gtg atg acc cac gag aac ttc cac aag aag aat acc 1397 
Ser Thr Ser Asp Val Met Thr His Glu Asn Phe His Lys Lys Asn Thr 
445 450 455 

cag etc att aac gac ggc ttc cag cgc ttc cga gec acc gaa gac tgt 1445 
Gin Leu He Asn Asp Gly Phe Gin Arg Phe Arg Ala Thr Glu Asp Cys 
460 465 470 

ggc aca gee gac tgc cag ttc tac gga cag aag acc acg cac ttc cac 1493 
Gly Thr Ala Asp Cys Gin Phe Tyr Gly Gin Lys Thr Thr His Phe His 
475 480 485 

tgc agg cgc ccc ggc tgc aca ttc act ttc aag aac aag tgt gac ate 1541 
Cys Arg Arg Pro Gly Cys Thr Phe Thr Phe Lys Asn Lys Cys Asp He 
490 495 500 505 

gag aag cac aag age tac cac ate aag gac gat gec tac gee aag gac 1589 
Glu Lys His Lys Ser Tyr His He Lys Asp Asp Ala Tyr Ala Lys Asp 
510 515 520 

ggc ttc aag aag ttc tac aag tac gag gag tgc aag tac gag ggc tgc 1637 
Gly Phe Lys Lys Phe Tyr Lys Tyr Glu Glu Cys Lys Tyr Glu Gly Cys 
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525 



530 



535 



gtg tac age aag get ace aac cac ttc cac tgc ate cgc gec ggc tgc 1685 
Val Tyr Ser Lys Ala Thr Asn His Phe His Cys lie Arg Ala Gly Cys 
540 * 545 550 

ggc ttc ace ttc acc tec acc age cag atg acc tct cac aag cgc aag 1733 
Gly Phe Thr Phe Thr Ser Thr Ser Gin Met Thr Ser His Lys Arg Lys 
555 560 565 

cat gag cgc egg cac ate cgc tec teg ggc gcg ctg ggg ctg ccg ccc 1781 
His Glu Arg Arg His lie Arg Ser Ser Gly Ala Leu Gly Leu Pro Pro 
570 575 580 585 

teg ctg ctg ggc gee aag gac acg gag cac gag gag tec age aac gac 1829 
Ser Leu Leu Gly Ala Lys Asp Thr Glu His Glu Glu Ser Ser Asn Asp 
590 595 600 

gac ctt gtt gac ttc tec gec ctg age age aag aac tec age ctg age 1877 
Asp Leu Val Asp Phe Ser Ala Leu Ser Ser Lys Asn Ser Ser Leu Ser 
605 610 615 

gec tec cct acc age cag cag tec tct gcg tec ctg get gec gec act 1925 
Ala Ser Pro Thr Ser Gin Gin Ser Ser Ala Ser Leu Ala Ala Ala Thr 
620 625 630 

gee gee acc gag get ggg ccc agt gee acc aaa cct ccc aac age aag 1973 
Ala Ala Thr Glu Ala Gly Pro Ser Ala Thr Lys Pro Pro Asn Ser Lys 
635 640 645 

ate teg ggg ctg ctg ccc cag ggc ctg cct ggc teg ate ccc ctg gec 2021 
lie Ser Gly Leu Leu Pro Gin Gly Leu Pro Gly Ser lie Pro Leu Ala 
650 655 660 665 

ctg gee etc tec aac teg ggc ctg ccc acc ccc acg ccc tac ttc ccc 2069 
Leu Ala Leu Ser Asn Ser Gly Leu Pro Thr Pro Thr Pro Tyr Phe Pro 
670 675 680 

ata ctg get ggc cgt ggg age acc tec ctg cct gtg ggc acc ccc age 2117 
lie Leu Ala Gly Arg Gly Ser Thr Ser Leu Pro Val Gly Thr Pro Ser 
685 690 695 

etc ctg ggt gec gtg teg tct ggg tea gca gee tea gec acc cct gac 2165 
Leu Leu Gly Ala Val Ser Ser Gly Ser Ala Ala Ser Ala Thr Pro Asp 
700 705 710 

aca ccc acg ctg gtc gec teg gga get gga gac tea gec ccc gtg get 2213 
Thr Pro Thr Leu Val Ala Ser Gly Ala Gly Asp Ser Ala Pro Val Ala 
715 720 725 

gee gee tct gtc ccg gca cca ccc gee tec ate atg gag agg ate tct 2261 
Ala Ala Ser Val Pro Ala Pro Pro Ala Ser lie Met Glu Arg lie Ser 
730 735 740 745 

gca age aag ggc etc ate teg ccc atg atg gec agg ctg get gca get 2309 
Ala Ser Lys Gly Leu lie Ser Pro Met Met Ala Arg Leu Ala Ala Ala 
750 755 760 
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gcc etc aag ccc tct gcc acc ttt gac cca gga age ggg cag cag gtc 2357 
Ala Leu Lys Pro Ser Ala Thr Phe Asp Pro Gly Ser Gly Gin Gin Val 
765 770 775 

acc cca gcc agg ttc ccc ccg gcc caa gtg aag ccg gaa ccc ggt gag 2405 
Thr Pro Ala Arg Phe Pro Pro Ala Gin Val Lys Pro Glu Pro Gly Glu 
780 785 790 

age acc ggc gcc cca ggc ccc cac gaa gcc tec cag gac cgc agt eta 2453 
Ser Thr Gly Ala Pro Gly Pro His Glu Ala Ser Gin Asp Arg Ser Leu 
795 800 805 

gac ctg act gtg aag gag ccc age aac gaa tea aat ggc cac gca gtc 2501 
Asp Leu Thr Val Lys Glu Pro Ser Asn Glu Ser Asn Gly His Ala Val 
810 815 820 825 

ccg gca aat tea tct ctt tta tec teg ctt atg aat aag atg tct cag 2549 
Pro Ala Asn Ser Ser Leu Leu Ser Ser Leu Met Asn Lys Met Ser Gin 
830 835 840 

ggc aac cct ggc ctg ggc age ctg ctg aac ate aag gcg gaa gcg gag 2 597 

Gly Asn Pro Gly Leu Gly Ser Leu Leu Asn lie Lys Ala Glu Ala Glu 
845 850 855 

ggg age ccc get gcg gag ccc teg ccc ttc eta ggc aag gcc gtg aag 2 645 

Gly Ser Pro Ala Ala Glu Pro Ser Pro Phe Leu Gly Lys Ala Val Lys 
860 865 870 

gcg ctg gtt cag gag aag ttg gca gag ccc tgg aag gtg tac ctg cgc 2 693 

Ala Leu Val Gin Glu Lys Leu Ala Glu Pro Trp Lys Val Tyr Leu Arg 
875 880 885 

agg ttt ggt aca aag gac ttc tgt gac ggc cag tgt gac ttc etc cac 2741 
Arg Phe Gly Thr Lys Asp Phe Cys Asp Gly Gin Cys Asp Phe Leu His 
890 895 900 905 

aag gcc cac ttc cac tgc gtg gtg gag gaa tgc ggc gcg etc ttc age 2789 
Lys Ala His Phe His Cys Val Val Glu Glu Cys Gly Ala Leu Phe Ser 
910 915 920 

acc ttg gac ggg gcc ate aag cac gca aac ttc cac ttc egg aca gag 2 837 

Thr Leu Asp Gly Ala lie Lys His Ala Asn Phe His Phe Arg Thr Glu 
925 930 935 

gga gga gca gca aaa gga aac aca gag get gcc ttt ccg gcc teg gcc 2885 
Gly Gly Ala Ala Lys Gly Asn Thr Glu Ala Ala Phe Pro Ala Ser Ala 
940 945 950 

gcc gag acc aaa cct ccc atg gcc ccc teg tec cct ccg gtc cct cct 2933 
Ala Glu Thr Lys Pro Pro Met Ala Pro Ser Ser Pro Pro Val Pro Pro 
955 960 965 

gtc acc acg gcc acg gtg tec tct ctg gag ggg ccc get ccc age ccg 2981 
Val Thr Thr Ala Thr Val Ser Ser Leu Glu Gly Pro Ala Pro Ser Pro 
970 975 980 985 
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gcc tec gtg ccc tec acc ccc acc ctg etc gec tgg aag cag ctg get 
Ala Ser Val Pro Ser Thr Pro Thr Leu Leu Ala Trp Lys Gin Leu Ala 
990 995 1000 



3029 



tec acc ata ccc cag atg cct cag ate cca gcg tea gtg cct cac ctg 3077 
Ser Thr lie Pro Gin Met Pro Gin lie Pro Ala Ser Val Pro His Leu 
1005 1010 1015 

ccc gcc teg ccc ttg gca acg act tct eta gag aac gcc aag ccc cag 3125 
Pro Ala Ser Pro Leu Ala Thr Thr Ser Leu Glu Asn Ala Lys Pro Gin 
1020 1025 1030 

gtc aaa ccc gga ttc etc cag ttc cag gag aag tga gtcc ctcgatgagc 3175 
Val Lys Pro Gly Phe Leu Gin Phe Gin Glu Lys * 
1035 1040 1045 

cgggagtccc gcgttcccct cgcgtctcgg gagtaggtgc tagcaagggc gctaggaggc 323 5 

cctgttcctc actgeggatg gtgctgctgt ccccagcctc tctggggcat ggccatcggg 3295 

tgatgtcctt etagecaaag atgctgctgc tcctacctca ctgcctgtcc cagagcaggc 3355 

cagcccgcgt gggccgatgg tggcggcagt ggctactget cctgcagggc atgtggtgat 3415 

cctgccaggg ccaggtgggg tggactgggc gtggtggtcc tcagaggaca actcccagcc 3475 

tgacaaggag ggctgegtet ccctccgagc etcegtattg gcctcctctg tggctcacac 3535 

ccatggctga atetctgeag ggcacgtgaa gtcacgggta ggggecagge ccctccaggc 3595 

cgtcactggc ctgcacagtg gtctgagctc ttgggtggaa gggaccctcc tcactggatg 3 655 

gtggtggctc ettgeaggga gaacggtgac tttgtattgt catgtgtgcg gcttcctgtt 3715 

ctcaataaaa gtaataaatt ggattattt 3744 



<210> 242 

<211> 2450 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (192) . . (2438) 
<400> 242 

ttgagtcccc tgcggtaccg gtceggaatt cccgggtcga egatttegta aacagtgtag 60 

atcttttaaa gtatgeatat cattagtgga aaataatagg taacaaaaga aattggggga 12 0 

aaagctttaa gagttctgat gectatttaa gtaaattaac tcttttcccc ccaaaattct 180 

taggcttgaa g atg cag tgg acg cca gag cat gcc cag tgg cca gaa cag 23 0 

Met Gin Trp Thr Pro Glu His Ala Gin Trp Pro Glu Gin 



535 



1 



5 



10 



cac ttt gac ate acc tea acc act egg tct cct gee cac aaa gtt gaa 278 
His Phe Asp lie Thr Ser Thr Thr Arg Ser Pro Ala His Lys Val Glu 
15 20 25 



gee tac aga ggt cat ctg cag cgc acc tat cag tac gec tgg gcg aat 
Ala Tyr Arg Gly His Leu Gin Arg Thr Tyr Gin Tyr Ala Trp Ala Asn 
30 35 40 45 



326 



gat gac ata tct get ctg act gca tec aac eta eta aaa aaa tat gca 374 
Asp Asp lie Ser Ala Leu Thr Ala Ser Asn Leu Leu Lys Lys Tyr Ala 
50 55 60 

gag aag tat tec ggc att ttg gaa ggt cct gtg gac cga ccc gta etc 422 
Glu Lys Tyr Ser Gly lie Leu Glu Gly Pro Val Asp Arg Pro Val Leu 
65 70 75 

age aac tat teg gac aca cca tea gga eta gtg aac ggt egg aaa aat 470 
Ser Asn Tyr Ser Asp Thr Pro Ser Gly Leu Val Asn Gly Arg Lys Asn 
80 85 90 

gaa agt gaa ccc tgg cag cct tec ttg aat tea gaa get gtt tat ccc 518 
Glu Ser Glu Pro Trp Gin Pro Ser Leu Asn Ser Glu Ala Val Tyr Pro 
95 100 105 

atg aac tgt gtt ccg gat gtt ate act gee age aaa get gga gtc agt 566 
Met Asn Cys Val Pro Asp Val lie Thr Ala Ser Lys Ala Gly Val Ser 
110 115 120 125 

tea gee etc cct cca gca gat gtc tct gcg agt ata gga age tct cct 614 
Ser Ala Leu Pro Pro Ala Asp Val Ser Ala Ser lie Gly Ser Ser Pro 
130 135 140 

ggg gta gee age aac ctg aca gaa cct agt tat tea agt agt acc tgt 662 
Gly Val Ala Ser Asn Leu Thr Glu Pro Ser Tyr Ser Ser Ser Thr Cys 
145 150 155 

gga age cac act gta ccc agt ctt cat gca ggg etc cca tct cag gaa 710 
Gly Ser His Thr Val Pro Ser Leu His Ala Gly Leu Pro Ser Gin Glu 
160 165 170 

tat gee cca gga tac aac gga tea tat ttg cat tct act tat agt age 758 
Tyr Ala Pro Gly Tyr Asn Gly Ser Tyr Leu His Ser Thr Tyr Ser Ser 
175 180 185 

cag cca gca cct gca ctt cct tea cct cat ccg tct cct ttg cat age 806 
Gin Pro Ala Pro Ala Leu Pro Ser Pro His Pro Ser Pro Leu His Ser 
190 195 200 205 

tct ggg eta eta cag ccc cca cca cca cct cct ccg cca cca gec ttg 854 
Ser Gly Leu Leu Gin Pro Pro Pro Pro Pro Pro Pro Pro Pro Ala Leu 
210 215 220 

gtc cca ggc tac aat ggg act tct aac etc tec agt tac age tat ccg 902 
Val Pro Gly Tyr Asn Gly Thr Ser Asn Leu Ser Ser Tyr Ser Tyr Pro 
225 230 235 
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tct get age tat cct cct cag act get gtg ggg tct ggg tac age cct 950 
Ser Ala Ser Tyr Pro Pro Gin Thr Ala Val Gly Ser Gly Tyr Ser Pro 
240 245 250 

ggg ggg gca ccg cct ccg cct tea gcg tac ctg cct tea gga att cct 998 
Gly Gly Ala Pro Pro Pro Pro Ser Ala Tyr Leu Pro Ser Gly lie Pro 
255 260 265 

get ccc acc ccc eta ccc ccc ace act gtt cct ggc tac ace tac cag 1046 
Ala Pro Thr Pro Leu Pro Pro Thr Thr Val Pro Gly Tyr Thr Tyr Gin 
270 275 280 285 

ggc cat ggt ttg aca cct att gca ccg teg get ctg aca aac agt tea 1094 
Gly His Gly Leu Thr Pro lie Ala Pro Ser Ala Leu Thr Asn Ser Ser 
290 295 300 

gca agt tct etc aaa agg aaa get ttc tac atg gca ggg caa gga gat 1142 
Ala Ser Ser Leu Lys Arg Lys Ala Phe Tyr Met Ala Gly Gin Gly Asp 
305 310 315 

atg gac tec agt tat gga aat tac age tat ggc caa cag aga tct aca 1190 
Met Asp Ser Ser Tyr Gly Asn Tyr Ser Tyr Gly Gin Gin Arg Ser Thr 
320 325 330 

cag agt cct atg tac aga atg ccc gac aac age att tea aac aca aat 1238 
Gin Ser Pro Met Tyr Arg Met Pro Asp Asn Ser lie Ser Asn Thr Asn 
335 340 345 

egg ggg aat ggc ttt gac aga agt get gaa aca tea tec tta gca ttt 1286 
Arg Gly Asn Gly Phe Asp Arg Ser Ala Glu Thr Ser Ser Leu Ala Phe 
350 355 360 365 

aag cca acg aag cag eta atg tec tct gaa cag caa agg aaa ttc age 1334 
Lys Pro Thr Lys Gin Leu Met Ser Ser Glu Gin Gin Arg Lys Phe Ser 
370 375 380 

age cag tec agt agg get ctg acc cct cct tec tac agt act get aaa 1382 
Ser Gin Ser Ser Arg Ala Leu Thr Pro Pro Ser Tyr Ser Thr Ala Lys 
385 390 395 

aat tea ttg gga tea aga tec agt gaa tec ttt ggg aag tac aca teg 1430 
Asn Ser Leu Gly Ser Arg Ser Ser Glu Ser Phe Gly Lys Tyr Thr Ser 
400 405 410 

cca gta atg agt gag cat ggg gac gag cac agg cag etc etc tct cac 1478 
Pro Val Met Ser Glu His Gly Asp Glu His Arg Gin Leu Leu Ser His 
415 420 425 

cca atg caa ggc cct gga etc cgt gca get acc tea tec aac cac tct 1526 
Pro Met Gin Gly Pro Gly Leu Arg Ala Ala Thr Ser Ser Asn His Ser 
430 435 440 445 

gtg gac gag caa ctg aag aat act gac acg cac etc ate gac ctg gta 1574 
Val Asp Glu Gin Leu Lys Asn Thr Asp Thr His Leu lie Asp Leu Val 
450 455 460 



537 



acc aat gag att ate acc caa gga cct cca gtg gac tgg aat gac att 1622 
Thr Asn Glu lie lie Thr Gin Gly Pro Pro Val Asp Trp Asn Asp lie 
465 470 475 

get ggt etc gac ctg gtg aag get gtc att aaa gag gag gtt tta tgg 1670 
Ala Gly Leu Asp Leu Val Lys Ala Val lie Lys Glu Glu Val Leu Trp 
480 485 490 

cca gtg ttg agg tea gac gcg ttc agt gga ctg acg gee tta cct egg 1718 
Pro Val Leu Arg Ser Asp Ala Phe Ser Gly Leu Thr Ala Leu Pro Arg 
495 500 505 

age ate ctt tta ttt gga cct egg ggg aca ggc aaa aca tta ttg ggc 1766 
Ser lie Leu Leu Phe Gly Pro Arg Gly Thr Gly Lys Thr Leu Leu Gly 
510 515 520 525 

aga tgc ate get agt cag ctg ggg gee aca ttt ttc aaa att gec ggt 1814 
Arg Cys lie Ala Ser Gin Leu Gly Ala Thr Phe Phe Lys lie Ala Gly 
530 535 540 

tct gga eta gtc gee aag tgg tta gga gaa gca gag aaa att ate cat 1862 
Ser Gly Leu Val Ala Lys Trp Leu Gly Glu Ala Glu Lys lie lie His 
545 550 555 

gee tct ttt ctt gtg gee agg tgt cgc cag ccc teg gtg att ttt gtt 1910 
Ala Ser Phe Leu Val Ala Arg Cys Arg Gin Pro Ser Val lie Phe Val 
560 565 570 

agt gac att gac atg ctt etc tec tct caa gtg aat gag gaa cat agt 1958 
Ser Asp lie Asp Met Leu Leu Ser Ser Gin Val Asn Glu Glu His Ser 
575 580 585 

cca gtc agt egg atg aga acc gaa ttt ctg atg caa ctg gac act gta 2006 
Pro Val Ser Arg Met Arg Thr Glu Phe Leu Met Gin Leu Asp Thr Val 
590 595 600 605 

eta act teg get gag gac caa ate gta gta att tgt gee acc agt aaa 2054 
Leu Thr Ser Ala Glu Asp Gin lie Val Val He Cys Ala Thr Ser Lys 
610 615 620 

cca gaa gaa ata gat gaa tec ctt egg agg tac ttc atg aaa cga ctt 2102 
Pro Glu Glu He Asp Glu Ser Leu Arg Arg Tyr Phe Met Lys Arg Leu 
625 630 635 

tta ate cca ctt cct gac age aca gcg agg cac cag ata ata gta caa 2150 
Leu He Pro Leu Pro Asp Ser Thr Ala Arg His Gin He He Val Gin 
640 645 650 

ctg etc tea cag cac aat tac tgt etc aat gac aag gag ttt gca ctg 2198 
Leu Leu Ser Gin His Asn Tyr Cys Leu Asn Asp Lys Glu Phe Ala Leu 
655 660 665 

etc gtc cag cgc aca gaa ggc ttt tct gga eta gat gtg get cat ttg 2246 
Leu Val Gin Arg Thr Glu Gly Phe Ser Gly Leu Asp Val Ala His Leu 
670 675 680 685 

tgt cag gaa gca gtg gtg ggc ccc etc cat gec atg cca gee aca gac 2294 
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Cys Gin Glu Ala Val Val Gly Pro Leu His Ala Met Pro Ala Thr Asp 
690 695 700 

ctt tea gec att atg ccc age cag ttg agg ccc gtt aca tat caa gac 2342 
Leu Ser Ala lie Met Pro Ser Gin Leu Arg Pro Val Thr Tyr Gin Asp 
705 710 715 

ttt gaa aat get ttc tgc aag att cag cct age ata tct caa aag gag 2390 
Phe Glu Asn Ala Phe Cys Lys lie Gin Pro Ser He Ser Gin Lys Glu 
720 725 730 

ctt gat atg tat gtt gaa tgg aac aaa atg ttt ggt tgc agt cag tga 2438 
Leu Asp Met Tyr Val Glu Trp Asn Lys Met Phe Gly Cys Ser Gin * 
735 740 745 

taacttcttt ag 2450 



<210> 243 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (168) . . (437) 

<400> 243 

gcatagtaat gatccaaata tatgtatatg ttgctcatgg aatgaaccct ccccagacta 60 

aagatgcctg taaatcaaat ttcactataa ttgtaaagaa acctgaggca attagttaaa 120 

aagttttaag tattcaggca attcatgata ccttgttgaa ataaagc atg cag act 176 

Met Gin Thr 

1 

cat aaa aac ttg tat ata ate aaa ata aag ttc tac aaa tgg gaa aga 224 
His Lys Asn Leu Tyr He He Lys He Lys Phe Tyr Lys Trp Glu Arg 
5 10 15 

gga tta tta tea ggg tat att aag gtg tta gac tta caa aag aag tgc 272 
Gly Leu Leu Ser Gly Tyr He Lys Val Leu Asp Leu Gin Lys Lys Cys 
20 25 30 35 

ata att aat tac tea ttt aaa att aat tct ata ccc att age ttg gca 320 
He He Asn Tyr Ser Phe Lys He Asn Ser He Pro He Ser Leu Ala 
40 45 50 

aca gat aaa ata aaa gca tgc aac agt get ttc tta gtc gac gcg gee 3 68 

Thr Asp Lys He Lys Ala Cys Asn Ser Ala Phe Leu Val Asp Ala Ala 
55 60 65 

gcg aat teg gat cct cga gag ate tct ttt ttt ggg ttt ggt ggg gta 416 
Ala Asn Ser Asp Pro Arg Glu He Ser Phe Phe Gly Phe Gly Gly Val 
70 75 80 
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tct tea tea teg aat aga tag ttatatacat catgctcttc aattaaaa 
Ser Ser Ser Ser Asn Arg * 
85 90 



465 



<210> 244 
<211> 1080 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (83) . . (829) 

<400> 244 

ctaggggagc tgaattctgc gtcttccttt aggctgegge gagacaatcc ccagagcccc 60 

gcggcccggc cteggggcag cc atg gac teg cag gaa ttg aag act ttg att 112 

Met Asp Ser Gin Glu Leu Lys Thr Leu lie 
15 10 

aat tac tat tgt caa gag aga tat ttc cat cat gta tta ctg gtt gec 160 
Asn Tyr Tyr Cys Gin Glu Arg Tyr Phe His His Val Leu Leu Val Ala 
15 20 25 

agt gaa gga att aag agg tat gga agt gat cca gtc ttc agg ttt tat 2 08 

Ser Glu Gly lie Lys Arg Tyr Gly Ser Asp Pro Val Phe Arg Phe Tyr 
30 35 40 

cat gec tat ggc aca tta atg gaa ggt aaa act caa gaa get ctt cga 256 
His Ala Tyr Gly Thr Leu Met Glu Gly Lys Thr Gin Glu Ala Leu Arg 
45 50 55 

gaa ttt gag get att aaa aat aaa caa gat gta tea ctt tgt tct eta 304 
Glu Phe Glu Ala lie Lys Asn Lys Gin Asp Val Ser Leu Cys Ser Leu 
60 65 70 

ctt gca ctg ata tat gee cat aaa atg agt cct aat cca gat aga gaa 352 
Leu Ala Leu lie Tyr Ala His Lys Met Ser Pro Asn Pro Asp Arg Glu 
75 80 85 90 

get att ctg gaa tea gat gec aga gtg aag gaa caa cgt aaa gga get 400 
Ala lie Leu Glu Ser Asp Ala Arg Val Lys Glu Gin Arg Lys Gly Ala 
95 100 105 

gga gag aaa gee tta tac cat gca ggc tta ttt tta tgg cac att ggt 448 
Gly Glu Lys Ala Leu Tyr His Ala Gly Leu Phe Leu Trp His lie Gly 
110 115 120 

cgc cat gat aaa gca agg gaa tat att gac aga atg ate aaa ata tea 496 
Arg His Asp Lys Ala Arg Glu Tyr lie Asp Arg Met lie Lys lie Ser 
125 130 135 
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gat ggt agt aaa cag gga cac gtt ttg aaa gca tgg ctt gat att aca 544 
Asp Gly Ser Lys Gin Gly His Val Leu Lys Ala Trp Leu Asp He Thr 
140 145 150 

aga gga aaa gag cct tac act aaa aaa gca ctg aag tat ttt gaa gag 592 
Arg Gly Lys Glu Pro Tyr Thr Lys Lys Ala Leu Lys Tyr Phe Glu Glu 
155 160 165 170 

gga etc caa gat ggg aat gat act ttt get ctg ctg ggt aag gca caa 640 
Gly Leu Gin Asp Gly Asn Asp Thr Phe Ala Leu Leu Gly Lys Ala Gin 
175 180 185 

tgc ctt gag atg cgc cag aat tat tea ggt gcc ctg gag act gtg aac 688 
Cys Leu Glu Met Arg Gin Asn Tyr Ser Gly Ala Leu Glu Thr Val Asn 
190 195 200 

cag ata ate gtg aat ttt ccg age ttc ctt cct get ttt gtt aag aaa 736 
Gin He He Val Asn Phe Pro Ser Phe Leu Pro Ala Phe Val Lys Lys 
205 210 215 

atg aaa tta caa eta gcc ttg cag gat tgg gac cag aca gtt gag aca 784 
Met Lys Leu Gin Leu Ala Leu Gin Asp Trp Asp Gin Thr Val Glu Thr 
220 225 230 

gca aaa ggt tgc tgc tec aag ata gcc aaa atg tgg aag cac tga gaa 832 
Ala Lys Gly Cys Cys Ser Lys He Ala Lys Met Trp Lys His * 
235 240 245 

tgcaggcact ctactatgtg tgtagagagg gggatataga gaaggcttcc accaagctgg 892 

aaaacttggg aaatgcattg gatgecatgg aaccacagaa tgetcaaett ttctataaca 952 

ttacactcgc cttcagcaga acttgtggac gtagtcaact tattcttcaa aaaattcaaa 1012 

cgttacttga gagagctttt agtttaaccc tcagcaatca gaatttgeta cagacttgga 1072 

taccaatt i nan 



<210> 245 

<211> 2128 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (107) . . (286) 

<400> 245 

gagcttagct aacattgect tttcactcta tttttctcag atattgtaag cattctgttt 60 

ttcaatattg tagttaattt tttggctttc aacagcagcc ctagta atg gtg gag 115 

Met Val Glu 
1 
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ttg tta att aat gtg tat att gta ctg aat ttc tgt cag tta agg ggt 163 
Leu Leu lie Asn Val Tyr lie Val Leu Asn Phe Cys Gin Leu Arg Gly 
5 10 15 

tea ctg ctt tgg tgg aaa ttg gtg gaa att get age agg ttc cac gat 211 
Ser Leu Leu Trp Trp Lys Leu Val Glu lie Ala Ser Arg Phe His Asp 
20 25 30 35 

gtt tat ttt ttt etc cat gtt gta tat cat tac cat ttc aca tac gcg 259 
Val Tyr Phe Phe Leu His Val Val Tyr His Tyr His Phe Thr Tyr Ala 
40 45 50 

ttt eta ttt ttc ttc etc tec tec tga tctcc ttaaaaatga atctagagtt 311 
Phe Leu Phe Phe Phe Leu Ser Ser * 
55 60 

ggtggctttt tccccctcct ctttggccag ttccacagtt cagttcttcc tgaaaacagg 371 

gatgatgaac ttgtaggatc aggacaaatg tgtgtttttc aaaaacttaa ggctgggtgt 431 

gaaacacctt ctgtggacaa ggatttgtaa acttctctcc tccctccagc tgcggcccca 491 

gectaactga tagttacttg attcagtgtg ctagacactt aaatagcatc tatgtctctt 551 

tcaagggaat ttgtcaaata atgctgttta gctaattgtt gcaagcaatt gcatattaac 611 

agctgtgatt ttgttggaca gcaagtatta tggecaaage cagtttcttg gcatttcaaa 671 

aataatgcaa taaaaactag ttgaggttag ctgaggctgg aaatgccttt ttcatggtaa 731 

atgattcact tctatatttt tctttctttt tctttttttt tctttggttt tcatcctgga 791 

ttcatcccct gatcttaaat caaaaegtea gatcaatgaa ctatgaacta aagtattttt 851 

ettaagecta ttgagtgatt aattttttaa aaaatgttta aatgcatatg cttttctttc 911 

agcacaaaca acagcaaaaa cttttgtaat aactaactta ectttgeatg tatgaagaac 971 

tgagtcattt atttccctaa cttactcctc tttcaagtaa caggtggcag atcataaaat 1031 

gaattcttta ttgtatctac acactccaca ttctttactg tgtcctacta ctgtatcttg 1091 

gctccctgct gtattaaaca ccatcttaag cacttgttcc tgeaggaetc cttcttgaca 1151 

ttttgtctcc cccttcaaag tcactcaaag agtgggactt catcaaaaga aatgaattag 1211 

tctctatcac accgaatact aagatttatt tcctctgatg gtacatagat ttctctctcc 1271 

actaagaggg tcactctcat agaggaatgt cttgtcagtt ttatacttgc tgaggctaga 1331 

ctgacaataa aaatgagctg ggcagttaaa ttagcatttg ttactatatt ggcctataaa 1391 

ggatcaggtt gatgataata cctctaaaaa tatgeaataa taaaacaata gttatgaaag 1451 

aaacttgaaa ggtttgcaag gtttctccta tccctgttaa aattatcatt tattatctct 1511 

ttgtcagtgt tagtaaggta acccatgaca gaataatttg agtgatagtt catcatgeag 1571 



542 



aggatatgat caagatatta cctaatggtt ttatcctgaa aaaggtgtat acttttaggg 1631 

cactgttaac aatgcgagtg aaaccaagat ggtgcaagtt ccctttgcag atggcgtggg 1691 

cacacttgat ttttattatg agtgaatgta atctttctgt attttaccag agttacagca 1751 

attacctgaa aagtttccta acattttaat aatgttaggg atttcgtttt ggttttagtt 1811 

gtcctcaaga gacaacaggt tcacagtaat ttccatgatg ttgggtgtgg ctaagctggg 1871 

gattggttct gttccccctg ctcccgtgta gagaaaagct atatttatac tgcattcttt 1931 

ctcaactttc aggtaaaaca aactatgatt taaaaaaaga aaaaagaaaa gacaggtact 1991 

tttacttcaa agagtgcttt gctacatttt tatttaaacc aaaaatcaaa taaaataagg 2051 

aggggggctg ggtatacttt aaacaaaacc agtcctgaaa tgctgttatt ctcaaagtac 2111 

attccaaaaa aaaaaaa 2128 



<210> 246 

<211> 3373 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (146) . . (2254) 

<400> 246 

agatatgaaa ctggttctgg agtgagatga gctcggctgg ggacgctact tgagaaggcc 60 

tttccccaca gggtgactta aatgtcccag gctggaaggt ggagcgagaa gtggatgccc 12 0 

ccagggctct gggtcacact ccagg atg act tct egg aac cag ctg gtg cag 172 

Met Thr Ser Arg Asn Gin Leu Val Gin 
1 5 

aag gtg ctg cag gag ctg cag gaa gca gtg gag tgc gaa ggc ctg gag 22 0 

Lys Val Leu Gin Glu Leu Gin Glu Ala Val Glu Cys Glu Gly Leu Glu 
10 15 20 25 

ggt etc ata ggt get tec ttg gag gec aag cag gtc ctg tct tec ttc 268 
Gly Leu lie Gly Ala Ser Leu Glu Ala Lys Gin Val Leu Ser Ser Phe 
30 35 40 

act etc ccc acc tgc egg gag gga ggc cct ggc etc cag gtg ctg gaa 316 
Thr Leu Pro Thr Cys Arg Glu Gly Gly Pro Gly Leu Gin Val Leu Glu 
45 50 55 

gtg gac teg gtg gee ctg age ctg tat cca gaa gat get cca egg aac 3 64 

Val Asp Ser Val Ala Leu Ser Leu Tyr Pro Glu Asp Ala Pro Arg Asn 
60 65 70 



543 



atg ctg ccg ctg gtg tgc aag ggg gag ggc age ctg ctg ttc gag gcg 412 
Met Leu Pro Leu Val Cys Lys Gly Glu Gly Ser Leu Leu Phe Glu Ala 
75 80 85 

gec age atg ctg ctg tgg ggt gac gca ggc etc age ctg gag ctg egg 460 
Ala Ser Met Leu Leu Trp Gly Asp Ala Gly Leu Ser Leu Glu Leu Arg 
90 95 100 105 

gee cgc acc gtg gta gag atg ctg ctg cac aga cac tac tac etc cag 508 
Ala Arg Thr Val Val Glu Met Leu Leu His Arg His Tyr Tyr Leu Gin 
110 115 120 

ggc atg ate gac tec aaa gtg atg ctg cag gee gtg cgc tac tec eta 556 
Gly Met lie Asp Ser Lys Val Met Leu Gin Ala Val Arg Tyr Ser Leu 
125 130 135 

tgc tct gag gag tec cct gag atg acc age ttg ccc ccc gee acg ctg 604 
Cys Ser Glu Glu Ser Pro Glu Met Thr Ser Leu Pro Pro Ala Thr Leu 
140 145 150 

gag gee ate ttc gat gec gac gtc aag gee tec tgt ttc ccc age age 652 
Glu Ala lie Phe Asp Ala Asp Val Lys Ala Ser Cys Phe Pro Ser Ser 
155 160 165 

ttc tec aac gtg tgg cac ttg tat get etc gee tct gtc etc cag egg 700 
Phe Ser Asn Val Trp His Leu Tyr Ala Leu Ala Ser Val Leu Gin Arg 
170 175 180 185 

aac ate tac tec ate tac ccc atg cgc aac etc aag ate egg ccc tac 748 
Asn lie Tyr Ser lie Tyr Pro Met Arg Asn Leu Lys lie Arg Pro Tyr 
190 195 200 

ttc aac cgt gtc ate egg ccc cgc cgc tgc gac cac gtg ccc tec acg 796 
Phe Asn Arg Val lie Arg Pro Arg Arg Cys Asp His Val Pro Ser Thr 
205 210 215 

ctg cac ate atg tgg get ggc cag ccc etc acc age cac ttc ttc cgc 844 
Leu His lie Met Trp Ala Gly Gin Pro Leu Thr Ser His Phe Phe Arg 
220 225 230 

cac cag tac ttt gec cct gtg gtg ggg ctg gaa gag gtg gag get gaa 892 
His Gin Tyr Phe Ala Pro Val Val Gly Leu Glu Glu Val Glu Ala Glu 
235 240 245 

ggt gec cct ggc gtg gee cca get ctt cca gee ctg gee cca etc tea 940 
Gly Ala Pro Gly Val Ala Pro Ala Leu Pro Ala Leu Ala Pro Leu Ser 
250 255 260 265 

teg ccg gee aag acc ctg gag ctg etc aac cgt gaa cct ggc etc age 988 
Ser Pro Ala Lys Thr Leu Glu Leu Leu Asn Arg Glu Pro Gly Leu Ser 
270 275 280 

tac tct cac etc tgt gag cgc tac age gtc acc aaa age acc ttc tac 1036 
Tyr Ser His Leu Cys Glu Arg Tyr Ser Val Thr Lys Ser Thr Phe Tyr 
285 290 295 
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cgc tgg egg egg cag tec cag gag cac egg cag aag gtt get gee cgc 1084 
Arg Trp Arg Arg Gin Ser Gin Glu His Arg Gin Lys Val Ala Ala Arg 
300 305 310 

ttc tec gee aag cac ttc ctg cag gac age ttc cac egg ggg ggc gtc 1132 
Phe Ser Ala Lys His Phe Leu Gin Asp Ser Phe His Arg Gly Gly Val 
315 320 325 

gtg cca ctt cag cag ttc etc cag egg ttc ccg gag ate tec cgc tea 1180 
Val Pro Leu Gin Gin Phe Leu Gin Arg Phe Pro Glu lie Ser Arg Ser 
330 335 340 345 

acc tac tat gtc tgg aag cat gag ctg ctg ggc tct ggc ace tgc ccg 1228 
Thr Tyr Tyr Val Trp Lys His Glu Leu Leu Gly Ser Gly Thr Cys Pro 
350 355 360 

gee ttg ccc ccc agg gag gtg ctg ggc atg gag gag eta gag aag ctg 1276 
Ala Leu Pro Pro Arg Glu Val Leu Gly Met Glu Glu Leu Glu Lys Leu 
365 370 375 

ccg gag gag cag gtg get gag gag gag ctg gag tgc tec gca ctg gcg 1324 
Pro Glu Glu Gin Val Ala Glu Glu Glu Leu Glu Cys Ser Ala Leu Ala 
380 385 390 

gtg tea age cct gga atg gtc tta atg cag egg gee aag ttg tac ctg 1372 
Val Ser Ser Pro Gly Met Val Leu Met Gin Arg Ala Lys Leu Tyr Leu 
395 400 405 

gag cat tgc ate tec ctg aac aca ctg gta ccc tat cgc tgc ttc aaa 1420 
Glu His Cys lie Ser Leu Asn Thr Leu Val Pro Tyr Arg Cys Phe Lys 
410 415 420 425 

cgc agg ttc cct ggc ate tea egg tec act tat tat aat tgg egg cga 1468 
Arg Arg Phe Pro Gly lie Ser Arg Ser Thr Tyr Tyr Asn Trp Arg Arg 
430 435 440 

aag gec etc egg agg aac ccc age ttc aag ccg gca cca gee etc tct 1516 
Lys Ala Leu Arg Arg Asn Pro Ser Phe Lys Pro Ala Pro Ala Leu Ser 
445 450 455 

get get ggg act ccc cag eta gca tct gtt ggg gaa ggg get gta att 1564 
Ala Ala Gly Thr Pro Gin Leu Ala Ser Val Gly Glu Gly Ala Val lie 
460 465 470 

cct tgg aag agt gag gcg gaa gag ggg gca ggg aat gee aca ggt gag 1612 
Pro Trp Lys Ser Glu Ala Glu Glu Gly Ala Gly Asn Ala Thr Gly Glu 
475 480 485 

gac cct ccc gee ccc ggg gag etc ctg cca eta agg atg ccc ctg tec 1660 
Asp Pro Pro Ala Pro Gly Glu Leu Leu Pro Leu Arg Met Pro Leu Ser 
490 495 500 505 

cgt tgg cag agg cgt ctg cgc agg get gee cgc agg cag gtg ctg agt 1708 
Arg Trp Gin Arg Arg Leu Arg Arg Ala Ala Arg Arg Gin Val Leu Ser 
510 515 520 

ggg cat etc cct ttc tgc cgc ttc cgc etc cgc tac ccc age ctg tea 1756 
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Gly His Leu Pro Phe Cys Arg Phe Arg Leu Arg Tyr Pro Ser Leu Ser 
525 530 535 



cct tct gcc ttt tgg gtc tgg aag agt ctt get egg ggt tgg ccc aga 1804 
Pro Ser Ala Phe Trp Val Trp Lys Ser Leu Ala Arg Gly Trp Pro Arg 
540 545 550 

ggc ctg tec aaa ctt cag gtg ccg gtc ccc acc ttg ggc aaa ggg ggg 1852 
Gly Leu Ser Lys Leu Gin Val Pro Val Pro Thr Leu Gly Lys Gly Gly 
555 560 565 

cag gag get gag gag aag cag gag aag gag get ggc agg gat gtg aca 1900 
Gin Glu Ala Glu Glu Lys Gin Glu Lys Glu Ala Gly Arg Asp Val Thr 
570 575 580 585 

get gtg atg gcc cca cct gtg ggg get tct tea gaa gat gta gag gga 1948 
Ala Val Met Ala Pro Pro Val Gly Ala Ser Ser Glu Asp Val Glu Gly 
590 595 600 

ggg cct tec aga gag ggg gcc ctg cag gag ggg gcc aca gcc cag ggc 1996 
Gly Pro Ser Arg Glu Gly Ala Leu Gin Glu Gly Ala Thr Ala Gin Gly 
605 610 615 

cag ccc cac agt ggg ccc ttg ctg age caa cct gtg gtg gca gca gcg 2 044 

Gin Pro His Ser Gly Pro Leu Leu Ser Gin Pro Val Val Ala Ala Ala 
620 625 630 

ggt ggc agg gat ggc egg atg ctg gtg atg gac atg ate get acc acg 2092 
Gly Gly Arg Asp Gly Arg Met Leu Val Met Asp Met lie Ala Thr Thr 
635 640 645 

aag ttc aag gcc cag gcc aag ctg ttc ttg cag aag cgc ttc cag tec 2140 
Lys Phe Lys Ala Gin Ala Lys Leu Phe Leu Gin Lys Arg Phe Gin Ser 
650 655 660 665 

aag age ttt ccc tec tac aag gag ttc agt gcc etc ttt ccc etc act 2188 
Lys Ser Phe Pro Ser Tyr Lys Glu Phe Ser Ala Leu Phe Pro Leu Thr 
670 675 680 

gcc cgc tec aca tac tac atg tgg aag cga gcc etc tat gac ggc ctg 223 6 

Ala Arg Ser Thr Tyr Tyr Met Trp Lys Arg Ala Leu Tyr Asp Gly Leu 
685 690 695 

acc ctg gta gat ggc tga caggga ggtacaaaag gggctgggaa gaagggggac 2290 
Thr Leu Val Asp Gly * 
700 

cagtttggag agggtcaggg acctgagctg accccaggct tggecaggat gtcctttget 2350 

ctgggtccca cagtgtctac cctaagtcca agggtatatt tgtgttattt tctggctcca 2410 

ggacagagaa tgccagaaat cagccatctg gtctcccgta ggaaactgtg ggaccagaga 2470 

tatcctcttt cgttgtttgc tggtcatatt tttactgtta tgatttagtt tttggttttg 2530 

atttgagtgg gttggttggc ccccttgctg gagttggaag ccgtatgtat gtcagggggt 2590 
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ttagaggggg 


gttggttagc 


tagagctgct 


ttcagctttt 


cctggagaca 


aaaggagtgt 


2650 


tatagcatga 


tcatcggtcc 


cactgggcag 


aacgttatct 


tcagtttctt 


ttgggggttg 


2710 


gcatcctctt 


tactcagttg 


tttcccaaag 


gaacattagg 


ctcgaatatg 


ggggccaggt 


2770 


gtggtggctt 


atgcctgtaa 


tcctagcgct 


ttgggaggcc 


aaggcaggag 


gatcacttga 


2830 


ggctaggagt 


tagagaccac 


cctgggcaat 


gtagtgagac 


ctcatctctt 


agaaaaaaaa 


2890 


aaagaaagaa 


aatcaaatgt 


agagctgatc 


agcagcttgt 


gcctggcatc 


cccaagggag 


2950 


aaggtgccag 


gtcagcagga 


gcagcagcag 


ggatgtatag 


aaagaaccac 


agctggcctc 


3010 


taaaggatgg 


cactgaggca 


ccggagatct 


tgaggcactg 


gagatcactg 


aggggctggc 


3070 


ctgtcccctg 


caaggagtgt 


gggaccaggt 


ggggcaaggc 


tgggagatgc 


aggctctgtt 


3130 


tgcagattat 


ggcccagagt 


ctctgcttgt 


gggtgcttga 


tccacctgct 


gggaccctgc 


3190 


agtcctcggc 


cagcctggct 


gtcagttggg 


gattccacct 


ttctgctgag 


cgtcttctcg 


3250 


yo.y ^ uy y cxy y 






dCaaaycyyc 


caggcaggtg 


ggagactgaa 




tttgccttgt 


tcgagagtaa 


cgtttgaaaa 


ccaaagaaat 


aaagtgatgc 


agtgcccaca 


3370 


aaa 
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<210> 
<211> 
<212> 


247 
817 
DNA 













:r 4 <213> Homo sapiens 

: cs=? 

0 <220> 

<221> CDS 

<222> (90) . . (662) 

<400> 247 

tttcgtgggc cactgcaggg gccgctaacg gtccggcgcc cctcggcgtc cgcgcgcccc 60 

cagcctggcg gacgagcccg gcggcggag atg ggg gcg acg ggg gcg gcg gag 113 

Met Gly Ala Thr Gly Ala Ala Glu 
1 5 

ccg ctg caa tec gtg ctg tgg gtg aag cag cag cgc tgc gec gtg age 161 
Pro Leu Gin Ser Val Leu Trp Val Lys Gin Gin Arg Cys Ala Val Ser 
10 15 20 

ctg gag ccc gcg egg get ctg ctg cgc tgg tgg egg age ccg ggg ccc 209 
Leu Glu Pro Ala Arg Ala Leu Leu Arg Trp Trp Arg Ser Pro Gly Pro 
25 30 35 40 

gga gee ggc gee ccc ggc gcg gat gee tgc tct gtg cct gta tct gag 257 
Gly Ala Gly Ala Pro Gly Ala Asp Ala Cys Ser Val Pro Val Ser Glu 
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45 



50 



55 



ate ate gec gtt gag gaa aca gac gtt cac ggg aaa cat caa ggc agt 3 05 

He He Ala Val Glu Glu Thr Asp Val His Gly Lys His Gin Gly Ser 
60 65 70 

gga aaa tgg cag aaa atg gaa aag cct tac get ttt aca gtt cac tgt 353 
Gly Lys Trp Gin Lys Met Glu Lys Pro Tyr Ala Phe Thr Val His Cys 
75 80 85 

gta aag aga gca cga egg cac cgc tgg aag tgg gcg cag gtg act ttc 401 
Val Lys Arg Ala Arg Arg His Arg Trp Lys Trp Ala Gin Val Thr Phe 
90 95 100 

tgg tgt cca gag gag cag ctg tgt cac ttg tgg ctg cag acc ctg egg 449 
Trp Cys Pro Glu Glu Gin Leu Cys His Leu Trp Leu Gin Thr Leu Arg 
105 110 115 120 

gag atg ctg gag aag ctg acg tec aga cca aag cat tta ctg gta ttt 497 
Glu Met Leu Glu Lys Leu Thr Ser Arg Pro Lys His Leu Leu Val Phe 
125 130 135 

ate aac ccg ttt gga gga aaa gga caa ggc aag egg ata tat gaa aga 545 
He Asn Pro Phe Gly Gly Lys Gly Gin Gly Lys Arg He Tyr Glu Arg 
140 145 150 

aaa gtg gca cca ctg ttc acc tta gee tec ate acc act gac ate ate 593 
Lys Val Ala Pro Leu Phe Thr Leu Ala Ser He Thr Thr Asp He He 
155 160 165 

gtt act gaa cat get aat cag gee aag gag act ctg tat gag att aac 641 
Val Thr Glu His Ala Asn Gin Ala Lys Glu Thr Leu Tyr Glu He Asn 
170 175 180 

ata gac aaa tac gac ggg tga gt aagcegtett tcatcgccat caagtccatt 694 
lie Asp Lys Tyr Asp Gly * 
185 190 



gttaatgaaa aagttctacc cacctctcag ttttgagagc tccttttcct aaatccgccc 754 
cccgcctcca cccacgacca attgtaaaag taaacatget tcttacagga aggcaagaaa 814 
gaa 817 



<210> 248 

<211> 2416 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (526) . . (1962) 
<400> 248 



548 



atccccttta 


aggacctttg 


ggtgattaga 


gacaggcagg 


cagcttgccg 


cctggaaatg 


60 


atcaagtggt 


cagcctgacc 


aaattcagga 


cagctgaagg 


gtctgactgg 


gcactgtgtg 


120 


actggtgggt 


tggaggctgt 


cgtgtggctg 


accagagatg 


gccagctgat 


gggtcacaca 


180 


gttggggatg 


gtgtcaggag 


gtcaacctga 


ccagcagaga 


cggctggcag 


gaaggtcacg 


240 


gaaggccagc 


caggcatggt 


gccactgggt 


gcaggcaggt 


ggcggatctg 


agtggcctga 


300 


cacattggat 


ggtcgcttat 


ttggqcaaca 


tcrat tcrtcacr 


aacagtgtgg 


caggggctgc 


3 60 


tgcagggagc 


catttggaca 


tctgcagggc 


cccgccggag 


gcctcggatg 


gccacgtagg 


420 


gtctgcctat 


caagagaacc 


cccagatgat 


cacagtcccc 


cagagacagc 


cagacccccg 


480 


gggacccagc 


ctctcacagt 


cagtcctccc 


acccgagtga 


ccccg atg gcg gcc 
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Met Ala Ala 
1 

tec cag ctg gcg gcg ctg gaa gga gtg gac tec ggt ccc agg gtg ccc 582 
Ser Gin Leu Ala Ala Leu Glu Gly Val Asp Ser Gly Pro Arg Val Pro 
5 10 15 

ggg gcc age ccc ggc ttc eta tat tec gag ggc cag egg ctg gca ctg 630 
Gly Ala Ser Pro Gly Phe Leu Tyr Ser Glu Gly Gin Arg Leu Ala Leu 
20 25 30 35 

gag get ctg ttg age aag ggc gcg gag gcg ttc cag ace tgc gtg cag 678 
Glu Ala Leu Leu Ser Lys Gly Ala Glu Ala Phe Gin Thr Cys Val Gin 
40 45 50 

cgc gag gag ctg tgg ccc ttc etc agt gcg gat gag gtt cag ggc ttg 726 
Arg Glu Glu Leu Trp Pro Phe Leu Ser Ala Asp Glu Val Gin Gly Leu 
55 60 65 

gca gcg gca get gaa gac tgg aca gtg gcc aag cag gag ccc age ggg 774 
Ala Ala Ala Ala Glu Asp Trp Thr Val Ala Lys Gin Glu Pro Ser Gly 
70 75 80 

atg gca gag gga gcc ace ace gcc gat gtg gac gcg ggc age ctg age 822 
Met Ala Glu Gly Ala Thr Thr Ala Asp Val Asp Ala Gly Ser Leu Ser 
85 90 95 

tac tgg cct ggg cag teg gag cag ccg gcg ccc gtc ctg egg ctg ggc 870 
Tyr Trp Pro Gly Gin Ser Glu Gin Pro Ala Pro Val Leu Arg Leu Gly 
100 105 110 115 

tgg cca gtg gac tct gcg tgg aaa ggc ate acc egg gcg cag ctg tac 918 
Trp Pro Val Asp Ser Ala Trp Lys Gly He Thr Arg Ala Gin Leu Tyr 
120 125 130 

acc cag cct cct gga gag ggt cag ccg ccc etc aag gag ctg gtg egg 966 
Thr Gin Pro Pro Gly Glu Gly Gin Pro Pro Leu Lys Glu Leu Val Arg 
135 140 145 

ctg gag ate cag get gcc cac aag ctg gtg gcc gtg gtc atg gac gtc 1014 
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Leu Glu lie 
150 

ttc act gac 
Phe Thr Asp 
165 

cgc tgg gta 
Arg Trp Val 
180 

ttc ctg gaa 
Phe Leu Glu 



aac gtg gat 
Asn Val Asp 



cga egg cag 
Arg Arg Gin 
230 

ggc gag agg 
Gly Glu Arg 
245 

cgc ctg cac 
Arg Leu His 
260 

gec ttc age 
Ala Phe Ser 



cca cct gcg 
Pro Pro Ala 



ggc cgc age 
Gly Arg Ser 
310 

teg cct ccg 
Ser Pro Pro 
325 

cgc gtc tec 
Arg Val Ser 
340 

agt gtg cag 
Ser Val Gin 



cgc tec atg 
Arg Ser Met 



Gin Ala Ala 



cca gac ctg 
Pro Asp Leu 



cct gtc tac 
Pro Val Tyr 
185 

ctg gec cag 
Leu Ala Gin 
200 

gtc cgt gtc 
Val Arg Val 
215 

gtg age ggc 
Val Ser Gly 



gtc ate tea 
Val He Ser 



cga ggc ctg 
Arg Gly Leu 
265 

ctt gag ttc 
Leu Glu Phe 
280 

ccc ccc cag 
Pro Pro Gin 
295 

ctg cac cgc 
Leu His Arg 



ccg cct gac 
Pro Pro Asp 



cct get acc 
Pro Ala Thr 
345 

cgc gec egg 
Arg Ala Arg 
360 

tgg gac eta 
Trp Asp Leu 



His Lys Leu 
155 

ctt ttg gac 
Leu Leu Asp 
170 

ctg etc ctg 
Leu Leu Leu 



cag ctg ggg 
Gin Leu Gly 



gtg egg ggc 
Val Arg Gly 
220 

acc gtg egg 
Thr Val Arg 
235 

gga tec tac 
Gly Ser Tyr 
250 

gtg acc ctg 
Val Thr Leu 



egg acg ctg 
Arg Thr Leu 



aaa ccc teg 
Lys Pro Ser 
300 

gtg tec cgc 
Val Ser Arg 
315 

ggc ccg ctg 
Gly Pro Leu 
330 

ccg ggg ccg 
Pro Gly Pro 



acc ccc age 
Thr Pro Ser 



age cgc ctg 
Ser Arg Leu 



Val Ala Val 



ttg gtg gat 
Leu Val Asp 
175 

gac cgc cag 
Asp Arg Gin 
190 

gtg aac ccc 
Val Asn Pro 
205 

tgc age ttc 
Cys Ser Phe 



gag aag ttt 
Glu Lys Phe 



age ttc acg 
Ser Phe Thr 
255 

ctg act ggt 
Leu Thr Gly 
270 

tac gcg gec 
Tyr Ala Ala 
285 

gtc ata ggt 
Val He Gly 



cgc cgc tec 
Arg Arg Ser 



gee cac cgc 
Ala His Arg 
335 

gca etc agt 
Ala Leu Ser 
350 

ggc ccc ccg 
Gly Pro Pro 
365 

tec cag ctg 
Ser Gin Leu 
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Val Met Asp 
160 

get gee acg 
Ala Ala Thr 



cag ctg cct 
Gin Leu Pro 



tgg aac acg 
Trp Asn Thr 
210 

cag age cgc 
Gin Ser Arg 
225 

gtg ctg ctg 
Val Leu Leu 
240 

tgg agt gac 
Trp Ser Asp 



gaa att gtt 
Glu He Val 



tec tgc ccg 
Ser Cys Pro 
290 

ggc ctg cag 
Gly Leu Gin 
305 

gtg gee ccc 
Val Ala Pro 
320 

ctg gec gee 
Leu Ala Ala 



gac att eta 
Asp He Leu 



gec egg ccc 
Ala Arg Pro 
370 

tct ggc tec 
Ser Gly Ser 



Val 



cgc 1062 
Arg 



gee 1110 

Ala 

195 

gag 1158 
Glu 



tgg 1206 
Trp 



gac 1254 
Asp 



gca 1302 
Ala 



gac 1350 

Asp 

275 

etc 1398 
Leu 



egg 1446 
Arg 



gcg 1494 
Ala 



tgc 1542 
Cys 



agg 1590 

Arg 

355 

age 1638 
Ser 



agt 1686 
Ser 



375 



380 



385 



gat ggg gac aac gag etc aag aaa tec tgg ggc tec aag gac act cca 1734 
Asp Gly Asp Asn Glu Leu Lys Lys Ser Trp Gly Ser Lys Asp Thr Pro 
390 395 400 

gec aag get ctg atg agg cag egg ggc act gga gga ggc ccc tgg ggg 1782 
Ala Lys Ala Leu Met Arg Gin Arg Gly Thr Gly Gly Gly Pro Trp Gly 
405 410 415 

gaa gtg gac tec cga cct ccg tgg ggc ggt gee ctg ccc ctg ccc ccc 1830 
Glu Val Asp Ser Arg Pro Pro Trp Gly Gly Ala Leu Pro Leu Pro Pro 
420 425 430 435 

gee cac cgc etc cgc tat ctg tec cca gee cga agg egg ttc ggt ggg 1878 
Ala His Arg Leu Arg Tyr Leu Ser Pro Ala Arg Arg Arg Phe Gly Gly 
440 445 450 

gat get aca ttc aaa ctt caa gag ccc aga ggc gtc agg ccg tea gac 192 6 

Asp Ala Thr Phe Lys Leu Gin Glu Pro Arg Gly Val Arg Pro Ser Asp 
455 460 465 

tgg gee ccc egg gca gga ctt ggg ggg caa ccc tga acag gagcccaagc 1976 
Trp Ala Pro Arg Ala Gly Leu Gly Gly Gin Pro * 
470 475 

caaatctget ggcccaccca aggagcagtg ccggacaact gtcggctcag agccctctgc 2036 

ctcaatgccc tgccttggac aaggcttctg gcctcggcgt ctgtcaagca gaagggatgt 2096 

ttgtcacttg ttctgeaact tgggccggga gtggtggctc atgcctgtaa tccctgcact 2156 

ttgggaggct aaggtgggag ggttgcttaa ggccaggagt tggagaccag cctgggcaac 2216 

atagtgagac cccatctcta caattaaaaa aacaaattag ttgggtgtgg tggcgcacgc 2276 

ctgtggtccc agetaegcag gaggctgagg tgggaggatc cctcgagctc aggaggtgga 233 6 

ggcagcagtg agecaagate atgcccttgc actccagcct gggcaacaca gtgagaggee 2396 

atctctttaa aaaaaaaaaa 2416 



<210> 249 

<211> 4537 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (399) . . (3938) 
<400> 249 

atttggcect egaggecaag aatteggcac aaggtttaag gtttgettet acagcccgtg 60 
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gactttagcc taaacacgga cccgcgaagc tggctttatt tgtccatgtc tcggacagag 120 



cctgggaagc tgccagtgag atttcagaga ccaagagcgc gaaggggcgg gcgatgtggc 180 

aatccgtctg ggatgtgaaa agcgtggagc gcatttagag gcattcgacg aaaacacagg 240 

aaatcactcc tctcccgctc ctgggcgccg ctgccactgg ggcagaggac tgggaaccgc 300 

ggcagcggga taagtggccc agccagagag cgcagctccc gcgcccggtc ctgccctgcg 3 60 

aaccagcgcg gccccctggc gctgaggctg ctccggcc atg gcc cct egg ccc 413 

Met Ala Pro Arg Pro 
1 5 

cgc gcc cgc cca ggg gtc get gtc gcc tgc tgc tgg etc etc act gtt 461 
Arg Ala Arg Pro Gly Val Ala Val Ala Cys Cys Trp Leu Leu Thr Val 
10 15 20 



gtt eta cgc tgc tgc gta tea ttc aat gtt gat gtg aaa aat tea atg 
Val Leu Arg Cys Cys Val Ser Phe Asn Val Asp Val Lys Asn Ser Met 
25 30 35 



509 



act ttc age ggc ccg gtg gaa gac atg ttt gga tat act gtt caa caa 557 
Thr Phe Ser Gly Pro Val Glu Asp Met Phe Gly Tyr Thr Val Gin Gin 
40 45 50 

tat gaa aat gaa gaa gga aaa tgg gtg ctt att ggt tct ccg tta gtt 605 
Tyr Glu Asn Glu Glu Gly Lys Trp Val Leu lie Gly Ser Pro Leu Val 
55 60 65 

ggc caa ccc aaa aac aga act gga gat gtc tat aag tgt cca gtt ggg 653 
Gly Gin Pro Lys Asn Arg Thr Gly Asp Val Tyr Lys Cys Pro Val Gly 
70 75 80 85 

aga ggt gaa tea tta cct tgc gta aag ttg gat eta cca gtt aat aca 701 
Arg Gly Glu Ser Leu Pro Cys Val Lys Leu Asp Leu Pro Val Asn Thr 
90 95 100 

tea att ccc aat gtc aca gaa gta aag gag aac atg aca ttt gga tea 749 
Ser lie Pro Asn Val Thr Glu Val Lys Glu Asn Met Thr Phe Gly Ser 
105 110 115 

act tta gtc ace aac cca aat gga gga ttt ctg get tgt ggg ccc tta 797 
Thr Leu Val Thr Asn Pro Asn Gly Gly Phe Leu Ala Cys Gly Pro Leu 
120 125 130 

tat gcc tat aga tgt gga cat ttg cat tac aca act gga ate tgt tct 845 
Tyr Ala Tyr Arg Cys Gly His Leu His Tyr Thr Thr Gly lie Cys Ser 
135 140 145 

gac gtc age ccc aca ttt caa gtc gtg aat tec att gcc cct gta caa 893 
Asp Val Ser Pro Thr Phe Gin Val Val Asn Ser lie Ala Pro Val Gin 
150 155 160 165 

gaa tgc age act caa ctg gac ata gtc ata gtg ctg gat ggt tec aac 941 
Glu Cys Ser Thr Gin Leu Asp He Val He Val Leu Asp Gly Ser Asn 
170 175 180 
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agt att tac cca tgg gac agt gtt aca get ttt tta aat gac etc ttg 989 
Ser lie Tyr Pro Trp Asp Ser Val Thr Ala Phe Leu Asn Asp Leu Leu 
185 190 195 

aaa aga atg gat att ggt cct aaa cag aca cag gtt gga att gta cag 1037 
Lys Arg Met Asp He Gly Pro Lys Gin Thr Gin Val Gly He Val Gin 
200 205 210 

tat gga gaa aac gtg acc cat gag ttc aac etc aat aag tat tct tec 1085 
Tyr Gly Glu Asn Val Thr His Glu Phe Asn Leu Asn Lys Tyr Ser Ser 
215 220 225 

acc gaa gag gta ctt gtt gca gca aag aaa ata gtc cag aga ggt ggc 1133 
Thr Glu Glu Val Leu Val Ala Ala Lys Lys lie Val Gin Arg Gly Gly 
230 235 240 245 

cgc cag act atg aca get ctt gga aca gac aca gca aga aag gag gca 1181 
Arg Gin Thr Met Thr Ala Leu Gly Thr Asp Thr Ala Arg Lys Glu Ala 
250 255 260 

ttc acg gaa gee egg ggt gee cga aga gga gtt aaa aaa gtc atg gtt 1229 
Phe Thr Glu Ala Arg Gly Ala Arg Arg Gly Val Lys Lys Val Met Val 
265 270 275 

att gtg aca gat gga gag tct cat gac aat cat cga ctg aag aag gtc 1277 
He Val Thr Asp Gly Glu Ser His Asp Asn His Arg Leu Lys Lys Val 
280 285 290 

ate caa gac tgt gaa gat gaa aac att caa egg ttt tec ata get att 1325 
He Gin Asp Cys Glu Asp Glu Asn He Gin Arg Phe Ser He Ala He 
295 300 305 

ctt ggc age tat aac cga gga aat tta age act gaa aaa ttt gtg gag 1373 
Leu Gly Ser Tyr Asn Arg Gly Asn Leu Ser Thr Glu Lys Phe Val Glu 
310 315 320 325 

gaa ata aaa tea att gca agt gaa ccc act gaa aag cat ttc ttc aat 1421 
Glu He Lys Ser He Ala Ser Glu Pro Thr Glu Lys His Phe Phe Asn 
330 335 340 



gtc tct gat gaa ttg get eta gtc acc att gtt aaa act ctg gga gaa 
Val Ser Asp Glu Leu Ala Leu Val Thr He Val Lys Thr Leu Gly Glu 
345 350 355 



1469 



aga ata ttt gec ctg gaa gec aca get gac cag tea gca get tea ttt 1517 
Arg He Phe Ala Leu Glu Ala Thr Ala Asp Gin Ser Ala Ala Ser Phe 
360 365 370 

gaa atg gaa atg tct cag act ggc ttc agt get cat tat tea cag gac 1565 
Glu Met Glu Met Ser Gin Thr Gly Phe Ser Ala His Tyr Ser Gin Asp 
375 380 385 

tgg gtc atg ctt gga gca gta gga gee tat gat tgg aat gga aca gtt 1613 
Trp Val Met Leu Gly Ala Val Gly Ala Tyr Asp Trp Asn Gly Thr Val 
390 395 400 405 
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gtc atg cag aag get agt caa ate ata ate cct cga aac aca acc ttt 1661 
Val Met Gin Lys Ala Ser Gin He He He Pro Arg Asn Thr Thr Phe 
410 415 420 

aat gtt gag tct acc aaa aag aat gaa ccg ctt get tct tat tta ggt 1709 
Asn Val Glu Ser Thr Lys Lys Asn Glu Pro Leu Ala Ser Tyr Leu Gly 
425 430 435 

tac act gta aac tct get act get tct tct gga gat gtg etc tat att 1757 
Tyr Thr Val Asn Ser Ala Thr Ala Ser Ser Gly Asp Val Leu Tyr He 
440 445 450 

get gga cag cct egg tac aat cat aca ggc cag gtc att ate tac agg 1805 
Ala Gly Gin Pro Arg Tyr Asn His Thr Gly Gin Val He He Tyr Arg 
455 460 465 

atg gaa gat gga aac ate aaa att etc cag acg etc agt gga gaa cag 1853 
Met Glu Asp Gly Asn He Lys He Leu Gin Thr Leu Ser Gly Glu Gin 
470 475 480 485 

att ggt tec tac ttt ggc agt att tta aca aca act gac att gac aag 1901 
He Gly Ser Tyr Phe Gly Ser He Leu Thr Thr Thr Asp He Asp Lys 
490 495 500 

gat tct aat act gac att ctt eta gtc gga gee cct atg tac atg gga 1949 
Asp Ser Asn Thr Asp He Leu Leu Val Gly Ala Pro Met Tyr Met Gly 
505 510 515 

aca gag aag gag gag caa gga aaa gtg tat gtg tat get etc aat cag 1997 
Thr Glu Lys Glu Glu Gin Gly Lys Val Tyr Val Tyr Ala Leu Asn Gin 
520 525 530 

aca agg ttt gaa tat caa atg age ctg gaa cct att aag cag acg tgc 2045 
Thr Arg Phe Glu Tyr Gin Met Ser Leu Glu Pro He Lys Gin Thr Cys 
535 540 545 

tgt tea tct egg cag cac aat tea tgc aca aca gaa aac aaa aat gag 2093 
Cys Ser Ser Arg Gin His Asn Ser Cys Thr Thr Glu Asn Lys Asn Glu 
550 555 560 565 

cca tgc ggg get cgt ttt gga act gca att get get gta aaa gac etc 2141 
Pro Cys Gly Ala Arg Phe Gly Thr Ala He Ala Ala Val Lys Asp Leu 
570 575 580 

aat ctt gat gga ttt aat gac ate gtg ata gga get ccg ctg gaa gat 2189 
Asn Leu Asp Gly Phe Asn Asp He Val He Gly Ala Pro Leu Glu Asp 
585 590 595 

gat cac ggg gga get gtg tac att tat cat gga agt ggc aag act ata 2237 
Asp His Gly Gly Ala Val Tyr He Tyr His Gly Ser Gly Lys Thr He 
600 605 610 

agg aaa gag tat gca caa cgt att cca tea ggt ggg gat ggt aag aca 2285 
Arg Lys Glu Tyr Ala Gin Arg He Pro Ser Gly Gly Asp Gly Lys Thr 
615 620 625 

ctg aaa ttt ttt ggc cag tct ate cac gga gaa atg gat tta aat ggt 2333 
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Leu Lys Phe Phe Gly Gin Ser lie His Gly Glu Met Asp Leu Asn Gly 
630 635 640 645 

gac ggt ctg aca gat gtg act att ggg ggc ctt ggt ggt get gec etc 2381 
Asp Gly Leu Thr Asp Val Thr lie Gly Gly Leu Gly Gly Ala Ala Leu 
650 655 660 

ttc tgg tec cga gat gtg gec gta gtt aaa gtg ace atg aat ttt gag 2429 
Phe Trp Ser Arg Asp Val Ala Val Val Lys Val Thr Met Asn Phe Glu 
665 670 675 

cca aat aaa gtg aat att caa aag aaa aac tgc cat atg gag gga aag 2477 
Pro Asn Lys Val Asn lie Gin Lys Lys Asn Cys His Met Glu Gly Lys 
680 685 690 

gaa aca gta tgc ata aat get aca gtg tgt ttt gag gtt aaa tta aag 2525 
Glu Thr Val Cys lie Asn Ala Thr Val Cys Phe Glu Val Lys Leu Lys 
695 700 705 

tct aaa gaa gac acg att tat gaa get gat ttg cag tac cgt gtc ace 2573 
Ser Lys Glu Asp Thr lie Tyr Glu Ala Asp Leu Gin Tyr Arg Val Thr 
710 715 720 725 

eta gat tea eta aga caa ata tea cga agt ttt ttc tct gga act caa 2621 
Leu Asp Ser Leu Arg Gin lie Ser Arg Ser Phe Phe Ser Gly Thr Gin 
730 735 740 

gag aga aag gtt caa agg aac ate aca gtt cga aaa tea gaa tgc act 2669 
Glu Arg Lys Val Gin Arg Asn lie Thr Val Arg Lys Ser Glu Cys Thr 
745 750 755 

aag cac tec ttc tac atg ttg gac aag cat gac ttt cag gac tct gtg 2717 
Lys His Ser Phe Tyr Met Leu Asp Lys His Asp Phe Gin Asp Ser Val 
760 765 770 

aga ata acg ttg gac ttt aat ctt acc gat cca gaa aat ggg cct gtt 2765 
Arg lie Thr Leu Asp Phe Asn Leu Thr Asp Pro Glu Asn Gly Pro Val 
775 780 785 

ctt gat gat tct eta cca aac tea gta cat gaa tat att ccc ttt gec 2813 
Leu Asp Asp Ser Leu Pro Asn Ser Val His Glu Tyr lie Pro Phe Ala 
790 795 800 805 

aaa gat tgt gga aat aag gaa aaa tgt ate tea gac etc age ctg cat 2 861 

Lys Asp Cys Gly Asn Lys Glu Lys Cys lie Ser Asp Leu Ser Leu His 
810 815 820 

gtc gec acc act gaa aag gac ctg ctg att gtc cga tec cag aat gat 2909 
Val Ala Thr Thr Glu Lys Asp Leu Leu lie Val Arg Ser Gin Asn Asp 
825 830 835 

aag ttc aac gtt age etc aca gtc aaa aat aca aag gac agt gee tat 2957 
Lys Phe Asn Val Ser Leu Thr Val Lys Asn Thr Lys Asp Ser Ala Tyr 
840 845 850 

aac acc agg aca ata gtg cat tat tct cca aat eta gtt ttt tea gga 3 005 
Asn Thr Arg Thr lie Val His Tyr Ser Pro Asn Leu Val Phe Ser Gly 
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855 860 865 

att gag get ate caa aaa gac agt tgt gaa tct aat cat aat ate aca 3 053 

lie Glu Ala lie Gin Lys Asp Ser Cys Glu Ser Asn His Asn lie Thr 
870 875 880 885 

tgt aaa gtt gga tat ccc ttc ctg aga aga gga gag atg gta act ttc 3101 
Cys Lys Val Gly Tyr Pro Phe Leu Arg Arg Gly Glu Met Val Thr Phe 
890 895 900 

aaa ata ttg ttt cag ttt aac aca tec tat etc atg gaa aat gtg acc 3149 
Lys lie Leu Phe Gin Phe Asn Thr Ser Tyr Leu Met Glu Asn Val Thr 
905 910 915 

att tat tta agt gca aca agt gac age gaa gaa cct cct gaa acc ctt 3197 
lie Tyr Leu Ser Ala Thr Ser Asp Ser Glu Glu Pro Pro Glu Thr Leu 
920 925 930 

tct gat aat gta gta aac att tct ate ccg gta aaa tat gaa gtt gga 3245 
Ser Asp Asn Val Val Asn lie Ser lie Pro Val Lys Tyr Glu Val Gly 
935 940 945 

eta cag ttt tac age tct gca agt gaa tac cac att tea att get gec 3293 
Leu Gin Phe Tyr Ser Ser Ala Ser Glu Tyr His lie Ser lie Ala Ala 
950 955 960 965 

aat gag aca gtc cct gaa gtt att aat tct act gag gac att gga aat 3341 
Asn Glu Thr Val Pro Glu Val lie Asn Ser Thr Glu Asp lie Gly Asn 
970 975 980 

gaa att aat ate ttc tac ttg att aga aaa agt gga tct. ttt cca atg 3389 
Glu lie Asn lie Phe Tyr Leu lie Arg Lys Ser Gly Ser Phe Pro Met 
985 990 995 

cca gag ctt aag ctg tea att tea ttc ccc aat atg aca tea aat ggt 3437 
Pro Glu Leu Lys Leu Ser lie Ser Phe Pro Asn Met Thr Ser Asn Gly 
1000 1005 1010 

tac cct gtg ctg tac cca act gga ttg tea tct tct gag aat gca aac 3485 
Tyr Pro Val Leu Tyr Pro Thr Gly Leu Ser Ser Ser Glu Asn Ala Asn 
1015 1020 1025 

tgc aga ccc cat ate ttt gag gat cct ttc agt ate aac tct gga aag 3533 
Cys Arg Pro His lie Phe Glu Asp Pro Phe Ser lie Asn Ser Gly Lys 
1030 1035 1040 1045 

aaa atg act aca tea act gac cat etc aaa cga ggc aca att ctg gac 3581 
Lys Met Thr Thr Ser Thr Asp His Leu Lys Arg Gly Thr lie Leu Asp 
1050 1055 1060 

tgc aat aca tgt aaa ttt get acc ate aca tgt aat etc act tct tct 3629 
Cys Asn Thr Cys Lys Phe Ala Thr lie Thr Cys Asn Leu Thr Ser Ser 
1065 1070 1075 

gac ate age caa gtc aat gtt teg ctt ate ttg tgg aaa cca act ttt 3677 
Asp lie Ser Gin Val Asn Val Ser Leu lie Leu Trp Lys Pro Thr Phe 
1080 1085 1090 



556 



ata aaa tea tat ttt tec age tta aat ctt act ata agg gga gaa ctt 
lie Lys Ser Tyr Phe Ser Ser Leu Asn Leu Thr lie Arg Gly Glu Leu 
1095 1100 1105 



3725 



egg agt gaa aat gca tct ctg gtt tta agt age age aat caa aaa aga 
Arg Ser Glu Asn Ala Ser Leu Val Leu Ser Ser Ser Asn Gin Lys Arg 
1110 1115 1120 1125 



3773 



gag ctt get att caa 
Glu Leu Ala He Gin 
1130 



ata tec aaa gat ggg eta ccg ggc aga gtg cca 
He Ser Lys Asp Gly Leu Pro Gly Arg Val Pro 
1135 1140 



3821 



tta tgg gtc ate ctg 
Leu Trp Val He Leu 
1145 



ctg agt get ttt gee gga ttg ttg ctg tta atg 
Leu Ser Ala Phe Ala Gly Leu Leu Leu Leu Met 
1150 1155 



3869 



ctg etc att tta gca 
Leu Leu He Leu Ala 
1160 



ctg tgg aag att gga ttc ttc aaa aga cca ctg 
Leu Trp Lys lie Gly Phe Phe Lys Arg Pro Leu 
1165 1170 



3917 



aaa aag aaa atg gag 
Lys Lys Lys Met Glu 
1175 



aaa tga aa tattttatga aagaaaataa taacaattat 
Lys * 
1180 



3970 



tcaataatct atcctcaggt ttgcctcaaa tatgtgacaa gaaatgtata attcatgaca 4030 

tagtcatgta actatgtaat ccatcaggga ttcattactt ggaaaatgac aggtcatgea 4090 

ttatccaaaa acaataccaa aaagacatat tttataaaat gacaaaaaat attttacata 4150 

attactcatt tttgttgagt aagcaaaatt acaaagtgtt tttaaaaaaa cctgtacaaa 4210 

tatgtttatg tattaaatca ccatccaaaa tatttaagga atatataaaa agatttttat 4270 

gatcatagaa acatctattt tcaaaacaat ataaattaag cttttcccct tgattcctgt 4330 

tggatatcca tgttcagcat gacagtcagc actegtaaat gecaagaaaa gaattacctg 4390 

aaaaagatca tttctcccta ttcaaatgag aatattttcc cteggtagaa tccatataca 4450 

atatggattg aaaattaagt cacgaagaat acatttagca tctttgtgtt gggttctata 4510 

cctaaaaatt ttccctcccg geccaag 4537 

<210> 250 

<211> 1203 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (608) . . (832) 
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<400> 250 

gagatcctca aggtagcggc agctcggggc ttgtgttcag tttcctcttc ccagacgccc 60 

ccagccccgt ttccctgaac gactgttggg tgtcccgacg gctcctgtgg ctggcagaaa 120 

gagaaagagg ataacactga ccaggtttgg gtctggtcag agcccccgcc tcttcagggc 180 

aggtgctgag ttgtggaaat ttgaggagcc tattttcgtg tttagttttc aaactaagac 240 

tgctgcttct gcttctctga cgggcttcag ctgggaacag attaactagg ttgctaaagg 300 

aacaaatatt tcttccgtgc actgaagaca ggcaggaaga caacagataa cgtacctgca 3 60 

gtggagaggt taagctcctg tacggaagcg taattcataa atagataaat ataggaaagg 42 0 

acaacaaaga aaatagggat agaataacgg gcagagaatt tagagatgat gtcaggtgat 480 

tagttttctc atctaaaagc ttgaaaatcc tgcatgtttg tggagtggtc aagcaggtgg 540 

tgaagagggc aaactctttg attctacaat agctgatgag ggaacatgga ctttggagga 600 

cagaaaa atg gtt cgt att gtt ctt aca aag aca aag aga gat gca gca 649 
Met Val Arg He Val Leu Thr Lys Thr Lys Arg Asp Ala Ala 
15 10 

aat tgt tgg act tct eta eta gaa tct gaa tat gca gcg gat cct tgg 697 
Asn Cys Trp Thr Ser Leu Leu Glu Ser Glu Tyr Ala Ala Asp Pro Trp 
15 20 25 30 

gtg caa gac caa atg cag aga aag ctt aca tta gag aga ttc caa aaa 745 
Val Gin Asp Gin Met Gin Arg Lys Leu Thr Leu Glu Arg Phe Gin Lys 
35 40 45 

gaa aat cct ggt ttt gac ttc agt gga gca gaa ate tea gga aac tac 793 
Glu Asn Pro Gly Phe Asp Phe Ser Gly Ala Glu He Ser Gly Asn Tyr 
50 55 60 

act aaa ggt gga cca gat ttc tea aac ctt gag aaa taa ctgctttttt 842 
Thr Lys Gly Gly Pro Asp Phe Ser Asn Leu Glu Lys * 
65 70 75 

tcctgcattc tgtggatcct agcagatatt gecaacttaa tcagataaac agattatgta 902 

atggaagaaa aatgcggatg cctacagtta acagattgea aaatgtatct taaaatggtt 962 

ctaaaaattg cattcaaaca taatttacat aggaaatgta ctgtgggaac tattctatgg 1022 

atatatgggt aagttgtttt ggacttgttt ttgetcagea tgaagtttta tatgetgeat 1082 

tttactaatt ccatatttaa ccatatgttt aatacaaaag aacattagag tatagatcat 1142 

gtgaaatgaa gggtgccttc ggggaaaatt aactttttct tttgatagta tgatattcac 12 02 

t 1203 
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<210> 251 
<211> 935 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (36) . . (362) 

<400> 251 

atttggccct cgaggccaag aattcggcac gaggc atg acc cca teg agg ctt 53 

Met Thr Pro Ser Arg Leu 
1 5 

ccc tgg ttg ctt age tgg gtc teg gee acg gcg tgg aga gcg gca aga 101 
Pro Trp Leu Leu Ser Trp Val Ser Ala Thr Ala Trp Arg Ala Ala Arg 
10 15 20 

tea ccc ctt ctg tgt cat tct ctg agg aaa aca agt tct tct caa gga 149 
Ser Pro Leu Leu Cys His Ser Leu Arg Lys Thr Ser Ser Ser Gin Gly 
25 30 35 

gga aag tct gaa ctt gtc aaa cag tec ctt aag aag ccg aag tta cca 197 
Gly Lys Ser Glu Leu Val Lys Gin Ser Leu Lys Lys Pro Lys Leu Pro 
40 45 50 

gaa ggt cgt ttt gat gca cca gag gat tec cat tta gag aaa gaa cca 245 
Glu Gly Arg Phe Asp Ala Pro Glu Asp Ser His Leu Glu Lys Glu Pro 
55 60 65 70 

ctg gaa aaa ttt cca gat gat gtt aat cca gtg acc aaa gaa aaa ggt 293 
Leu Glu Lys Phe Pro Asp Asp Val Asn Pro Val Thr Lys Glu Lys Gly 
75 80 85 

gga ccc agg ggc cca gaa cct acc cga tat gga gat tgg gaa cga aaa 341 
Gly Pro Arg Gly Pro Glu Pro Thr Arg Tyr Gly Asp Trp Glu Arg Lys 
90 95 100 

gga cgc tgt att gat ttt taa gt egcatattet ttaacttcaa tattgttttc 394 
Gly Arg Cys lie Asp Phe * 
105 

tgaatatgta catctgaatt aacttatttc tgattatttt ctttctttat atcctttatg 454 

tcgtgtagtt tgtataatgt gtttaaatat atatatatat atatatatat atatatatat 514 

atgatggctt tggaagaaaa tatgetgetg taaattagga aagggagacc agcctgacca 574 

atatggagaa atctcgcctt tgctagagat acaaaattag ccaggcgtgg tggcatgeae 634 

ctgtaatcag cctcctgagt agctgggatt acagacaccc accattgcgc ctggctaatt 694 

tttgtatttt tagtaaagac aaggtttcac catgttagcc aggctggtct cgaactcctg 754 

acctcagttg atccacctgc ctcagcctcc caaagtgctg ggattgeagg tgtgagccac 814 
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cacgcccagc ctagaaatga ttcttagagc tgtaggcctt tacttcatca tttttcagtt 874 
taaattaatc agttgcttat aaaatgcata cataaataaa ataattttta aaaaaaaaaa 934 
a 935 



<210> 252 

<211> 1219 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (41) . . (532) 

<400> 252 

ggcgcaggag ggggcggggg cgcggctcgt cccccagcgg atg age tgc cgc gga 55 

Met Ser Cys Arg Gly 
1 5 

egg ggc gcg ggc gga cga tgg aac tec aca tec tgg age ace ggc tgc 103 
Arg Gly Ala Gly Gly Arg Trp Asn Ser Thr Ser Trp Ser Thr Gly Cys 
10 15 20 

aag ttg cca gcg teg cca agg aga gta tec cgc tgt tea cct acg ggc 151 
Lys Leu Pro Ala Ser Pro Arg Arg Val Ser Arg Cys Ser Pro Thr Gly 
25 30 35 

ctg ate aaa ctt gee ttc ctg ttc tec aag acc agg tgc aag ttc ttc 199 
Leu He Lys Leu Ala Phe Leu Phe Ser Lys Thr Arg Cys Lys Phe Phe 
40 45 50 

agt ctg act gag aca cca gag gat tac act ate att gtc gat gag gaa 247 
Ser Leu Thr Glu Thr Pro Glu Asp Tyr Thr He He Val Asp Glu Glu 
55 60 65 

gga ttc eta gag ctg ccc tec tea gag cac ctg agt gtg gcg gat gec 295 
Gly Phe Leu Glu Leu Pro Ser Ser Glu His Leu Ser Val Ala Asp Ala 
70 75 80 85 

acc tgg ctg gec ctg aac gtg gtg tec ggc ggt ggc age ttc tec age 343 
Thr Trp Leu Ala Leu Asn Val Val Ser Gly Gly Gly Ser Phe Ser Ser 
90 95 100 

tec cag cct att ggc atg acc aag ate gee aag tea gtc ate gec cca 391 
Ser Gin Pro He Gly Met Thr Lys He Ala Lys Ser Val He Ala Pro 
105 110 115 

ctg get gac cag aac ata tec gtg ttc atg ctg tec acg tat cag aca 439 
Leu Ala Asp Gin Asn He Ser Val Phe Met Leu Ser Thr Tyr Gin Thr 
120 125 130 

gac ttc ate ctg gtg etc aag egg gac ctg ccc ttt gtc acc cac acg 487 
Asp Phe He Leu Val Leu Lys Arg Asp Leu Pro Phe Val Thr His Thr 
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135 140 145 

ttg tea tea gag ttc acc ate ctg tgg tea gtg get aga ctg tag cag 535 
Leu Ser Ser Glu Phe Thr lie Leu Trp Ser Val Ala Arg Leu * 
150 155 160 

ccgagaacct cggcatcacc agtggcttcg tgaagcccaa gctggtccag atgeeggtea 595 

tccacccact gtccagcccg agcaacaggt tctgtgtcac cagcctggac cccgacacgc 655 

tgcctgctgt tgccacactc ctcatggatg tcatgtccta cttcaatggg tgaggataca 715 

actagaagee agcagtctac aggctggaag aaggccctca ccagaaccca acccttggac 77 5 

ttcagcctcc agaactgtga gaaatacata cctgctgttt gtcagacacc agtctatgga 835 

attctgttac agtagcctga actcagacat agcccttttc catttataag gtggttttac 895 

cttatatttt atgtaaaagg tccattttat ttatttttga attgttgatt tttttttaag 955 

agacacgtgt ttactatgtt acccaggctg gactccaact cctggactat tgatcctcct 1015 

gtctccacct cccgagttgc tggaactaca ggctaacagc tctgttttaa agatgagaaa 1075 

atgggcccga cgcagtggct cacacctgta atcccagcac ttagggtagc tgagccaggt 1135 

ggagecaett gaggtcaggt gttcgagatt agcctggcca acatggcaaa accccgtctc 1195 

tactaaaaat acaaaaaaaa aaaa 1219 



<210> 253 
<211> 421 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (211) . . (363) 

<400> 253 

cccacgcgtc cgcccacgcg tccgacagca cccctggcct ggtctgattc cactgaaaga 60 

tggggccatg atggtagctg attgetaaat ttacataact cagttcatcg tcacaggagc 120 

cctaagaggt tgatacgacc atgagtccat tttcactgag gaaaaccgaa gaaaagaaat 180 

tgtaaatggc cagagatgta tggctggtga atg gec ctg tgt gga ggc agg 231 

Met Ala Leu Cys Gly Gly Arg 
1 5 

gec aag gtg aat get cct get atg cag atg atg cag ccc aga gag ccg 279 
Ala Lys Val Asn Ala Pro Ala Met Gin Met Met Gin Pro Arg Glu Pro 
10 15 20 
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cag cca cct ctg cga gtc cca cag ctg gaa gga gca ccc agt cct ccc 327 
Gin Pro Pro Leu Arg Val Pro Gin Leu Glu Gly Ala Pro Ser Pro Pro 
25 30 35 

aca eta gec gga cag gec cgc age ctg cac tac tga gctg teaeggagga 377 
Thr Leu Ala Gly Gin Ala Arg Ser Leu His Tyr * 
40 45 50 

ctctaccaag ccccagtgcg gagecacaag tggaggacat cctg 421 



<210> 254 
<211> 636 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (250) . . (516) 

<400> 254 

gtcttttgag agctctaggt cccacccagc tctcagattt tataatacta tggtcatctt 60 

ccctgcaggt tgggggacag ggaaggggga ataaggcetc gggagaagga agatgagcta 120 

ggaggcctgg tgcactacac agctcctttg tgcctccagg ccacctgccc aagctggtgt 180 

gcctcccttc taaggtcctg tcccactggg cacaggaggc agatccagca gcgtggaatc 240 

ccagataac atg tec cac aga etc tgg caa cgt cac aga tea cat gga 288 
Met Ser His Arg Leu Trp Gin Arg His Arg Ser His Gly 
15 10 

gag gca agt gca ggc caa cga cat ccg cat ccg ggt cct aca gga gga 33 6 

Glu Ala Ser Ala Gly Gin Arg His Pro His Pro Gly Pro Thr Gly Gly 
15 20 25 

gaa egg gcg get cca ate aat get gtc caa aat ccg gga agt ggc cca 384 
Glu Arg Ala Ala Pro lie Asn Ala Val Gin Asn Pro Gly Ser Gly Pro 
30 35 40 45 

gca ggg tgg cct caa ggt ggg cct gag agg gcg ggc cct tgg gga cca 432 
Ala Gly Trp Pro Gin Gly Gly Pro Glu Arg Ala Gly Pro Trp Gly Pro 
50 55 60 

gga age ccc tat cca gca gca ggt ctt cag act ctg ccc egg gaa 480 
Gly Gly Ser Pro Tyr Pro Ala Ala Gly Leu Gin Thr Leu Pro Arg Glu 
65 70 75 

ctt gtg gag age cca cct cat cac atg agg cct tag gctg tgcttttgtg 530 
Leu Val Glu Ser Pro Pro His His Met Arg Pro * 
80 85 

aaacattttt cacatttcca gaaggcgtga ggatgttatg gattcgatgc cttccagttc 590 
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cataagccct ttgtagctgt cattccttta agtgcagcaa caagcc 



636 



<210> 255 

<211> 718 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (414) . . (695) 

<400> 255 

ggaattcccg ggtcgacgat ttcgtagcga ggcctctttc cccctcgctc ccactcagac 60 

cacccccaag cctggactgg aagtgtgttg agcccctggg tcaggctggc gagccagctc 120 

ggccctgccc acccaggggt ttccgagatc acccctggtg aggcggcgtg ccagtccctt 180 

gctttcttac ttgttctgca gagcggggag ctgaggctgc atgagggaag actcccgtac 240 

cccagcacgg tggagggtgg gatggggtca cgcctgtgcg acccaggagg tggccagcag 300 

aaggaaacag tagtgtccac catggtctgc gtctccccac cacggattgt cttggctccg 360 

gatttgagac atggcagggc cagatgagga caacttgatg acagtttaca gag atg 416 

Met 
1 

gag gca ggg tgc cag gaa gcc acg ggg gag ccc cca ggg cac tea gca 464 
Glu Ala Gly Cys Gin Glu Ala Thr Gly Glu Pro Pro Gly His Ser Ala 
5 10 15 

gtc cag gca ggg ctg ggc gtc ctg gca agg age agg gac ctt ctg ccc 512 
Val Gin Ala Gly Leu Gly Val Leu Ala Arg Ser Arg Asp Leu Leu Pro 
20 25 30 

agg ggt gtg gcc age ctg tgg gtg ctg tgt gca gga ccc cag gaa cca 560 
Arg Gly Val Ala Ser Leu Trp Val Leu Cys Ala Gly Pro Gin Glu Pro 
35 40 45 

agg ccg cag tct ctt ccc teg etc cag cat cct ccc aag gcc acc ctt 608 
Arg Pro Gin Ser Leu Pro Ser Leu Gin His Pro Pro Lys Ala Thr Leu 
50 55 60 65 

ggc tgc act cag cca gag age tgg ggc aca ggg acc cca cag gtt tec 656 
Gly Cys Thr Gin Pro Glu Ser Trp Gly Thr Gly Thr Pro Gin Val Ser 
70 75 80 

ctg gag get gtc agg ggc tec ggt ggg ggc ggg ggg tga gcccgctggg 705 
Leu Glu Ala Val Arg Gly Ser Gly Gly Gly Gly Gly * 
85 90 

ttcactgcac etc 718 
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<210> 256 

<211> 1767 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (251) . . (1609) 



<400> 256 

aactaggcta ggtagcgagg cctgggtggt ggggggctca ggcggcggcg gcctcgacgc 60 

gagtgagtgt cgtggttggg gtgctggacc cagagtgcct accctcgcct gcctgggcct 120 

cagtttccac atctgcacaa tgggggtgac catccctgcc ctgctggctg ccaggagcgg 180 

ctgtgagtct tcaggcgtgg atgcagcctg ggggaagcca tagggcgctt tcacaggcct 240 

ggccttcacc atg gcg gga ggg aga ccg cat ctg aag agg agt ttc tec 289 
Met Ala Gly Gly Arg Pro His Leu Lys Arg Ser Phe Ser 
15 10 

ate ate ccc tgc ttt gtc ttc gtg gag teg gtg ctg ctg ggc att gtg 337 
He He Pro Cys Phe Val Phe Val Glu Ser Val Leu Leu Gly He Val 
15 20 25 



ate ctg ctt get tac cgc ctg gag ttc acg gac acc ttc cct gtg cac 385 
He Leu Leu Ala Tyr Arg Leu Glu Phe Thr Asp Thr Phe Pro Val His 
30 35 40 45 



acc cag gga ttc ttc tgc tat gac agt acc tac gee aag ccc tac cca 433 
Thr Gin Gly Phe Phe Cys Tyr Asp Ser Thr Tyr Ala Lys Pro Tyr Pro 
50 55 60 



ggg cct gag get gee age cga gtg cct cct get ctt gtc tac gca ctg 481 
Gly Pro Glu Ala Ala Ser Arg Val Pro Pro Ala Leu Val Tyr Ala Leu 
65 70 75 



gtc act gec ggg ccc acc etc acg ate ctg ctg gga gag ctg gcg cgt 529 
Val Thr Ala Gly Pro Thr Leu Thr He Leu Leu Gly Glu Leu Ala Arg 
80 85 90 

gee ttt ttc cct gca cca cct tea gee gtc cca gtc ate ggg gag age 577 
Ala Phe Phe Pro Ala Pro Pro Ser Ala Val Pro Val He Gly Glu Ser 
95 100 105 

acc ate gtg tct ggg gee tgc tgc cgc ttc age ccc cca gtg egg agg 625 
Thr He Val Ser Gly Ala Cys Cys Arg Phe Ser Pro Pro Val Arg Arg 
HO H5 120 125 

ctg gtc cgc ttc ctg ggg gtc tac tec ttc ggc etc ttc acc acg acc 673 
Leu Val Arg Phe Leu Gly Val Tyr Ser Phe Gly Leu Phe Thr Thr Thr 
130 135 140 
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ate ttc gec aac gcg ggg cag gtg gtg acc ggc aat ccc acg cca cac 721 
He Phe Ala Asn Ala Gly Gin Val Val Thr Gly Asn Pro Thr Pro His 
145 150 155 

ttc ctg tec gtg tgc cgc ccc aac tac acg gec ctg ggc tgc ctg cca 769 
Phe Leu Ser Val Cys Arg Pro Asn Tyr Thr Ala Leu Gly Cys Leu Pro 
160 165 170 

cct tct ccg gat egg cca ggt ccc gac cgc ttt gtc act gac cag ggt 817 
Pro Ser Pro Asp Arg Pro Gly Pro Asp Arg Phe Val Thr Asp Gin Gly 
175 180 185 

gec tgc get ggc agt ccc age etc gtg gec gee gcg cgc cgc gee ttc 865 
Ala Cys Ala Gly Ser Pro Ser Leu Val Ala Ala Ala Arg Arg Ala Phe 
190 195 200 205 

ccc tgc aag gat gcg gee etc tgc gee tac gcg gtc acc tac aca gcg 913 
Pro Cys Lys Asp Ala Ala Leu Cys Ala Tyr Ala Val Thr Tyr Thr Ala 
210 215 220 

atg tac gtg act etc gtg ttc cgc gtg aag ggc tec cgc ctg gtc aaa 961 
Met Tyr Val Thr Leu Val Phe Arg Val Lys Gly Ser Arg Leu Val Lys 
225 230 235 

ccc teg etc tgc ctg gec ttg ctg tgc ccg gee ttc ctg gtg ggc gtg 1009 
Pro Ser Leu Cys Leu Ala Leu Leu Cys Pro Ala Phe Leu Val Gly Val 
240 245 250 

gtc cgc gtg gee gag tac cga aac cac tgg teg gac gtg ctg get ggc 1057 
Val Arg Val Ala Glu Tyr Arg Asn His Trp Ser Asp Val Leu Ala Gly 
255 260 265 

ttc ctg aca ggg gcg gee ate gec acc ttt ttg gtc acc tgc gtt gtg 1105 
Phe Leu Thr Gly Ala Ala He Ala Thr Phe Leu Val Thr Cys Val Val 
270 275 280 285 

cat aac ttt cag age egg cca ccc tct ggc cga agg etc tct ccc tgg 1153 
His Asn Phe Gin Ser Arg Pro Pro Ser Gly Arg Arg Leu Ser Pro Trp 
290 295 300 

gag gac ctg ggc caa gee ccc acc atg gat age ccc etc gaa aag tta 1201 
Glu Asp Leu Gly Gin Ala Pro Thr Met Asp Ser Pro Leu Glu Lys Leu 
305 310 315 

agt gtg gcg cag gaa ccc gag gtc tgc agg ccg cat teg aca ccg gca 1249 
Ser Val Ala Gin Glu Pro Glu Val Cys Arg Pro His Ser Thr Pro Ala 
320 325 330 

egg etc acc cca tec aag teg cag aac tgc gec cgc cgt ggc cac ctg 1297 
Arg Leu Thr Pro Ser Lys Ser Gin Asn Cys Ala Arg Arg Gly His Leu 
335 340 345 

ate ccc age tgt gtc tec tec agg gee cca gee atg tgt teg teg ccc 1345 
He Pro Ser Cys Val Ser Ser Arg Ala Pro Ala Met Cys Ser Ser Pro 
350 355 360 365 

cgt gtg ccc cgt cct cga ttg agg tct gag ccg acg ccc ttg ccc ctg 1393 
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Arg Val Pro Arg Pro Arg Leu Arg Ser Glu Pro Thr Pro Leu Pro Leu 
370 375 380 

ccc eta ccc ctg cca gcg ccc acc ccc age cag ggc ccc teg cct tec 1441 
Pro Leu Pro Leu Pro Ala Pro Thr Pro Ser Gin Gly Pro Ser Pro Ser 
385 390 395 

tec cct gga cct ggg ggg cca ggc ggg ggt ggt gga cgt ggc egg aag 1489 
Ser Pro Gly Pro Gly Gly Pro Gly Gly Gly Gly Gly Arg Gly Arg Lys 
400 405 410 

ctg ctg ctg ccc acg ccc ctg ctg egg gac ctg tac acc ctg agt gga 1537 
Leu Leu Leu Pro Thr Pro Leu Leu Arg Asp Leu Tyr Thr Leu Ser Gly 
415 420 425 

etc tat ccc tec ccc ttc cac egg gac aac ttc age cct tac ctg ttt 1585 
Leu Tyr Pro Ser Pro Phe His Arg Asp Asn Phe Ser Pro Tyr Leu Phe 
430 435 440 445 

gee age cgt gac cac ctg ctg tga ggcccgacca cccacccaga atctgcccag 1639 
Ala Ser Arg Asp His Leu Leu * 
450 

tccccacttc ttccctgcca cgcgtgtgtg tgcgtgtgcc acgtgagtgc caaagtcccc 1699 

agcaccccaa gccagccaga cccagattgt attgeggecg ctcagaggat caaactacgt 1759 

cgcggcca 1767 



<210> 257 

<211> 2367 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (379) . . (1332) 
<400> 257 

tcaatttaag ctccctaaag ggaatttggc cctcaggcca agatcgcccc aggcccggcc 60 

caggaaaggg cccgaggggt aggttggact gegggecagg acctaacgcg ggggteggge 120 

cgcctcaggt gcttgggagt eggggacteg aaggacgcaa gtgttgagct cgcgcccttc 180 

tegaagcegt ttgggcggac gctggggtcc ttcgggctcc gccccagggg gtggggctat 240 

atgttcggac aatgacegge cgtccttgcg gtcccgcccc ctccccgccc ccggaagccg 300 

cggcctcgct gagtgcccag ccgcccggcg cccaggcctg gggcaccgcg agtgccgaac 360 

etteggctgg acaccaag atg cct ggc gaa cag cag gca gag gaa gag gag 411 

Met Pro Gly Glu Gin Gin Ala Glu Glu Glu Glu 
15 10 
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gag gaa gag atg cag gag gag atg gtg ctg ctg gtg aag ggt gag gag 459 
Glu Glu Glu Met Gin Glu Glu Met Val Leu Leu Val Lys Gly Glu Glu 
15 20 25 

gat gag ggt gag gag aag tat gag gtg gtg aaa etc aag ate ccc atg 507 
Asp Glu Gly Glu Glu Lys Tyr Glu Val Val Lys Leu Lys lie Pro Met 
30 35 40 

gac aac aag gag gtc ccg ggc gag gcg ccc gcg ccg tec gee gac ccg 555 
Asp Asn Lys Glu Val Pro Gly Glu Ala Pro Ala Pro Ser Ala Asp Pro 
45 50 55 

gcg cgt ccc cac gcg tgc ccc gac tgc ggc cgc gec ttc gcg cgc cgc 603 
Ala Arg Pro His Ala Cys Pro Asp Cys Gly Arg Ala Phe Ala Arg Arg 
60 65 70 75 

tec acg ctg gcg aag cac gcg cgc acg cac acg ggc gaa egg ccc ttc 651 
Ser Thr Leu Ala Lys His Ala Arg Thr His Thr Gly Glu Arg Pro Phe 
80 85 90 

999 tgc acc gag tgc ggg egg cgc ttc tea cag aag teg gcg ctg ace 699 
Gly Cys Thr Glu Cys Gly Arg Arg Phe Ser Gin Lys Ser Ala Leu Thr 
95 100 105 

aaa cac ggc cgc acg cac acg ggc gag egg ccc tac gag tgc ccc gag 747 
Lys His Gly Arg Thr His Thr Gly Glu Arg Pro Tyr Glu Cys Pro Glu 
110 115 120 

tgc gac aaa cgc ttc teg gec gee teg aac ctg egg cag cac egg egg 795 
Cys Asp Lys Arg Phe Ser Ala Ala Ser Asn Leu Arg Gin His Arg Arg 
125 130 135 

egg cac acg ggc gag aag ccg tac gca tgc gcg cac tgc ggc cgc cgc 843 
Arg His Thr Gly Glu Lys Pro Tyr Ala Cys Ala His Cys Gly Arg Arg 
140 145 150 155 

ttc gcg cag age tec aac tac gca cag cac ctg cgc gtg cac acg ggc 891 
Phe Ala Gin Ser Ser Asn Tyr Ala Gin His Leu Arg Val His Thr Gly 
160 165 170 

gag aag ccg tac gcg tgc ccg gac tgc gga cgc gee ttt ggc ggc age 93 9 

Glu Lys Pro Tyr Ala Cys Pro Asp Cys Gly Arg Ala Phe Gly Gly Ser 
175 180 185 

teg tgc ctg gcg cgc cac cga cgc acg cac acg ggc gag egg ccc tac 987 
Ser Cys Leu Ala Arg His Arg Arg Thr His Thr Gly Glu Arg Pro Tyr 
190 195 200 

get tgc gee gac tgc ggc acg cgc ttc get cag age teg gcg ctg gee 1035 
Ala Cys Ala Asp Cys Gly Thr Arg Phe Ala Gin Ser Ser Ala Leu Ala 
205 210 215 

aag cac egg cgc gtg cac acg ggc gag aag ccg cac cgc tgc get gtg 1083 
Lys His Arg Arg Val His Thr Gly Glu Lys Pro His Arg Cys Ala Val 
220 225 230 235 
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tgt ggc cgt cgc ttc ggc cac cgc tec aac ctg gcg gag cac gcg cgc 
Cys Gly Arg Arg Phe Gly His Arg Ser Asn Leu Ala Glu His Ala Arg 
240 245 250 
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acg cac aca ggc gag egg ccc tac ccc tgc gec gag tgc ggc cgc cgc 1179 
Thr His Thr Gly Glu Arg Pro Tyr Pro Cys Ala Glu Cys Gly Arg Arg 
255 260 265 

ttc cgc eta age teg cac ttc att cgc cac cga cgc gcg cac atg egg 1227 
Phe Arg Leu Ser Ser His Phe He Arg His Arg Arg Ala His Met Arg 
270 275 280 

cgc cgc ctg tat att tgc gec ggc tgc ggc agg gac ttc aag ctg ccc 1275 
Arg Arg Leu Tyr He Cys Ala Gly Cys Gly Arg Asp Phe Lys Leu Pro 
285 290 295 

cct ggc gec acg gee gec act gec ace gag cgt tgc ccg gag tgt gag 1323 
Pro Gly Ala Thr Ala Ala Thr Ala Thr Glu Arg Cys Pro Glu Cys Glu 
300 305 310 315 

ggc age tga gtcccgc agggctgegg aggggegege tggggcttcg acctggctgc 1379 
Gly Ser * 

actaacccag gctcctcctc gccccggcct ccgggtctgg gaaattgagg ggaeggcagg 1439 

cccggctgcc ctggaactgg gagacaggga gaatcccctg ccggggtccc tggaaacagt 1499 

gcccacccca catcactaca ttccctcggc ccgtgttagt gaataaagta ttatatcctc 1559 

accccacccg tgcctgtgag tgaggtgggt gggagaggaa gaaagttggg gttctccagg 1619 

ctcaggtgcc aagtgagttg tcaaggaacc aaatggggat gtaaacctaa aaggggttcc 1679 

cggcacctcg gtttgtgttg gttggaggtg atcgcacact tggcccttgg ttacgtcctc 1739 

ataaccttag acctgaaagg geccataaat atactatgtt cacgatcaga cacgcactgc 1799 

atteggcaga gctccagtga gcaaggcacg accctcagat ctcagtctag tgaaggagag 1859 

aaaactgtaa taacactacg ttaaaggttt taactgcttt gttatgtaag cttacccagc 1919 

ccggcgcaca gtgactcacg cctgtaatcc cagcactttg ggagggegag gctagcagat 197 9 

cacttgaggt taggagttcg ataccagcct ggccaacatg gtgaaacccg gtctctacta 2039 

aaaatacaaa aattaactgg gtgtggtggc gggcgcctgt aatcccagct actgaggggg 2099 

ctgaggcatg agaatcactt gaacctggga gacagaggtt gcaatgaacc gagatagtgc 2159 

cattgcactc cggcctgggc aacagaggaa gactgcctca aacaaacaaa aaacaacaaa 2219 

ccaaaccaaa ccaaaaaaat etcaaagega ttggacctag cagctcatgc ctgtaatctc 2279 

cagcactttg ggaggeggag gcaggaggat ctcttgaagt caagagtttg agatcagect 2339 

ggagaacaaa gtgagacccc catctatt 23 67 
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<210> 258 
<211> 581 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (97) . . (525) 

<400> 258 

cacaatgagg cagggagaca tgggtttgct atcacatcac cgggggctgg tgagtgcagt 60 

tgagacaggt gttttaatca tcgtttttgc acccag atg aac aag gag agg gca 114 

Met Asn Lys Glu Arg Ala 
1 5 

ttc agg cat ggc gac ccg cct gag cca cct cca ggg gca aga gat gag 162 
Phe Arg His Gly Asp Pro Pro Glu Pro Pro Pro Gly Ala Arg Asp Glu 
10 15 20 

cag att tac ttt aga aag gac aac age ate age cac tgc cac age ccc 210 
Gin lie Tyr Phe Arg Lys Asp Asn Ser lie Ser His Cys His Ser Pro 
25 30 35 

ccc cag ate ate tgt act ggc tgt cag aac agt cct get gaa acg cca 258 
Pro Gin lie lie Cys Thr Gly Cys Gin Asn Ser Pro Ala Glu Thr Pro 
40 45 50 

ate aca cct gtc att cac tgc tct gec cag gac tct tea gtg ggc tec 306 
lie Thr Pro Val lie His Cys Ser Ala Gin Asp Ser Ser Val Gly Ser 
55 60 65 70 

cca gcg eta age att tgg cct gac act cca ggc gee atg tgc cct ggt 354 
Pro Ala Leu Ser lie Trp Pro Asp Thr Pro Gly Ala Met Cys Pro Gly 
75 80 85 

ccc cac eta cct etc cac tgc aaa ttc tgg cca tac ace cct gca ccc 402 
Pro His Leu Pro Leu His Cys Lys Phe Trp Pro Tyr Thr Pro Ala Pro 
90 95 100 

cca aac agt gca etc cca tct cag tec aca ttc tec cct tac aac atg 450 
Pro Asn Ser Ala Leu Pro Ser Gin Ser Thr Phe Ser Pro Tyr Asn Met 
105 110 115 

att cat cca aga cca tgg att cgt ggc ctt aag ttt act tct ggt ctg 498 
lie His Pro Arg Pro Trp lie Arg Gly Leu Lys Phe Thr Ser Gly Leu 
120 125 130 

gac ttc tgt gtc age tec aga gta tag ttgtc tcactgaccc cttcacttgg 550 
Asp Phe Cys Val Ser Ser Arg Val * 
135 140 

gtgecagaga acactggata ttccagaccc c 581 
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<210> 259 
<211> 317 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (39) . . (317) 

<400> 259 

aacaaaattc ggagcccggc ccacggcgcg cgctgctg atg ggt ctg ggc ccg 53 

Met Gly Leu Gly Pro 
1 5 

cct acc gac ggc cca gga ccc ate gac cca cga gtc ggt ccg gec gec 101 
Pro Thr Asp Gly Pro Gly Pro He Asp Pro Arg Val Gly Pro Ala Ala 
10 15 20 

ggg tgc aca atg ggt ggc tec tec age gtc gee get atg aag aaa gtg 149 
Gly Cys Thr Met Gly Gly Ser Ser Ser Val Ala Ala Met Lys Lys Val 
25 30 35 

gtt caa cag etc egg ctg gag gec gga etc aac cgc gta aaa gtt tec 197 
Val Gin Gin Leu Arg Leu Glu Ala Gly Leu Asn Arg Val Lys Val Ser 
40 45 50 

cag gca get gca gac ttg aaa cag ttc tgt ctg cag aat get caa cat 245 
Gin Ala Ala Ala Asp Leu Lys Gin Phe Cys Leu Gin Asn Ala Gin His 
55 60 65 

gac cct ctg ctg act gga gta tct tea agt aca aat ccc ttc aga ccc 293 
Asp Pro Leu Leu Thr Gly Val Ser Ser Ser Thr Asn Pro Phe Arg Pro 
70 75 80 85 

cag aaa gtc tgt tec ttt ttg tag 317 
Gin Lys Val Cys Ser Phe Leu * 
90 



<210> 260 

<211> 1480 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (239) . . (961) 

<220> 

<221> misc_feature 
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<222> (1) . . . (1480) 
<223> n = a, t , c or g 



<400> 260 

agctagtctg cggacgctgt ataccctcct ccacttcccg ctgcagccaa taaaggccgt 60 

tcctaccata gtctgtgtcc gcgttctttt ttccgggact gcagagttcg gggaagctgt 120 

acgccgcctt tcgctacgcg gaatttgcag atcttcccct ggacctcagg cctctccggc 180 

tggagtaggg tggacgcttc acataagctt ctctggtcga acttacccga atctccag 238 
atg gcc gcg ctg cgt cga atg etc cac ttg ccg age ctg atg atg ggg 286 
Met Ala Ala Leu Arg Arg Met Leu His Leu Pro Ser Leu Met Met Gly 
15 10 15 

acg tgc cgc ccc ttt gcg ggc tea ctg get gat agt tgc ctg gcg gac 334 
Thr Cys Arg Pro Phe Ala Gly Ser Leu Ala Asp Ser Cys Leu Ala Asp 
20 25 30 

cgc tgt etc tgg gat egg ctg cat gcc cag cct cgt ttg ggc act gtc 382 
Arg Cys Leu Trp Asp Arg Leu His Ala Gin Pro Arg Leu Gly Thr Val 
35 40 45 

ccc ace ttc gac tgg ttc ttt gga tac gac gaa gtc cag ggg etc eta 430 
Pro Thr Phe Asp Trp Phe Phe Gly Tyr Asp Glu Val Gin Gly Leu Leu 
50 55 60 

ctg cca ttg ctg cag gag gca cag get gcc agt cct ctg cga gtg ctg 478 
Leu Pro Leu Leu Gin Glu Ala Gin Ala Ala Ser Pro Leu Arg Val Leu 
65 70 75 80 

gat gtg ggc tgt ggg act tec age eta tgt aca ggc etc tac ace aaa 526 
Asp Val Gly Cys Gly Thr Ser Ser Leu Cys Thr Gly Leu Tyr Thr Lys 
85 90 95 

tct cca cac cca gtg gat gtg ctg ggg gtg gac ttt tct cct gtg get 574 
Ser Pro His Pro Val Asp Val Leu Gly Val Asp Phe Ser Pro Val Ala 
100 105 110 

gtg gcc cac atg aat age etc ctg gag ggt ggc cca age caa aca cct 622 
Val Ala His Met Asn Ser Leu Leu Glu Gly Gly Pro Ser Gin Thr Pro 
115 120 125 

eta tgc cct gga cac cct gcc tea age etc cac ttc atg cac gcc gat 670 
Leu Cys Pro Gly His Pro Ala Ser Ser Leu His Phe Met His Ala Asp 
130 135 140 

get cag aac ctg ggg get gtg get tct tea ggc tct ttc caa eta ctg 718 
Ala Gin Asn Leu Gly Ala Val Ala Ser Ser Gly Ser Phe Gin Leu Leu 
145 150 155 160 

ctg gac aaa ggc aca tgg gat get gtt gcc egg gga ggt ctg cct agg 766 
Leu Asp Lys Gly Thr Trp Asp Ala Val Ala Arg Gly Gly Leu Pro Arg 
165 170 175 

get tac cag ctt eta tea gaa tgc ttg agg gtt eta aac cct cag ggg 814 
Ala Tyr Gin Leu Leu Ser Glu Cys Leu Arg Val Leu Asn Pro Gin Gly 
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180 



185 



190 



acc ctg att cag ttc tea gat gag gac cct gat gtg cga ctg ccc tgc 862 
Thr Leu lie Gin Phe Ser Asp Glu Asp Pro Asp Val Arg Leu Pro Cys 
195 200 205 

ctg gaa caa ggg tec tat ggc tgg act gtg act gtg cag gag eta ggc 910 
Leu Glu Gin Gly Ser Tyr Gly Trp Thr Val Thr Val Gin Glu Leu Gly 
210 215 220 

ccg ttc agg ggc ate acc tac ttt get tac ttg att caa ggc tct cat 958 
Pro Phe Arg Gly lie Thr Tyr Phe Ala Tyr Leu lie Gin Gly Ser His 
225 230 235 240 

taa agac attttagtag tcctgaccct agtatttctg tgggcaagga gagggctgaa 1015 





/-** -™i j~% +— /~x 4~~ \— 

gaaCCyECtC 


tgcaagctat 


ctggctgcaa 


agtgagaatt 


tgagtcctgg 


cttccacatt 


1075 




tactagctgg 


gtgecatatt 


gctgaatgtt 


tctgttcccc 


agtttactca 


tetgeagagt 


1135 




yoyaa l. ci d l_ L- 


tggagttacg 


gagattacat 


acaatgatgt 


gegcaatatt 


tagcacaaaa 


1195 


: p 


tgaatgctga 


aaagagaagg 


tacaattggg 


tcattcccca 


gtttcaacta 


actggagctc 


1255 




ctaaaagcag 


cagacaggaa 


ctgaatcaaa 


acccctgcgc 


tgactgactt 


gtataatcta 


1315 


r - 


gtggcctaac 


ctgtaagcct 


cattnttgtc 


acctgtaaaa 


ggagattgta 


agaggatggg 


1375 




tataacgagc 


ttcataaacc 


tcgatgagat 


atttgagggg 


gagggaacaa 


tacttaccct 


1435 




caaagctatt 


aggaggcegg 


agatgggaat 


atttccacaa 


geccg 
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<210> 


261 














<211> 


1645 














<212> 


DNA 














<213> 


Homo sapiens 












<220> 
















<221> 


CDS 














<222> 


(389) . . (1030) 












<400> 


261 














atttggcect 


egaggecaag 


aatteggcac 


gagatcgttt 


egaggggegt 


ccgccgggtt 


60 




aggaagecac 


tgcctggcag 


cttgtggaag 


cctcatttgc 


aaagccaccc 


ctcagatgtt 


120 




ttgaagatcg 


tgacgtcttg 


taactagcag 


tgtgtgcaca 


gaatcctact 


caaggaacgt 


180 




cttggcccag 


egatgeaaag 


aactgaagtt 


tcaagctgga 


agagcctgta 


ttgtcctcac 


240 




aatagtatag 


aagaattcaa 


gagaggagag 


agagacagca 


ccgaatgaag 


actgtaaaag 


300 



572 



aaaagaagga atgccagaga ttgagaaaat ctgccaagac taggagggta acccagagga 3 60 

aaccgtcttc agggcctgtt tgctggct atg ctt cga gaa cct ggg gat ccc 412 

Met Leu Arg Glu Pro Gly Asp Pro 
1 5 

gaa aaa tta ggg gaa ttt ctt cag aaa gac aat ate age gtg cat tat 460 
Glu Lys Leu Gly Glu Phe Leu Gin Lys Asp Asn lie Ser Val His Tyr 
10 15 20 

ttc tgt ctt ate tta tct agt aag ctg cct cag agg ggc cag tec aac 508 
Phe Cys Leu lie Leu Ser Ser Lys Leu Pro Gin Arg Gly Gin Ser Asn 
25 30 35 40 

aga ggt ttc cat gga ttt ctg cct gaa gac ate aaa aag gag gca gee 556 
Arg Gly Phe His Gly Phe Leu Pro Glu Asp lie Lys Lys Glu Ala Ala 
45 50 55 

egg get tct agg aag ate tgc ttt gtg tgc aag aaa aag gga get get 604 
Arg Ala Ser Arg Lys lie Cys Phe Val Cys Lys Lys Lys Gly Ala Ala 
60 65 70 

ate aac tgc cag aag gat cag tgc etc aga aac ttc cat ctg cct tgt 652 
lie Asn Cys Gin Lys Asp Gin Cys Leu Arg Asn Phe His Leu Pro Cys 
75 80 85 

ggc caa gaa agg ggt tgc ctt tea caa ttt ttt gga gag tac aaa tea 700 
Gly Gin Glu Arg Gly Cys Leu Ser Gin Phe Phe Gly Glu Tyr Lys Ser 
90 95 100 

ttt tgt gac aaa cat cgc cca aca cag aac ate caa cat ggg cat gtg 748 
Phe Cys Asp Lys His Arg Pro Thr Gin Asn lie Gin His Gly His Val 
105 110 115 120 

ggg gag gaa age tgc ate tta tgt tgt gaa gac tta tec caa cag agt 796 
Gly Glu Glu Ser Cys lie Leu Cys Cys Glu Asp Leu Ser Gin Gin Ser 
125 130 135 

gtt gag aac ate cag age ccg tgt tgt agt caa gec ate tac cac cgc 844 
Val Glu Asn lie Gin Ser Pro Cys Cys Ser Gin Ala lie Tyr His Arg 
140 145 150 

aag tgc ata cag aaa tat gec cac aca tea gca aag cat ttc ttc aaa 892 
Lys Cys lie Gin Lys Tyr Ala His Thr Ser Ala Lys His Phe Phe Lys 
155 160 165 

tgt cca cag tgt aac aat cga aaa gag ttt cct caa gaa atg ctg aga 940 
Cys Pro Gin Cys Asn Asn Arg Lys Glu Phe Pro Gin Glu Met Leu Arg 
170 175 180 

atg gga att cat att cca gac agg agg tgg tgc etc att ctg tgt get 988 
Met Gly lie His lie Pro Asp Arg Arg Trp Cys Leu lie Leu Cys Ala 
185 190 195 200 

act gcg gat ccc acg gaa ccc aca gga ctg etc etc tct tag atctaac 1037 
Thr Ala Asp Pro Thr Glu Pro Thr Gly Leu Leu Leu Ser * 
205 210 
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agtaagaaat 


gggagtgtga 


ggagtgttca 


cctgctgcag 


ccacagacta 


catacctgaa 


1 n o "7 


aactcagggg 


acatcccttg 


ctgcagcagc 


accttccacc 


ctgaggaaca 


tttctgcaga 


llD / 


gacaacacct 


tggaagagaa 


tccgggcctt 


tcttggactg 


attggccaga 


accttcctta 


1217 


ttagaaaagc 


cagagtcctc 


tcgtggcagg 


aggagctact 


cctggaggtc 


caagggtgtc 


1 O H H 
12 7 / 


agaatcacta 


acagctgcaa 


aaaatccaag 


taacaccttc 


tgagtagctg 


ctgtcccaca 


lo 6 I 


caatagggta 


tgaagctgcg 


ctcctccatc 


gggtttgggg 


agggagcact 


ctgggactgt 


i j y / 


gagacaagga 


agcagggcca 


gcagtgagac 


tatgagccaa 


gcaaagagaa 


gtctcagtgg 


1457 


agcatgagga 


gggagcagtc 


cagatgccaa 


caaggaaatg 


cgtttatggc 


tacaagagtg 


1517 


cctctgcttt 


ctcctcctct 


cctcccacca 


aggattcttc 


caccttaatc 


ttgttttcat 


1577 


atgcctcttc 


ttacttcacc 


catgtttgtt 


gttatgcaaa 


taaaggtttt 


ctctccaaaa 


1637 


aaaaaaaa 












1645 


<210> 
<211> 
<212> 
<213> 


262 
694 
DNA 

Homo sapiens 










<220> 
<221> 
<222> 


CDS 

(166) . . (672) 










<400> 
gcggtggaat 


262 

tcgtcaaaca 


aaatccctta 


ccctcttcat 


tccctggtaa 


aaagatcaca 


60 


atcagattag 


ctgctcctgt 


gtgttcttct 


aagactctgc 


aggctgaggt 


ccctttgtca 


120 


gactgtgtcc 


aaaaagcaag 


taaacccact 


tcaagcacac 


aaatc atg gtg aag 


174 



Met Val Lys 
1 

acc aac atg tat cat aat gaa aag gtg aac ttt cat gtt gaa tgt aaa 222 
Thr Asn Met Tyr His Asn Glu Lys Val Asn Phe His Val Glu Cys Lys 
5 10 15 

gac tat gta aaa aag gca aag gta aag ate aac cca gtg caa cag age 270 
Asp Tyr Val Lys Lys Ala Lys Val Lys lie Asn Pro Val Gin Gin Ser 
20 25 30 35 

egg ccc ttg ttg age cag att cac aca gat gca gca aag gag aac acc 318 
Arg Pro Leu Leu Ser Gin lie His Thr Asp Ala Ala Lys Glu Asn Thr 
40 45 50 

tgc tac tgt ggt gca gtg gca aag aga caa gag aaa aaa ggg atg gag 3 66 
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Cys Tyr Cys Gly Ala Val Ala Lys Arg Gin Glu Lys Lys Gly Met Glu 
55 60 65 



cct ctt caa ggt cat gcc act ccc get ttg cct ttt aaa gaa acc cag 414 
Pro Leu Gin Gly His Ala Thr Pro Ala Leu Pro Phe Lys Glu Thr Gin 
70 75 80 

gaa eta tta eta agt ccc ctg ccc cag gaa ggt cct ggg tea ctt gca 462 
Glu Leu Leu Leu Ser Pro Leu Pro Gin Glu Gly Pro Gly Ser Leu Ala 
85 90 95 

gca gga gag age age agt ctt tct gcc agt aca tea gtc tea gat tea 510 
Ala Gly Glu Ser Ser Ser Leu Ser Ala Ser Thr Ser Val Ser Asp Ser 
100 105 110 115 

tec cag aaa aaa gaa gag cac aat tat tct ctt ttt gtc tec gac aac 558 
Ser Gin Lys Lys Glu Glu His Asn Tyr Ser Leu Phe Val Ser Asp Asn 
120 125 130 

ttg ggt gaa cag cca act aaa tgc agt cct gaa gaa gat gag gag gac 606 
Leu Gly Glu Gin Pro Thr Lys Cys Ser Pro Glu Glu Asp Glu Glu Asp 
135 140 145 



gag gag gat gtt gat gat 
Glu Glu Asp Val Asp Asp 
150 

cat tac ate att ata taa 
His Tyr He He He * 
165 



gag gac cat gat gaa gga 
Glu Asp His Asp Glu Gly 
155 

tggtacttcc teaagttget gg 



ttc ggc agt gag 654 
Phe Gly Ser Glu 
160 

694 



<210> 263 

<211> 1540 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1033) . . (1188) 
<400> 263 

cccaggagga agtgaacttc ctgagcactt acatggacca tgagtattcc atcaagtctg 60 
tccagatctc cactcttatg cgccagctgc agcaggttaa ggacagccag caggatgagc 120 
tggatgacct cggtgagatg cgcagaaagg tcctggaatc cttgtctgac aagattcaga 180 
agaagaagaa aaaaattctg agttctgtgg tggeggaaac ccagcgtccc tatgaagagg 240 
ctctcctaca gaagatgtgg gaaagecagg acttcctgaa atgcatgcaa aggttcagag 300 
aagtgcgtgg gcaaggaagg tggtggtccc tgtagggaag cagtggatgg gcagtcccca 360 



575 



cggcctgtgg gaatgagtca ggcttctcct gatctggcgc tcaggaggtc tctgattctg 42 0 

gtgttggcct ccctccttgc cggtgccatt actgtcactt gtctttcatc tgggaaggcg 480 

attggcactg acctaggcct tgcctcatta gccagcaatg ctggctaatg acccatttac 540 

aaccatcacc aaacatcacc tattcagcca ttaaccaccg tgcatcttta ccccttgatt 600 

cttgttactg cccaccaccc attatcagtg ttaatgaact tcaccatcac tgccttcttg 660 

aattaatttt cattatcttg cctcttcact ggtttttaat gtgcatgccc ttcactatct 720 

ctgccagcct ccattcattc ccacgattga gcattccccg ccactttgta acctgtctcc 780 

attctccatg atccctcacc tgtttcagca ccactgaata ttgtcactaa cttggaagcc 840 

agccgcaccc tgcatgggga agtcccctct ctggagtcca gcaagtccca gtgacagaac 900 

ccataccatt tccccagata gctttgctcc tcgttcattt tggcctttct ccctttggtt 960 

gggggccatt tgcctctccc ttctcccctg ctgtgccttt cctctcagtt tattgaccag 1020 

tttgaggaga ac atg cct gta tta agg gcc gag gtg gaa gag etc caa 1068 
Met Pro Val Leu Arg Ala Glu Val Glu Glu Leu Gin 
15 10 

gcc cag acc egg gaa ccc cga gag gtc ata ttt gag gat gtt ctg ctt 1116 
Ala Gin Thr Arg Glu Pro Arg Glu Val He Phe Glu Asp Val Leu Leu 
15 20 25 

egg aga ccc aag tgc acc cca gac atg gat gtc ate etc aac att cct 1164 
Arg Arg Pro Lys Cys Thr Pro Asp Met Asp Val He Leu Asn He Pro 
30 35 40 

gtg gaa gag cca eta ccc ttc tag atggcagtgc catgggccgc cctcccctcc 1218 
Val Glu Glu Pro Leu Pro Phe * 
45 50 

tgctctcttc ccagcacctg gagccttgga tcatttactt ccaggaccgg atctccattc 1278 

agaccctgat ctacagtctc cctgctccct ctgcccttcc tccctctttc tttccctccc 1338 

tccctccctc ccttcttccc cccttccctt ccctcctcct tccttcctcc tctccctccc 1398 

tccctccttt ctttcttcct gtggtttttt cctctcttct tcccttcttt ctggttggtg 1458 

ctgctgggcc aggtgggaat ttctgattaa atetgetatt ccttttttac caataaagct 1518 

ggatttacat ttaaaaaaaa aa 1540 



<210> 264 
<211> 583 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (216) . . (464) 



<400> 264 

gtgctgagag gtgagttagc tgcagaagaa atgctggaag ctggcaaaga tcagttcgtg 60 

aggtttaaca agtcatttcc ataacataaa agtacaaagt gaagtagcaa ttgctgatgt 12 0 

ggaatctgca gcaagcattt ccagaatatc tagataaatg gcagaggtag ctctactaga 180 

gttttaacag agacaaaaca gccttacttc aggag atg cca ttt agg act ttc 233 

Met Pro Phe Arg Thr Phe 
1 5 

aca get eta ggt aag eta ata tct gac ttc aaa gat tea aag gac ggg 281 
Thr Ala Leu Gly Lys Leu He Ser Asp Phe Lys Asp Ser Lys Asp Gly 
10 15 20 

ctg act ctt tac ttt gta gag aca gcg tea cgc tct gtt gtg ctg get 329 
Leu Thr Leu Tyr Phe Val Glu Thr Ala Ser Arg Ser Val Val Leu Ala 
25 30 35 

ggt ctt gaa etc ttg acc tea agt gat cct cca ace tea gec tec caa 377 
Gly Leu Glu Leu Leu Thr Ser Ser Asp Pro Pro Thr Ser Ala Ser Gin 
40 45 50 

age act gga att aca ggt gta age cac ttt tec cag cct ggg ctg get 425 
Ser Thr Gly He Thr Gly Val Ser His Phe Ser Gin Pro Gly Leu Ala 
55 60 65 70 

ttc ttg tta gag gtc aat gca gtt ggt gac ttt aaa tga atgetaatat 474 
Phe Leu Leu Glu Val Asn Ala Val Gly Asp Phe Lys * 
75 80 

tcaattacca ttccaaaaat ccaagagcca gttaagaatt atgetacate ctcgtgccga 534 

attcattgee tegagggeca aattccctat agtgatcgta ttaaattca 583 



<210> 265 
<211> 2077 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (154) . . (834) 

<400> 265 

eggcacgagg acagcataga ggaagtcaag gaagatagaa acaggcatcc tccagcaaac 60 
ctgcccactc cagccagtac ceggattett agaaaatatt ccaatattcg aggaaagctc 120 
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agagcccagc aacgtttaat caagaatgag aaa atg gaa tgc cca gat get ctg 174 

Met Glu Cys Pro Asp Ala Leu 
1 5 



get gtg gaa agt aag cca agt cgt aag age gta tgc ate aac cct ctg 222 
Ala Val Glu Ser Lys Pro Ser Arg Lys Ser Val Cys lie Asn Pro Leu 
10 15 20 

atg tec ccc aag ctt gee ctg caa gtg gat gca gat ggg ttt cct gtt 270 
Met Ser Pro Lys Leu Ala Leu Gin Val Asp Ala Asp Gly Phe Pro Val 
25 30 35 

aag ccc aag agt act gaa gga atg aag gga agg aag ggg aag cag gtg 318 
Lys Pro Lys Ser Thr Glu Gly Met Lys Gly Arg Lys Gly Lys Gin Val 
40 45 50 55 

tct gaa ate ttg cct aaa gca gaa gtt cag agt aaa cgc aag aga aca 3 66 

Ser Glu lie Leu Pro Lys Ala Glu Val Gin Ser Lys Arg Lys Arg Thr 
60 65 70 

gaa ggc age age cct cca gat agt aag aac aag ggg cct acg gtg aaa 414 
Glu Gly Ser Ser Pro Pro Asp Ser Lys Asn Lys Gly Pro Thr Val Lys 
75 80 85 

gee age aaa gaa aag cat get gat gga gec ace aaa ace cct get gee 462 
Ala Ser Lys Glu Lys His Ala Asp Gly Ala Thr Lys Thr Pro Ala Ala 
90 95 100 

aag agg cca get gca agg gac aga age age caa ccc ccc aaa aag acg 510 
Lys Arg Pro Ala Ala Arg Asp Arg Ser Ser Gin Pro Pro Lys Lys Thr 
105 110 115 

tct ttg aaa gag aat aaa gtg aag ate cct aaa aag tec get ggg aag 558 
Ser Leu Lys Glu Asn Lys Val Lys lie Pro Lys Lys Ser Ala Gly Lys 
120 125 130 135 

age tgc cct ccc tec agg aaa gaa aaa gag aat aca aac aaa agg cct 606 
Ser Cys Pro Pro Ser Arg Lys Glu Lys Glu Asn Thr Asn Lys Arg Pro 
140 145 150 

tec cag tct att gee teg gaa aca ctg acg aaa cct gca aaa cag aag 654 
Ser Gin Ser lie Ala Ser Glu Thr Leu Thr Lys Pro Ala Lys Gin Lys 
155 160 165 

ggg gee ggt gaa tec tct tea agg cct cag aaa gee acg aat agg aag 702 
Gly Ala Gly Glu Ser Ser Ser Arg Pro Gin Lys Ala Thr Asn Arg Lys 
170 175 180 

cag agt agt gga aag act egg gee aga ccc tea acg aaa acc cca gag 750 
Gin Ser Ser Gly Lys Thr Arg Ala Arg Pro Ser Thr Lys Thr Pro Glu 
185 190 195 

age agt gca get cag aga aag cga aag ctg aag gca aag ctg gac tgt 798 
Ser Ser Ala Ala Gin Arg Lys Arg Lys Leu Lys Ala Lys Leu Asp Cys 
200 205 210 215 

teg cac ggc aaa egg agg egg ctg gat gca aag tga ttgg aaagatggta 848 
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Ser His Gly Lys Arg Arg Arg Leu Asp Ala Lys * 





220 




225 








gccaagagta 


aaactgttct 


atagaagtaa 


ccttttattt 


tgcattaact 


aaatctgctt 


908 


ttataagctt 


atcaagcctt 


tcaaatttac 


agttaatgga 


gaacaccgta 


atttgagatg 


968 


tcagaaaatg 


catctcagat 


ggagaaggga 


acttgcagag 


tccttctctg 


aggctaaggg 


1028 


aagttatata 


ttatattctg 


gttgttcctt 


gggttttaaa 


cttggaacca 


agcagttttc 


1088 


gtttttaaaa 


gtacagtgcc 


ttatttatcc 


tttttgtttt 


taaatttaca 


aaagctaaaa 


1148 


agctgatcta 


tgtgattaaa 


ggcttgtatt 


ttatacttga 


tgcacaagca 


cttgtactgt 


1208 


agccgagaag 


accaccatca 


tgcacataaa 


aggagctttt 


cagcagccac 


cctgcagcat 


1268 


ctgcccacga 


acagatgccc 


ttctttgcaa 


accccagcag 


tgaacttccc 


tctctgtctt 


1328 


gtttgtttgt 


ttagatgatg 


tttgaaagct 


aaaccaaatc 


attttatggt 


atgcagagga 


1388 


tttataatta 


taaaagatta 


ctatttctgt 


tacccccttt 


taaaaaagat 


catgttcatt 


1448 


gttggtccct 


cctctcacct 


ttgatgtttt 


gtcatttgag 


agcatgtatt 


ctaaattatg 


1508 


tgcccatggg 


acaagagata 


tgtcacaagt 


gttaattttt 


gtttacaaac 


tctaaaaaat 


1568 


catttgcatc 


cccaaactgt 


attactaatt 


ctcaccatct 


tcttcatttc 


tggtcttgct 


1628 


agcactcctg 


caaggcttcc 


atcctacttc 


gggaggaaaa 


agcctaggat 


tttttttttc 


1688 


catcttgtag 


ctgtaatttg 


atgattagga 


tgaaaatgac 


tcttattttc 


tttcttaccc 


1748 


agagtacttc 


catattcaaa 


gaaagccgaa 


ctattatttc 


cagtaataga 


aaggtttaag 


1808 


aatatgtatg 


tccatgtgtg 


tttgggtgca 


tttgcatgtg 


gttatcagcc 


acaaatgtct 


1868 


cccaatccca 


attttacagt 


aaaatttttt 


ccctatgcag 


tgtgcttggg 


tgtccctgag 


1928 


ttgagtaatt 


agcaaaggac 


agatggttta 


aaagtagccc 


agtgtctctg 


tgagcatccc 


1988 


caataccact 


ttggtaccag 


actcagaaag 


atctaaaaca 


gcatggagtt 


atgtaaaggt 


2048 


tagagcagcc 


ttgcagttgg 


aggaagcag 








2077 



<210> 266 
<211> 1175 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (116) . . (685) 
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<400> 266 

cccacgcgtc cgtccactag caacagtctc cccaggcaca acacagctaa cacaaggccc 60 

cgcaggcagg actctgggac agacgcaggc cagctgccca gagcccagac caagc atg 118 

Met 
1 

gac gcc gtg gat gcc acc atg gag aaa etc egg gca cag tgc ctg tec 166 
Asp Ala val Asp Ala Thr Met Glu Lys Leu Arg Ala Gin Cys Leu Ser 
5 10 15 



cgc ggg gcc teg ggc ate cag ggc ctg gcc agg ttt ttc cgc caa eta 
Arg Gly Ala Ser Gly lie Gin Gly Leu Ala Arg Phe Phe Arg Gin Leu 
20 25 30 



214 



gac egg gac ggg age aga tec ctg gac get gat gag ttc egg cag ggt 262 
Asp Arg Asp Gly Ser Arg Ser Leu Asp Ala Asp Glu Phe Arg Gin Gly 
35 40 45 

ctg gcc aaa etc ggg ctg gtg ctg gac cag gcg gag gca gag ggt gtg 310 
Leu Ala Lys Leu Gly Leu Val Leu Asp Gin Ala Glu Ala Glu Gly Val 
50 55 60 65 

tgc agg aag tgg gac cgc aat ggc age ggg acg ctg gat ctg gag gag 358 
Cys Arg Lys Trp Asp Arg Asn Gly Ser Gly Thr Leu Asp Leu Glu Glu 
70 75 80 

ttc ctt egg gcg ctg egg ccc ccc atg tec cag gcc egg gag get gtc 406 
Phe Leu Arg Ala Leu Arg Pro Pro Met Ser Gin Ala Arg Glu Ala Val 
85 90 95 

ate gca get gca ttt gcc aag ctg gac cgc agt ggg gac ggc gtc gtg 454 
He Ala Ala Ala Phe Ala Lys Leu Asp Arg Ser Gly Asp Gly Val Val 
100 105 110 

acg gtg gac gac etc cgc ggg gtg tac agt ggc cgt gcc cac ccc aag 502 
Thr Val Asp Asp Leu Arg Gly Val Tyr Ser Gly Arg Ala His Pro Lys 
115 120 125 

gtg cgc agt ggg gag tgg acc gag gac gag gtg ctg cgc cgc ttc ctg 550 
Val Arg Ser Gly Glu Trp Thr Glu Asp Glu Val Leu Arg Arg Phe Leu 
130 135 140 145 

gac aac ttc gac tec tct gag aag gac ggg cag gtc aca ctg gcg gaa 598 
Asp Asn Phe Asp Ser Ser Glu Lys Asp Gly Gin Val Thr Leu Ala Glu 
150 155 160 

ttc cag gac tac tac age ggc gtg agt gcc tec atg aac acg gat gag 646 
Phe Gin Asp Tyr Tyr Ser Gly Val Ser Ala Ser Met Asn Thr Asp Glu 
165 170 175 

gag ttc gtg gcc atg atg acc agt gcc tgg cag ctg tga gcagctccgg 695 
Glu Phe Val Ala Met Met Thr Ser Ala Trp Gin Leu * 
180 185 190 

ctcagccctg ctgccctggc ctgtcactcc ccacccctgc cggagacctc ccttccctgg 755 
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gccccttctc tcctgggcag ccacaccaca gagcggggag gggcaggtgg gggaatggag 815 

gctgcaggac tggctagacc aggtccctgc cggtccacca ggcggaggtg ggacaaaggt 875 

cctaacagga gtcactggct caggacccca gggagaaacg ctctccccac ccacgccatg 935 

ctgaccagag gtcttgcagc ccctgtggat gcccccgccg aggtcccccg atccccgcac 995 

ccggactgct gctccctgcc cctcccttgc gggtccccca ggaagccagg tgaccccagg 1055 

tgggaggctg tgtgtggagg ccatcctgga aggaagttta gacctgccca ggtgtggagc 1115 

gaggggcaca ggggcatcct aacctcagaa actgaaataa agcctttgaa aaaaaaaaaa 1175 



<210> 267 

<211> 1094 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (116) . . (604) 

<400> 267 

cccacgcgtc cgtccactag caacagtctc cccaggcaca acacagctaa cacaaggccc 60 

cgcaggcagg actctgggac agacgcaggc cagctgccca gagcccagac caagc atg 118 

Met 
1 

gac gcc gtg gat gcc acc atg gag aaa etc egg gca cag tgc ctg tec 166 
Asp Ala Val Asp Ala Thr Met Glu Lys Leu Arg Ala Gin Cys Leu Ser 
5 10 15 

cgc ggg gcc teg ggc ate cag ggc ctg gcc agg ttt ttc cgc caa eta 214 
Arg Gly Ala Ser Gly lie Gin Gly Leu Ala Arg Phe Phe Arg Gin Leu 
20 25 30 

gac egg gac ggg age aga tec ctg gac get gat gag ttc egg cag ggt 262 
Asp Arg Asp Gly Ser Arg Ser Leu Asp Ala Asp Glu Phe Arg Gin Gly 
35 40 45 

ctg gcc aaa etc ggg ctg gtg ctg gac cag gcg gag gca gag ggt gtg 310 
Leu Ala Lys Leu Gly Leu Val Leu Asp Gin Ala Glu Ala Glu Gly Val 
50 55 60 65 

tgc agg aag tgg gac cgc aat ggc age ggg acg ctg gat ctg gag gag 358 
Cys Arg Lys Trp Asp Arg Asn Gly Ser Gly Thr Leu Asp Leu Glu Glu 
70 75 80 

ttc ctt egg gcg ctg egg ccc ccc atg tec cag gcc egg gag get gtc 406 
Phe Leu Arg Ala Leu Arg Pro Pro Met Ser Gin Ala Arg Glu Ala Val 
85 90 95 
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ate gca get gca ttt gee aag ctg gac cgc agt ggg gac ggc gtc gtg 454 
He Ala Ala Ala Phe Ala Lys Leu Asp Arg Ser Gly Asp Gly Val Val 
100 105 110 

acg gtg gac gac etc cgc ggg gtg tac agt ggc cgt gee cac ccc aag 502 
Thr Val Asp Asp Leu Arg Gly Val Tyr Ser Gly Arg Ala His Pro Lys 
115 120 125 

gtc aca ctg gcg gaa ttc cag gac tac tac age ggc gtg agt gec tec 550 
Val Thr Leu Ala Glu Phe Gin Asp Tyr Tyr Ser Gly Val Ser Ala Ser 
130 135 140 145 

atg aac acg gat gag gag ttc gtg gec atg atg ace agt gee tgg cag 598 
Met Asn Thr Asp Glu Glu Phe Val Ala Met Met Thr Ser Ala Trp Gin 
150 155 160 

ctg tga gcagctccgg ctcagccctg ctgccctggc ctgtcactcc ccacccctgc 654 
Leu * 



cggagacctc ccttccctgg gccccttctc tcctgggcag ccacaccaca gageggggag 714 

gggcaggtgg gggaatggag getgeaggae tggctagacc aggtccctgc cggtccacca 774 

ggcggaggtg ggacaaaggt cctaacagga gtcactggct caggacccca gggagaaacg 834 

ctctccccac ccacgccatg ctgaccagag gtcttgeage ccctgtggat gcccccgccg 894 

aggtcccccg atccccgcac ccggactgct gctccctgcc cctcccttgc gggtccccca 954 

ggaagecagg tgaccccagg tgggaggctg tgtgtggagg ccatcctgga aggaagttta 1014 

gacctgccca ggtgtggagc gaggggcaca ggggcatcct aacctcagaa actgaaataa 1074 

agectttgaa aaaaaaaaaa 1094 



<210> 268 

<211> 485 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (169) . . (387) 

<400> 268 

ccctcttcat agaggagecg gaagcategg gagecgeggt acccgcccat cttccggcca 60 

ggatgtgtgg tcctggtgag cgattgtcct gtggcgtccg ggaccgagtt tgtggcccag 120 

ggttatgtgt gcacttcaca cctctgactt ttttcagggt tcctattg atg gtt agg 177 

Met Val Arg 
1 
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age agg att teg ggg atg aag gcg gca gca gca aga gga ggc tgc gac 225 
Ser Arg lie Ser Gly Met Lys Ala Ala Ala Ala Arg Gly Gly Cys Asp 
5 10 15 



tgc gga ccc cag att cgt ccc cct cca cca cac aca acg cca aga egg 273 
Cys Gly Pro Gin lie Arg Pro Pro Pro Pro His Thr Thr Pro Arg Arg 
20 25 30 35 

gcc cca gga ggg cgt gaa gag aag act tec ttt cct etc etc teg cct 321 
Ala Pro Gly Gly Arg Glu Glu Lys Thr Ser Phe Pro Leu Leu Ser Pro 
40 45 50 

cct ggc get ggc cgt atg aag gtg tct ccc aga age att age aga gga 369 
Pro Gly Ala Gly Arg Met Lys Val Ser Pro Arg Ser lie Ser Arg Gly 
55 60 65 

gcc ctg tgg gag aaa tga ggagtg acccaaaaga aacttgetea aggacagect 423 
Ala Leu Trp Glu Lys * 
70 

ccttaaagca gacttccata taccccaacc tgcaaaagaa gaetttaegt gaaatgttac 483 
ag 485 



<210> 269 

<211> 1170 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (168) . . (611) 

<220> 

<221> misc__f eature 

<222> (1) . . . (1170) 

<223> n = a,t,c or g 

<400> 269 

attcagccgc ctttttatgt caccgggcgc cacatggacc cagccggccc gagcgcgccc 60 

cgccgctgac cgcccgcgcc ccgggaagga agaacactcg ctcccggcca tacttgegtg 120 

tgagttctga cccctggagg agccactgtg gaagcagagc aatcgee atg gag ttt 176 

Met Glu Phe 
1 

gtg atg aag cag get eta gga ggg gcc acc aag gac atg ggg aag atg 224 
Val Met Lys Gin Ala Leu Gly Gly Ala Thr Lys Asp Met Gly Lys Met 
5 10 15 

ctg ggg ggt gac gag gag aag gac cca gac gcc gcc aag aag gag gag 272 
Leu Gly Gly Asp Glu Glu Lys Asp Pro Asp Ala Ala Lys Lys Glu Glu 
20 25 30 35 
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gag egg cag gag gcg ctg cgc cag gcg gag gag gag cgc aag gec aag 320 
Glu Arg Gin Glu Ala Leu Arg Gin Ala Glu Glu Glu Arg Lys Ala Lys 
40 45 50 

tac gec aag atg gag gcg gag cgc gag gec gtg cgc cag ggc ate cga 368 
Tyr Ala Lys Met Glu Ala Glu Arg Glu Ala Val Arg Gin Gly He Arg 
55 60 65 

gac aag tac ggc ate aag aag aag gag gag cgc gag gee gag gec cag 416 
Asp Lys Tyr Gly He Lys Lys Lys Glu Glu Arg Glu Ala Glu Ala Gin 
70 75 80 

gee gee atg gag gee aac tec gag ggg age ttg acg egg ccc aag aag 464 
Ala Ala Met Glu Ala Asn Ser Glu Gly Ser Leu Thr Arg Pro Lys Lys 
85 90 95 

gec ate ccg ccg ggc tgc ggg gac gag gtg gag gag gag gac gag age 512 
Ala He Pro Pro Gly Cys Gly Asp Glu Val Glu Glu Glu Asp Glu Ser 
100 105 110 115 

ate ctg gac ace gtc ate aag tac ctg ccc ggg ccg ctg cat gac atg 560 
He Leu Asp Thr Val He Lys Tyr Leu Pro Gly Pro Leu His Asp Met 
120 125 130 

etc aag atg tat ccc cgc gcg gga cag ctg ccc cgc gga gee ggc cat 608 
Leu Lys Met Tyr Pro Arg Ala Gly Gin Leu Pro Arg Gly Ala Gly His 
135 140 145 

tga acac tgcaccctcc acaggagecg cagaggccct gaggcacegg actgcttgga 665 



gaccctgcgc ccctgcccag cacctcctcc gtgggcagct cctcggtgtg gggectgegg 725 

ggttccctgc ggcgcagccg ggcgcgtgtg tggectaate cacctggtgg ccctgcgggg 785 

cggcatccga gcccctgttt ctcctccatt catgtttatt ttgeatcaca atttgttgaa 845 

tctcaggtag atgaggtctt tgcatttagt gagttttatc ttgacagggc gcgctcgccc 905 

ccggtccctt tcgtccacat caaaaatgea tcacgtctcc acgtgtttcg ggccagggcg 965 

gggcttggca ttgaccttca tgaccttaca tagctttaga gaagccataa cgcttgactg 1025 

caatactaac gaccgacgcc cctccggaca gagaccaccg cgcccctctg cgccccatcg 1085 

acgctgtccg eggngaegtc gctgaccgcc ctgctcgccc tgagccctct cactgacttc 1145 

tcccgggtcg tgtcttatta aaact 1170 



<210> 270 
<211> 1116 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (497) . . (766) 

<400> 270 

gatgacctct ttcttccttc cgttttgcca gtgtcactct gtgatgatag gtgtaagttg 60 

actgtgtgca ttgcccgtct gtgaccgttt tcgactcaca gaaatggcag tctgaagtgg 120 

ctcggcctct tgcttgagag acagattgga gcagagtctt tgtggatgca aagccacctg 180 

ggccactgcc gtgtgtgcca ccctgaactt caagctgccc tgaaccgcgt gcgtttctca 240 

gtgtcacgta cagctcggcc tgaccgtttg ccttttagtg ttctcttcct tctcggtgtc 300 

ctcctcctct tcctcactaa cattcatcca gagcctttca gtgcagaaat caggtagctg 360 

ctgaactcgg cagctgcgtc ctttttccca tcatctcttc tgtcctttgc tagctgtcat 420 

ttcttccctc ttggcttcaa ctgcacatcc ctgggtttgt cctaataggg aatttttccc 480 

acttgagtag acaagc atg aga ata tea tta ttt tta tat gtt ata tgt 529 

Met Arg He Ser Leu Phe Leu Tyr Val He Cys 
15 10 

tat att ttt age aga gaa aaa agt gga aaa tgt gtg caa act tgc aga 577 
Tyr He Phe Ser Arg Glu Lys Ser Gly Lys Cys Val Gin Thr Cys Arg 
15 20 25 

agg ccc ccc gga gga ggg teg tec ctg tgc cca tgc tgt cag gaa ggc 625 
Arg Pro Pro Gly Gly Gly Ser Ser Leu Cys Pro Cys Cys Gin Glu Gly 
30 35 40 

ccc gga gga ggg teg tec ctg tgc cca tgc tgt cag gaa ggc ccc gga 673 
Pro Gly Gly Gly Ser Ser Leu Cys Pro Cys Cys Gin Glu Gly Pro Gly 
45 50 55 

gga ggg teg tec ctg tgc cca tgc ggt cag aaa ggc ccc gga gga ggg 721 
Gly Gly Ser Ser Leu Cys Pro Cys Gly Gin Lys Gly Pro Gly Gly Gly 
60 65 70 75 

tea tct ctg tgc cca tgc ggt cag gtt ggg get gag gca ctt tga tea 769 
Ser Ser Leu Cys Pro Cys Gly Gin Val Gly Ala Glu Ala Leu * 
80 85 90 

ttgctcctcc tcagagtgtt cttttcctgc cctctcagat tataataacg aggtagttac 829 

agagtgagct ccagcctaga tcgtctgggt ttgaatccag ctccatgact gtggccgtgt 889 

tgectaatet ctctgagtct cagcttcctt ttctgtaaag tgggtataat agtagagtct 949 

acactgtggg gctgtggtgg gattcattgt gttcacacgt gtgeaggget gagaacaggg 1009 

ccccaaacag ggtaggcaca atgaagcatg agtcagaata ataatacaga tgacagtttc 1069 
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tctatcacta atttgaacat tgcagacagt gcaaagaaga aaattag 1116 



<210> 271 

<211> 2569 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15) . . (596) 

<400> 271 

cgcgccccca ttga atg gat get gtg gta ccg gac egg aat tec egg gtc 50 
Met Asp Ala Val Val Pro Asp Arg Asn Ser Arg Val 
15 10 

gac cca cgc gtc egg ttt ccc age gcg gtg ccc gec cct cat cct cct 98 
Asp Pro Arg Val Arg Phe Pro Ser Ala Val Pro Ala Pro His Pro Pro 
15 20 25 

cca gtc tec etc ccc teg ccg act gec gec cca ggc tec gec atg ggg 146 
Pro Val Ser Leu Pro Ser Pro Thr Ala Ala Pro Gly Ser Ala Met Gly 
30 35 40 

aat gtg cca tec gcg gtg aag cac tgc etc age tac cag cag ctt etc 194 
Asn Val Pro Ser Ala Val Lys His Cys Leu Ser Tyr Gin Gin Leu Leu 
45 50 55 60 

egg gag cat etc tgg ate ggg gat tea gtg gca ggg gcg etc gac ccc 242 
Arg Glu His Leu Trp lie Gly Asp Ser Val Ala Gly Ala Leu Asp Pro 
65 70 75 

gcg cag gaa aca tec cag tta tct gga etc cct gag ttt gtt aaa ata 290 
Ala Gin Glu Thr Ser Gin Leu Ser Gly Leu Pro Glu Phe Val Lys lie 
80 85 90 

gta gaa gtt ggg cct agg gat gga ttg cag aat gaa aag gtt ata gtt 338 
Val Glu Val Gly Pro Arg Asp Gly Leu Gin Asn Glu Lys Val lie Val 
95 100 105 

cct aca gat ata aaa att gaa ttt ate aat cga ctt tec caa act ggc 386 
Pro Thr Asp lie Lys lie Glu Phe lie Asn Arg Leu Ser Gin Thr Gly 
110 115 120 

ttg tct gta ata gaa gtg act age ttt gtg tct tec aga tgg gta cca 434 
Leu Ser Val lie Glu Val Thr Ser Phe Val Ser Ser Arg Trp Val Pro 
125 130 135 140 

cag gtt get get gga get act gag ata tea gtt ttt gga get gca tct 482 
Gin Val Ala Ala Gly Ala Thr Glu He Ser Val Phe Gly Ala Ala Ser 
145 150 155 

gaa tec ttt age aag aag aat att aac tgt tec att gaa gaa agt atg 530 
Glu Ser Phe Ser Lys Lys Asn He Asn Cys Ser He Glu Glu Ser Met 
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160 165 170 

gga aaa ttt gag gag gtt gtt aag tct gca aga cac atg aat att cca 578 
Gly Lys Phe Glu Glu Val Val Lys Ser Ala Arg His Met Asn lie Pro 
175 180 185 

gca cga ggg tac tta tga aatccc acaaattctg ttttgttaat gtttattgtt 632 
Ala Arg Gly Tyr Leu * 
190 

aaagcttact caaaaattat ctagagattc ttatatcatt tataaaaata tacatagaat 692 

atcatatttc tattttgttt aatcagggta atcactatat agttacatct cattaacatc 752 

actgctgatt attagtgagt atctagcttg tggaatgtgt catgcaattg aaatcagagg 812 

tactagcatg caaatctggc attattaact attttattaa cactctagca cccaaatgca 872 

gccctcttat ctcagcctac atgtgctgat aagttggtat aaactcacaa cagcttttgg 932 

aaaagaatca cctaatgtgg ttttcaaatt ttttttaaaa catgactttt tcttcaaaga 992 

gtattttatg tagaacttca atagaataca gcagatataa aattgagctg ctctgggaaa 1052 

tcattttatc cattctttct ccccctcaat ggctgacttt tctacttcct ctgggtgatc 1112 

ccaaagcacc tccatagtat cttgcagaac actgtttaaa aatacttgat aaattgctta 1172 

tagaagataa atataaactt tcagttctct actattttct attatatgtg atttctataa 1232 

atttaggagt atcagagata tcaatccctt tctcctcgcc ttgccttttt cttgtggaaa 1292 

cttatcagct gttcattcta agagatgttg attacaggac atggaaaata aaaactgacc 1352 

caagatccac aaacctaatt ttctctctca ggagtttaga aatggtatac caaacatggt 1412 

tacttgtatt gaaagattat gtgattttgt cactgagttc actattttgg ggttcctagg 1472 

atggagccac atgcaaacca gtgacaggac agagtagtag aaagcagaaa tggaaaaagg 1532 

aggctcctag cggtgatgag aggtatgggg gagggaggag agggaaaaat ctgccttggt 1592 

gcttgtctgc ttccaggacc aatagttgcc tcaagtatta taaccaggcc tatgtgctgt 1652 

gaaacctata atgcattttt gtgtgtgttt gtttcttaag gaagaatttg tttctaagac 1712 

attagctact ttttctatta attttataaa tatggagata tgatgaacac acatcttaac 1772 

aagttaaagt gcatagcgat tggtaataga aggttgaaag ctggggatgg atttgggtgc 1832 

aggctgtact tcccttagtt gaggtgagca aagttcatgg tagcgggaaa gattcaacag 1892 

ttaatgagaa agataagtga gtcaattgtg actgaaaata ttagtgaaat gattggaatt 1952 

tcaatcaagg tgttttgggg gaacaattag agttagacta tacctagtaa aatattttgt 2012 

tagtttgttt tctatttata tttttcctgt cctccatagt aagtctacat gagtttctaa 2072 
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V 



aatttgaaat tacttttgta attaagatag atgcatatca tgtaaggact atatgagaaa 2132 

aatttaaaat ccaaggcaat gtacttccaa agacataaaa taaaggatat ttatttttca 2192 

ggcaaaagtt acaaaaccac aatcaaaaag gagagatata ctattggttt ctcaattcga 2252 

atataaataa gttgtctcaa ttttctttaa aataaagaga aagatgaaga ccctattcta 2312 

cttcaatatg tgtttaaagt gtggagtata agctttaaag taattctcat tgggaagtta 2372 

aaaagtatgt gactataaga agtaaattgc ttatgtagct tgctcttcaa ataggaaggg 2432 

tttttttagt gttgaaagat ggatgcaaat ataagttgta ggaagtaacc ttttattatc 2492 

ttagctttct gttgtaaaat ggaatagtta atgtaactgg gctaataaaa atcttaaacc 2552 

ctcttaaaaa aaaaaaa 2569 



<210> 272 

<211> 1204 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (64) . . (630) 

<400> 272 

tttcgtaaat agttgctccg tgggctttcc gcatttcacc ctgctccagg cagcgtggtc 60 

tgt atg get ccg ccc tgg gca gga gga gaa aga aga ggg cca ggc acc 108 
Met Ala Pro Pro Trp Ala Gly Gly Glu Arg Arg Gly Pro Gly Thr 
15 10 15 

acg tgc ctg cac tct ccc tgg atg ctg gag get get ccg ccg tgg gca 156 
Thr Cys Leu His Ser Pro Trp Met Leu Glu Ala Ala Pro Pro Trp Ala 
20 25 30 

gga gga gaa gga aga gaa ctg ggt gec gec tgc ctg cac tct etc egg 204 
Gly Gly Glu Gly Arg Glu Leu Gly Ala Ala Cys Leu His Ser Leu Arg 
35 40 45 

atg ctg gag get gga ggc agt gag gca gca aca gcg cga ggg cga ggc 252 
Met Leu Glu Ala Gly Gly Ser Glu Ala Ala Thr Ala Arg Gly Arg Gly 
50 55 60 

gac ttt gga get gec tea tgc age gac etc gec ttc cgc tgc gec tec 300 
Asp Phe Gly Ala Ala Ser Cys Ser Asp Leu Ala Phe Arg Cys Ala Ser 
65 70 75 

tec cag aac cca aga age ctg gaa cct gtg gcg tec age cct gaa agg 348 
Ser Gin Asn Pro Arg Ser Leu Glu Pro Val Ala Ser Ser Pro Glu Arg 
80 85 90 95 
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agg aga egg caa ccc age cgc get ttt gec tgc act etc cct gga tgc 396 
Arg Arg Arg Gin Pro Ser Arg Ala Phe Ala Cys Thr Leu Pro Gly Cys 
100 105 110 

tgg agg ctg gag gca gtg acg cag caa cag cgc gag gcg act ttg gag 444 
Trp Arg Leu Glu Ala Val Thr Gin Gin Gin Arg Glu Ala Thr Leu Glu 
115 120 125 

egg cct cat ata gcg acc teg cct tec get gcg cgt cct ccc aga gec 492 
Arg Pro His lie Ala Thr Ser Pro Ser Ala Ala Arg Pro Pro Arg Ala 
130 135 140 

caa gaa gee egg aac ctg tgg cat cca tct ctg aaa gga gaa gac ggc 540 
Gin Glu Ala Arg Asn Leu Trp His Pro Ser Leu Lys Gly Glu Asp Gly 
145 150 155 

aac cca gee gag gca eta ctg ggt tgg ggt etc cac gac cga get ggt 588 
Asn Pro Ala Glu Ala Leu Leu Gly Trp Gly Leu His Asp Arg Ala Gly 
160 165 170 175 

etc ate aag tgg cgt cca aca agg ggc tea aac ccg ggt tga ggggttg 637 
Leu lie Lys Trp Arg Pro Thr Arg Gly Ser Asn Pro Gly * 
180 185 

ctggagcgac ggagaacgtg gaactacact ggaggacacc agagtactct taagcaatcc 697 

cttggccaaa accagcaact gatttggata ccatcaagac acctgaaatc ttgtcatgag 757 

ccagatactg aggaagagat tttgggaaga acccaaggac cccccagttg cagccatgtc 817 

aagactgaca ataaggaaga catcagtccc agcaagcaac attcateggg cacagccacc 877 

catgtggggc cagatcaaga agttgacaca gaeggeggaa gaaaatctga agaaagegga 937 

tgaccagcta caatgagtaa tctaatggta gctatgatgg ctgtgctcac cattgecatg 997 

agtattcccc cagcacctgc tgaaacaaaa aacattatac ttattgggca tatattcctt 1057 

ttccaccagt ttcatggcca gtgacatggt tagacccccc agtggaggta tacactaatg 1117 

atagcttttg gatacctggt tctacagatg atagaggece atctcacccc caaaaggagg 1177 

gaacattatg aatatttcgt tgggatt 1204 



<210> 273 
<211> 943 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (356) . . (610) 
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<400> 273 

gagaagggat ggcgggcgct ggctgctgag catgctggca ggcccgggac tctgcgttgc 60 

tgccaccctc tcctcagggt cacctccccc tggagccaga ggcaccgtag tcaagagaca 120 

acacgaggag cctccactcc gggcagctgt tcgggttcgt ctcagttgcc aaacggaata 180 

atttcacact ctgataacct gattgttttt taagccttgt ggtattctta attgcccggt 240 

gttagataaa ctgtgattta aagagcacaa acccagatag cagacacaca aaacactggc 300 

ttgggaatag caaggagtga cttatttact ttagcaaagc cttttataag gtttt atg 358 

Met 
1 

get gca eta tea gag tgt cac cca gaa gtc act ctg gga ggt gaa cgc 406 
Ala Ala Leu Ser Glu Cys His Pro Glu Val Thr Leu Gly Gly Glu Arg 
5 10 15 

aca ggg cag gac caa ggt age ace agg cag aca caa gee tec ctg tgg 454 
Thr Gly Gin Asp Gin Gly Ser Thr Arg Gin Thr Gin Ala Ser Leu Trp 
20 25 30 

gga gee tct etc ate tgt egg ggg cct gcg ggc agg gga gag gag gtg 502 
Gly Ala Ser Leu He Cys Arg Gly Pro Ala Gly Arg Gly Glu Glu Val 
35 40 45 

ccc eta cag gca age ctg tgg ggg egg cac cca gac etc tgg aga cca 550 
Pro Leu Gin Ala Ser Leu Trp Gly Arg His Pro Asp Leu Trp Arg Pro 
50 55 60 65 

age acc act gee ace cag tgc tgg gga gaa ggg atg gag aga ate aaa 598 
Ser Thr Thr Ala Thr Gin Cys Trp Gly Glu Gly Met Glu Arg He Lys 
70 75 80 

age cag cac tag gaa ggctgttgtc tetgeatgae ccatggcggg gcaggtggag 653 
Ser Gin His * 
85 

gggaagcegg acacaggaga gctcctgggg ccagacacgc cacctctgcc aggtgagece 713 

aegtcctgag ctgcagcctc aggaacccag ggttcttcca agaactccct tcaccccaca 773 

tggtcacttc ccagcctcct gacccacact caggcccagc tccttcccag actgtcatcc 833 

tctttctaga aggaaacagg gaccccctgg ggtcegggat ggccctgagc tcccctgtgt 893 

gccccacacc ctggcggtct ttgcccccat gtgecctgag tetgatgect 943 



<210> 274 
<211> 803 
<212> DNA 
<213> Homo sapiens 
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* 



<220> 

<221> CDS 

<222> (27) . . (488) 



<400> 274 

aatttaggtg acactataga agagct atg acg teg cat gca cgc gta cgt aag 53 

Met Thr Ser His Ala Arg Val Arg Lys 
1 5 



ctt gga tec tct aga gcg gec get gtc gtt gtt ctg agg aga aac ctt 101 
Leu Gly Ser Ser Arg Ala Ala Ala Val Val Val Leu Arg Arg Asn Leu 
10 15 20 25 



aca agt gta ata aat gtg cga agg ttt tta ate aaa aag gaa tec ttg 149 
Thr Ser Val lie Asn Val Arg Arg Phe Leu lie Lys Lys Glu Ser Leu 
30 35 40 



cac aac ate aga gag ttc ata ctg gag aga aac ctt aca agt gta atg 197 
His Asn lie Arg Glu Phe lie Leu Glu Arg Asn Leu Thr Ser Val Met 
45 50 55 



aat gtg gca agg ttt tta ate aaa aag caa gec ttg caa aac ate aga 245 
Asn Val Ala Arg Phe Leu. lie Lys Lys Gin Ala Leu Gin Asn lie Arg 
60 65 70 



gag ttc ata ctg cag aga aac ctt aca agt gta atg agt gtg gca aag 293 
Glu Phe lie Leu Gin Arg Asn Leu Thr Ser Val Met Ser Val Ala Lys 
75 80 85 



cct tta ctg gac agt caa cac tta ttc ace ate aag caa tec atg ggt 341 
Pro Leu Leu Asp Ser Gin His Leu Phe Thr lie Lys Gin Ser Met Gly 
90 95 100 105 



gta ggg aaa ctt tac aaa tgt aat gat tgt cac aaa gtc ttc agt aat 389 
Val Gly Lys Leu Tyr Lys Cys Asn Asp Cys His Lys Val Phe Ser Asn 
110 115 120 

get aca acc att gca aat cat tac aga ate cat att gaa gag aga tct 437 
Ala Thr Thr lie Ala Asn His Tyr Arg lie His lie Glu Glu Arg Ser 
125 130 135 

aca agt gta ata aat gtg gca aat ttt tea gac gtc att cat aac ttg 485 
Thr Ser Val He Asn Val Ala Asn Phe Ser Asp Val He His Asn Leu 
140 145 150 

tag ttca tcagtgaact catactggag agaaacctta caaatatcat gactgtgaca 542 



aggtcttcag tcaagcttca tectatgeaa aacatagaat tcatacagga gagaaacctc 602 

acaagtgtga tgattgtggc aaagecttta cttcatgttc acacctcatt agacatcaga 662 

gaattcatac tggacagatg ccttacaaat gtaagggtgg caaggtcttc actctgtggt 722 

cattccatgc agaacatcag aaaattcatt tttgagataa ttgttccaaa taaaatgaat 782 
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ataaaaaatc aaaaaaaaaa a 803 



<210> 275 

<211> 1078 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (357) . . (713) 

<220> 

<221> misc_f eature 
<222> (1) . . . (1078) 
<223> n = a, t , c or g 

<400> 275 

acgccccccc actgagacta cagtccagng ncggcgaant cgagaaaaca cagcaacgag 60 

gtgaatgaca tgggagacag acctggggtc ttttagggac ggaaagcctc agccaagacc 120 

cagactccca gggtcatcaa cctcctcggg tcactaaccc tccccagtgt ctgtctaccc 180 

ctaagtccag agaacacgtc ctctctaggc tcgagccgga atcaatatag gctacaaggg 240 

catcagttca ggctgcgcgg aggagagaag gaagtgctga tgtggagtcc tccctccccc 300 

ttctccttca cccccaagtg tctcccacga ctgccctccc cgacctctag ctgacc 356 
atg gca tea gag gca gaa aaa aca ttc cat egg ttt get gcg ttt gga 404 
Met Ala Ser Glu Ala Glu Lys Thr Phe His Arg Phe Ala Ala Phe Gly 
15 10 15 

gaa tea tea age agt ggc act gaa atg aac aac aag aac ttc tec aag 452 
Glu Ser Ser Ser Ser Gly Thr Glu Met Asn Asn Lys Asn Phe Ser Lys 
20 25 30 

ctg tgc aaa gac tgt ggc ate atg gat ggc aag aca gtc acc tec acg 500 
Leu Cys Lys Asp Cys Gly lie Met Asp Gly Lys Thr Val Thr Ser Thr 
35 40 45 

gac gtg gac ate gtg ttc age aaa gtc aag gee aag aac gec cga acc 548 
Asp Val Asp lie Val Phe Ser Lys Val Lys Ala Lys Asn Ala Arg Thr 
50 55 60 

ate acg ttt caa cag ttc aaa gag gca gtg aag gaa ctg ggc cag aag 596 
lie Thr Phe Gin Gin Phe Lys Glu Ala Val Lys Glu Leu Gly Gin Lys 
65 70 75 80 

cgc ttc aaa ggg aag agt cca gat gaa gtc ctg gag aac att tat gga 644 
Arg Phe Lys Gly Lys Ser Pro Asp Glu Val Leu Glu Asn lie Tyr Gly 
85 90 95 

etc atg gag ggc aaa gac cca gec acc act ggc get act ttt ccc tgg 692 
Leu Met Glu Gly Lys Asp Pro Ala Thr Thr Gly Ala Thr Phe Pro Trp 
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100 105 110 

tta cct atg caa gaa acc tga aa gtgatcctag acccctccac ctccccaatc 745 
Leu Pro Met Gin Glu Thr * 
115 



ccagctacgg 


ggaggcggtc 


ctgcatggtg 


gttaagatca 


aggcttttga 


gtgaaacaga 


805 


ccaggaattg 


aatcctgcct 


ctgcagctta 


caaactgcac 


accatctatc 


tgtttacgaa 


865 


accactgaaa 


gcttccttgt 


ttcatctgtt 


catgaggata 


gtatttttta 


ctcacggcag 


925 


tatgaggatc 


cattaagatg 


tatatcaaga 


gtttttagac 


cagtgcccgg 


cacatgtgga 


985 


tgctctcgtc 


tcgcctggac 


agcacacaca 


ctccaactcc 


agtaagactc 


aactcaaata 


1045 


tatctcttat 


acaacttcaa 


gaaaaaaaaa 


aaa 






1078 



<210> 276 

<211> 724 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74) . . (223) 

<400> 276 

aaaaatgaaa catttaccct agtgtctaag tgtctaataa ggaagaactt aaaatgtggg 60 

atg tea aaa ttg aaa atg egg agg ggg cat ctg gaa 109 
Met Ser Lys Leu Lys Met Arg Arg Gly His Leu Glu 
15 10 

tea aac tgg tgg cct etc ggt ctg cag tct tat get eta acc ctg age 157 
Ser Asn Trp Trp Pro Leu Gly Leu Gin Ser Tyr Ala Leu Thr Leu Ser 
15 20 25 

tat acc cct tec tgc tgc tgt ggg ggt caa tta atg cct ttg act tgt 205 
Tyr Thr Pro Ser Cys Cys Cys Gly Gly Gin Leu Met Pro Leu Thr Cys 
30 35 40 

gcg gtc aca cce aga tga ccagtc acctgtgtgt tgccacttca caatggaagc 259 
Ala Val Thr Pro Arg * 
45 50 

tcctaggagc tgecaggtet acctcagtga aaactcattg accttgtgca tagcaagagg 319 

cagtccccgc tcctcagata acccccgtgc ctgtgtcttc cctgccttga gtccttagtt 379 

atgggcagca ggctggaaaa gcactgccag cagccactag aatggccttg agagtcatcc 439 

tccagtaact gtttatggtg ggcacataca agagaaactt tgtgtgactg aggtgtctgt 499 



cacctatgta aaa 
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tctaaaacac ttaatgacag agttgggcct ggctctcctg gtccagtgtt ccattcaggg 559 

cagattcagc acaactgcag tctaggacaa aagatgattc tttcaacttt tacttcttca 619 

gttaatacaa atgaagaatg ttagagaagg agcaactcca agaaatagtg agaagtgtgt 679 

agctgagtag atttcccaaa agcattaata gggccagtgt tacca 724 



<210> 277 

<211> 1007 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (119) . . (682) 

<400> 277 

tttcgtcagt tcgcggcagt tcgcgcggga gcggggcgcc tgggtggatg ggcgcttggg 60 

cgcctgggct gccggacggt gggaacggaa gtcgctgtgg gacgctgagg aagccagg 118 
atg gcg act ccg age aag aag acg tea act cca age ccc cag cct tec 166 
Met Ala Thr Pro Ser Lys Lys Thr Ser Thr Pro Ser Pro Gin Pro Ser 
15 10 15 

aag aga get etc ccg aga gac cct teg teg gag gtc ccg age aag agg 214 
Lys Arg Ala Leu Pro Arg Asp Pro Ser Ser Glu Val Pro Ser Lys Arg 
20 25 30 

aag aat teg gee ccg cag ctg ccg ctg ttg cag teg tec ggg cct ttc 262 
Lys Asn Ser Ala Pro Gin Leu Pro Leu Leu Gin Ser Ser Gly Pro Phe 
35 40 45 

gtg gaa ggc tct ate gtc cgc ate teg atg gag aac ttc eta aca tat 310 
Val Glu Gly Ser lie Val Arg lie Ser Met Glu Asn Phe Leu Thr Tyr 
50 55 60 

gat att tgt gaa gta tct cct gga ccc cac ttg aat atg ate gtt gga 358 
Asp lie Cys Glu Val Ser Pro Gly Pro His Leu Asn Met lie Val Gly 
65 70 75 80 

gee aat gga aca ggg aag teg age att gtg tgt gee att tgc ctt ggt 406 
Ala Asn Gly Thr Gly Lys Ser Ser lie Val Cys Ala lie Cys Leu Gly 
85 90 95 

tta get gga aaa cct get ttc atg gga cga gca gat aag gtt ggg ttt 454 
Leu Ala Gly Lys Pro Ala Phe Met Gly Arg Ala Asp Lys Val Gly Phe 
100 105 110 

ttt gtg aag aga gga tgt tct aga ggc atg gtt gaa att gaa ttg ttc 502 
Phe Val Lys Arg Gly Cys Ser Arg Gly Met Val Glu lie Glu Leu Phe 
115 120 125 

&Q<3 get tct gga aat ctt gta ate acc cgt gag att gat gtg gca aaa 550 
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Arg Ala Ser Gly Asn Leu Val lie Thr Arg Glu lie Asp Val Ala Lys 
130 135 140 

aat cag tec ttt tgg ttc ate aac aaa aaa tct aca acc cag aaa ata 598 
Asn Gin Ser Phe Trp Phe lie Asn Lys Lys Ser Thr Thr Gin Lys lie 
145 150 155 160 

gtg gaa gag aaa gtt gca gec tta aat att cag tgg gga ate ttt gec 646 
Val Glu Glu Lys Val Ala Ala Leu Asn lie Gin Trp Gly lie Phe Ala 
165 170 175 

agt ttc tec tea gga caa gtt gga gga att tgc taa actc agcaaattgg 696 
Ser Phe Ser Ser Gly Gin Val Gly Gly lie Cys * 
180 185 

actcctcgaa gcactggaaa gttcaatggg cccccagaaa ttgegcaata tcctgtgtac 756 

tccaaactgt ggagaagaag aacagtcccg acccctgcgc agagaaactg ctgtctctcg 816 

cgaaatggtg tgcccgcttc gaggattata cccccggtgg gagggcttct ageagggecg 876 

cacatattcg agctgccacc cacagcacgc tggacaaaag ctcgcgcctc agagacatat 93 6 

tgacgeggag cgcatcacag gcactccact catgeacagg agccctgcgg cgeggaaegg 996 

cgcacacacc g 1007 



<210> 278 
<211> 439 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (18) . . (131) 

<400> 278 

cgacgatttc gtccaaa atg gcg gca gcg atg gat gtg gat acc ccg age 50 

Met Ala Ala Ala Met Asp Val Asp Thr Pro Ser 
15 10 

ggc acc aac age ggc gcg ggc aag aag cgc ttt gaa gtg aaa aag gtt 98 
Gly Thr Asn Ser Gly Ala Gly Lys Lys Arg Phe Glu Val Lys Lys Val 
15 20 25 

ggg tct cgc cag cgc ctt cct cag gga age tag agaggege ggatctggct 149 
Gly Ser Arg Gin Arg Leu Pro Gin Gly Ser * 
30 35 

ggcaggcccg aggatggtcg aggegeggag taaagggttt catttcaggg cgttcctggg 209 

accgggtacc acgaaaggaa geegggggge gggtcttaga gttgategge gtgaeggegg 269 

cccactgttg ggggaagtgt tggtttcgct gtgaggctaa ggggecaate acagagctgc 329 
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ttattgagat acgcggggtt gcgacttggc ggcgggagcc aagcgcttga gctgtcactg 3 89 
gagtggttga gaggtggggg aaggacaggg tatggtggag tggggtgggt 439 



<210> 279 

<211> 1771 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (24) . . (1049) 

<400> 279 

tttcgtcacg ggccttgttc acc atg teg gtg ctg gat gcg ctt tgg gag 50 

Met Ser Val Leu Asp Ala Leu Trp Glu 





















1 








5 












gat 
Asp 
10 


egg 
Arg 


gat 
Asp 


gtc 
Val 


cgt 
Arg 


ttc 
Phe 
15 


gac 
Asp 


ctg 
Leu 


tec 
Ser 


gcg 

Ala 


cag 
tain 
20 


caa 
tain 


atg 


aaa 
Lys 


aca 

m"U -y~ 

i nr 


aga 
Arg 
25 


98 


;D 


cct 
Pro 


gga 
Gly 


gaa 
Glu 


gtc 
Val 


ctt 
Leu 
30 


att 
lie 


gat 
Asp 


tgt 
Cys 


tta 
Leu 


gat 

Asp 

35 


tec 
Ser 


att 
lie 


gaa 

(jlU 


gac 
Asp 


acc 
i nr 
40 


aaa 
Lys 


146 




gga 

Gly 


aat 
Asn 


aat 
Asn 


gga 

Gly 
45 


gat 
Asp 


aga 
Arg 


ggt 

Gly 


aga 
Arg 


etc 
Leu 
50 


ttg 
Leu 


gta 
Val 


aca 
Thr 


aat 
Asn 


tta 
Leu 
55 


aga 
Arg 


att 
He 


194 




etc 
Leu 


tgg 
Trp 


cac 
His 
60 


tct 
Ser 


ttg 
Leu 


gca 
Ala 


tta 
Leu 


tea 
Ser 
65 


aga 
Arg 


gtc 
Val 


aat 
Asn 


gtt 
Val 


tct 
Ser 
70 


gtc 
Val 


ggt 
Gly 


tac 
Tyr 


242 




aat 
Asn 


tgc 
Cys 
75 


ata 
He 


ttg 
Leu 


aat 
Asn 


att 
He 


aca 
Thr 
80 


aca 
Thr 


agg 
Arg 


act 
Thr 


get 
Ala 


aac 
Asn 
85 


tct 
Ser 


aaa 
Lys 


tta 
Leu 


cga 
Arg 


290 




ggc 

Gly 
90 


caa 
Gin 


act 
Thr 


gaa 
Glu 


get 
Ala 


etc 
Leu 
95 


tat 
Tyr 


ata 
He 


eta 
Leu 


aca 
Thr 


aaa 
Lys 
100 


tgt 
Cys 


aac 
Asn 


agt 
Ser 


act 
Thr 


cgt 
Arg 
105 


338 




ttt 
Phe 


gaa 
Glu 


ttt 
Phe 


ata 
He 


ttt 
Phe 
110 


aca 
Thr 


aat 
Asn 


ttg 
Leu 


gtt 
Val 


cct 
Pro 
115 


gga 

Gly 


age 
Ser 


cct 
Pro 


aga 
Arg 


ctt 
Leu 
120 


ttt 
Phe 


386 




act 
Thr 


tct 
Ser 


gtg 
Val 


atg 
Met 
125 


gca 
Ala 


gta 
Val 


cac 
His 


aga 
Arg 


get 
Ala 
130 


tat 
Tyr 


gaa 
Glu 


act 
Thr 


tct 
Ser 


aaa 
Lys 
135 


atg 
Met 


tat 
Tyr 


434 




cgt 
Arg 


gat 
Asp 


ttt 
Phe 
140 


aaa 
Lys 


tta 
Leu 


aga 
Arg 


agt 
Ser 


gca 
Ala 
145 


eta 
Leu 


att 
He 


cag 
Gin 


aac 
Asn 


aag 
Lys 
150 


caa 
Gin 


eta 
Leu 


aga 
Arg 


482 
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ctg ttg cca caa gaa cat gta tat gat aaa ata aat gga gtt tgg aat 
Leu Leu Pro Gin Glu His Val Tyr Asp Lys lie Asn Gly Val Trp Asn 
155 160 165 



530 



tta tec agt gat cag ggc aat tta gga acc ttt ttt att acc aat gtg 578 
Leu Ser Ser Asp Gin Gly Asn Leu Gly Thr Phe Phe lie Thr Asn Val 
170 175 180 185 

aga att gtg tgg cat gca aat atg aat gat agt ttt aat gtc agt ata 626 
Arg lie Val Trp His Ala Asn Met Asn Asp Ser Phe Asn Val Ser lie 
190 195 200 

cca tat ctg caa att cgt tea ata aag att aga gat tea aaa ttt ggt 674 
Pro Tyr Leu Gin He Arg Ser He Lys He Arg Asp Ser Lys Phe Gly 
205 210 215 

tta get ctt gtc ata gaa age tct cag cag agt ggt gga tat gtt ctt 722 
Leu Ala Leu Val He Glu Ser Ser Gin Gin Ser Gly Gly Tyr Val Leu 
220 225 230 

ggc ttt aaa ata gat cct gtg gaa aaa eta caa gaa tea gtt aag gaa 770 
Gly Phe Lys He Asp Pro Val Glu Lys Leu Gin Glu Ser Val Lys Glu 
235 240 245 

ate aat tea ctt cac aaa gtc tat tct gec agt ccc ata ttt gga gtt 818 
He Asn Ser Leu His Lys Val Tyr Ser Ala Ser Pro He Phe Gly Val 
250 255 260 265 

gat tat gag atg gaa gaa aag ccc cag ccg etc gaa get ctg aca gtc 866 
Asp Tyr Glu Met Glu Glu Lys Pro Gin Pro Leu Glu Ala Leu Thr Val 
270 275 280 

gaa caa att caa gat gat gta gaa ata gac tct gat ggt cac acg gat 914 
Glu Gin He Gin Asp Asp Val Glu He Asp Ser Asp Gly His Thr Asp 
285 290 295 

get ttt gtg get tat ttt get gat ggc aat aag caa caa gat cgt gaa 962 
Ala Phe Val Ala Tyr Phe Ala Asp Gly Asn Lys Gin Gin Asp Arg Glu 
300 305 310 

cct gta ttt tea gaa gaa ctg ggg ctt gca ata gag aaa ttg aag gat 1010 
Pro Val Phe Ser Glu Glu Leu Gly Leu Ala He Glu Lys Leu Lys Asp 
315 320 325 

gga ttc acc eta cag gga ctt tgg gaa gta atg agt tga ttgaccttga 1059 
Gly Phe Thr Leu Gin Gly Leu Trp Glu Val Met Ser * 
330 335 340 

gttgagatgg atttctatta aagatatctc tagtttaaag atactagtca cctgccataa 1119 

gtcatggaat agtttttata tttacagctt ttatatttaa aacttgtaag agttttttta 1179 

atgattgagg aaaaagtcat ttagaaaact tcagttttcg gccagcgcgt cgagggaggg 1239 

gccagcgaca catggectag taaccgtccg gccgcggcgc tggcttaagc catggctgag 1299 
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ggtagccgga 


ttcctcaggc 


ccgggcgctc 


ctacagcagt 


gcctgcacgc 


ccggctgcaa 


1359 


attcgcccag 


ccgatgggga 


cgtcgcggcc 


cagtgggtgg 


aggtccaaag 


aggactggtg 


1419 


atctacgtgt 


gctttttcaa 


gggagctgat 


aaagaacttc 


ttcccaaaat 


ggatctacga 


1479 


ctctggctcc 


actgattacc 


ttaaccatat 


tacatggaat 


gatgtaaggg 


agaaacagaa 


1539 


gactcttgtt 


gaacagctcc 


tgtctttgtt 


gaacagctcc 


ccagggcctc 


ctacccgcaa 


1599 


actgcttgct 


aagaatctag 


ccatacttta 


tagtattgga 


gacacattct 


ccgttcatga 


1659 


agcaatcgat 


aaatgtaatg 


atcttattcg 


tagcaaagat 


gattctccaa 


gttatcttcc 


1719 


cactaagctg 


taagtgaaac 


attaaaacag 


aacagaaaac 


aaaaaaaaaa 


aa 


1771 



<210> 280 

<211> 1109 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (162) . . (1064) 
<400> 280 

gtttgggccc tttggggtgg tacggaacac aacatcgggg ttgccataca ccggaattcc 60 

cgggtcgacg atttcgttgc gcgttccgga actggtttcc cggaaggatt atgtctgcgc 120 

cctcgatccg accggaagtt gcacgctgag ccgcggacac c atg cag teg gat 173 

Met Gin Ser Asp 
1 

gat gtt ate tgg gat aca eta gga aac aag caa ttt tgt tec ttc aaa 221 
Asp Val lie Trp Asp Thr Leu Gly Asn Lys Gin Phe Cys Ser Phe Lys 
5 10 15 20 

ata aga ace aag act cag age ttc tgc cga aat gaa tat age ctg act 269 
lie Arg Thr Lys Thr Gin Ser Phe Cys Arg Asn Glu Tyr Ser Leu Thr 
25 30 35 

gga ctg tgt aat egg tea tec tgt ccc ctg gca aat agt cag tat gee 317 
Gly Leu Cys Asn Arg Ser Ser Cys Pro Leu Ala Asn Ser Gin Tyr Ala 
40 45 50 

act att aaa gaa gag aaa gga cag tgc tac ttg tat atg aag gtt ata 365 
Thr lie Lys Glu Glu Lys Gly Gin Cys Tyr Leu Tyr Met Lys Val lie 
55 60 65 

gaa cga gcg get ttt cct egg cgt etc tgg gaa egg gtc egg ctt agt 413 
Glu Arg Ala Ala Phe Pro Arg Arg Leu Trp Glu Arg Val Arg Leu Ser 
70 75 80 
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aaa aac tat gag aaa gca ctg gag caa ata gat gaa aat ctg att tac 461 
Lys Asn Tyr Glu Lys Ala Leu Glu Gin lie Asp Glu Asn Leu lie Tyr 
85 90 95 100 

tgg ccc cgt ttc att cga cac aaa tgt aag cag aga ttc acc aag ate 509 
Trp Pro Arg Phe lie Arg His Lys Cys Lys Gin Arg Phe Thr Lys lie 
105 110 115 

acc caa tac eta att cga att aga aaa ctt aca eta aag cga cag agg 557 
Thr Gin Tyr Leu lie Arg lie Arg Lys Leu Thr Leu Lys Arg Gin Arg 
120 125 130 

aaa ctt gtt cct ttg agt aag aag gtg gag cgt agg gag aaa aga aga 605 
Lys Leu Val Pro Leu Ser Lys Lys Val Glu Arg Arg Glu Lys Arg Arg 
135 140 145 

gag gaa aag gca tta ata get get cag ctg gac aat gee att gag aag 653 
Glu Glu Lys Ala Leu lie Ala Ala Gin Leu Asp Asn Ala lie Glu Lys 
150 155 160 

gaa tta ctg gag aga ctg aaa caa gat acg tat ggc gac ate tac aac 701 
Glu Leu Leu Glu Arg Leu Lys Gin Asp Thr Tyr Gly Asp lie Tyr Asn 
165 170 175 180 

ttc ccc att cat gee ttc gac aaa gee ctg gaa caa cag gag gca gag 749 
Phe Pro lie His Ala Phe Asp Lys Ala Leu Glu Gin Gin Glu Ala Glu 
185 190 195 

agt gac tct tea gat act gag gaa aaa gat gat gat gat gat gat gag 797 
Ser Asp Ser Ser Asp Thr Glu Glu Lys Asp Asp Asp Asp Asp Asp Glu 
200 205 210 

gaa gat gtg ggg aaa aga gaa ttt gtc gaa gat ggt gag gta gat gag 845 
Glu Asp Val Gly Lys Arg Glu Phe Val Glu Asp Gly Glu Val Asp Glu 
215 220 225 

agt gac ata agt gat ttt gag gat atg gat aaa ctg gat gee age agt 893 
Ser Asp lie Ser Asp Phe Glu Asp Met Asp Lys Leu Asp Ala Ser Ser 
230 235 240 

gat gaa gat cag gat ggt aaa tec tec agt gag gag gag gaa gaa aag 941 
Asp Glu Asp Gin Asp Gly Lys Ser Ser Ser Glu Glu Glu Glu Glu Lys 
245 250 255 260 

gec ctt agt gcg aaa cac aaa ggc aaa atg ccc ttg aga gga cca ctg 989 
Ala Leu Ser Ala Lys His Lys Gly Lys Met Pro Leu Arg Gly Pro Leu 
265 270 275 

cag aga aaa cga gee tat gtg gaa ata gaa tac gag cag gag aca gag 1037 
Gin Arg Lys Arg Ala Tyr Val Glu He Glu Tyr Glu Gin Glu Thr Glu 
280 285 290 

ccc gtg gec aaa gec aaa acc acg tga tttcc ctttcagtca tttataccca 1089 
Pro Val Ala Lys Ala Lys Thr Thr * 
295 300 

ggactgaaca tgcagaactg 1109 
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<210> 281 

<211> 2018 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (36) . . (1520) 

<220> 

<221> misc_f eature 
<222> (1) . . . (2018) 
<223> n = a,t,c or g 

<400> 281 

acagctccca agccacaggc agaagcccca cagag atg gag cag aag gaa ggg 53 

Met Glu Gin Lys Glu Gly 
1 5 

aag etc tct gag gat ggg acc acc gtc tec cca get gcg gac aac cct 101 
Lys Leu Ser Glu Asp Gly Thr Thr Val Ser Pro Ala Ala Asp Asn Pro 
10 15 20 

gag atg tea gga ggt gga gec cct gca gag gag acc aaa ggc aca get 149 
Glu Met Ser Gly Gly Gly Ala Pro Ala Glu Glu Thr Lys Gly Thr Ala 
25 30 35 

gga aag gee ate aat gag ggg cct ccc act gag tea gga aag cag gaa 197 
Gly Lys Ala lie Asn Glu Gly Pro Pro Thr Glu Ser Gly Lys Gin Glu 
40 45 50 

aag gca cca gec gag gac ggc atg tea gca gaa etc cag ggg gaa gca 245 
Lys Ala Pro Ala Glu Asp Gly Met Ser Ala Glu Leu Gin Gly Glu Ala 
55 60 65 70 

aat gga tta gat gag gtc aaa gtg gaa tct cag agg gag get ggt ggg 293 
Asn Gly Leu Asp Glu Val Lys Val Glu Ser Gin Arg Glu Ala Gly Gly 
75 80 85 

aaa gag gat get gag get gaa ctt aaa aag gag gat ggt gag aag gaa 341 
Lys Glu Asp Ala Glu Ala Glu Leu Lys Lys Glu Asp Gly Glu Lys Glu 
90 95 100 

gag acc act gtg ggt tct cag gag atg act ggc agg aaa gaa gag acc 389 
Glu Thr Thr Val Gly Ser Gin Glu Met Thr Gly Arg Lys Glu Glu Thr 
105 110 115 

aaa tct gaa ccc aaa gag get gag gaa aag gag age acg ctg gee tct 437 
Lys Ser Glu Pro Lys Glu Ala Glu Glu Lys Glu Ser Thr Leu Ala Ser 
120 125 130 

gag aag cag aag get gag gag aaa gag gee aaa cct gaa tct ggg cag 485 
Glu Lys Gin Lys Ala Glu Glu Lys Glu Ala Lys Pro Glu Ser Gly Gin 
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135 



140 



145 



150 



aaa gcc gat gcc aat gac aga gac aag cct gaa cct aag gca aca gtt 533 
Lys Ala Asp Ala Asn Asp Arg Asp Lys Pro Glu Pro Lys Ala Thr Val 
155 160 165 

gag gag gag gac gcc aag aca gcc tct cag gag gag aca ggc cag agg 581 
Glu Glu Glu Asp Ala Lys Thr Ala Ser Gin Glu Glu Thr Gly Gin Arg 
170 175 180 

aaa gag tgc age act gaa ccc aag gag aag' get act gat gaa gag gcc 629 
Lys Glu Cys Ser Thr Glu Pro Lys Glu Lys Ala Thr Asp Glu Glu Ala 
185 190 195 

aag get gaa teg cag aag get gtt gtg gag gat gag get aag get gaa 677 
Lys Ala Glu Ser Gin Lys Ala Val Val Glu Asp Glu Ala Lys Ala Glu 
200 205 210 

ccc aag gag ccc gat ggg aaa gag gag gcc aaa cat ggt gca aaa gag 725 
Pro Lys Glu Pro Asp Gly Lys Glu Glu Ala Lys His Gly Ala Lys Glu 
215 220 225 230 

gag get gat gca aaa gag gag gcg gag gat gca gag gag gca gag cca 773 
Glu Ala Asp Ala Lys Glu Glu Ala Glu Asp Ala Glu Glu Ala Glu Pro 
235 240 245 

ggc agt ccc age gaa gag cag gag cag gac gtg gaa aaa gag cca gag 821 
Gly Ser Pro Ser Glu Glu Gin Glu Gin Asp Val Glu Lys Glu Pro Glu 
250 255 260 

gga ggg gca ggg gtg att ccc age tec cca gag gag tgg cct gag age 869 
Gly Gly Ala Gly Val lie Pro Ser Ser Pro Glu Glu Trp Pro Glu Ser 
265 270 275 

ccc act ggg gag ggg cac aac etc age aca gat ggg ctg ggt cca gac 917 
Pro Thr Gly Glu Gly His Asn Leu Ser Thr Asp Gly Leu Gly Pro Asp 
280 285 290 

tgt gta get tec gga cag acc agt cct tea gcc agt gag tct tea ccc 965 
Cys Val Ala Ser Gly Gin Thr Ser Pro Ser Ala Ser Glu Ser Ser Pro 
295 300 305 310 

age gac gtg ccc cag agt ccc cct gag tec cct tec tea ggg gag aag 1013 
Ser Asp Val Pro Gin Ser Pro Pro Glu Ser Pro Ser Ser Gly Glu Lys 
315 320 325 

aag gag aag gca cca gag cgc agg gta tea gcc cct get egg ccc egg 1061 
Lys Glu Lys Ala Pro Glu Arg Arg Val Ser Ala Pro Ala Arg Pro Arg 
330 335 340 

ggg ccc ggg gca cag aac cgc aaa gcc ate gtg gac aag ttt ggc ggg 1109 
Gly Pro Gly Ala Gin Asn Arg Lys Ala lie Val Asp Lys Phe Gly Gly 
345 350 355 

gca get tec ggc ccc acg gcc ttg ttc cgc aac act aag gca gcc ggg 1157 
Ala Ala Ser Gly Pro Thr Ala Leu Phe Arg Asn Thr Lys Ala Ala Gly 
360 365 370 
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gca gcc att ggt ggt gtc aag aac atg etc ttg gag tgg tgc cga gec 
Ala Ala He Gly Gly Val Lys Asn Met Leu Leu Glu Trp Cys Arg Ala 
375 380 385 390 



1205 



atg aca aaa aaa tac gag cat gtg gac ate cag aac ttc tec tec age 1253 
Met Thr Lys Lys Tyr Glu His Val Asp He Gin Asn Phe Ser Ser Ser 
395 400 405 

tgg age agt ggt atg gcc ttc tgt gcc etc ate cac aag ttc ttc cct 1301 
Trp Ser Ser Gly Met Ala Phe Cys Ala Leu He His Lys Phe Phe Pro 
410 415 420 

gac gcc ttt gac tac gca gag ctg gat ccc gca aag cgc egg cac aac 1349 
Asp Ala Phe Asp Tyr Ala Glu Leu Asp Pro Ala Lys Arg Arg His Asn 
425 430 435 

ttc ace ctg gcc ttc tec aca gca gag aaa ctg get gac tgt get cag 1397 
Phe Thr Leu Ala Phe Ser Thr Ala Glu Lys Leu Ala Asp Cys Ala Gin 
440 445 450 

ctg ctg gac gtg gat gac atg gtg egg ttg get gtg ccc gac tec aag 1445 
Leu Leu Asp Val Asp Asp Met Val Arg Leu Ala Val Pro Asp Ser Lys 
455 460 465 470 

tgc gtc tac aca tac ate cag gaa ctg tac cgc age ctt gtg cag aaa 1493 
Cys Val Tyr Thr Tyr He Gin Glu Leu Tyr Arg Ser Leu Val Gin Lys 
475 480 485 

gga ctg gtg aag ace aag aag aag tga ggagg tgactggctc tgtgggcaga 1545 
Gly Leu Val Lys Thr Lys Lys Lys * 
490 495 



gatgggcagg 


gtgcccagct 


cagcagccac 


ggcccggggg 


ttcccttctg 


ctccatggag 


1605 


gcaccagagc 


caggggctta 


ggcaagggtg 


tgtggcgttg 


gttttaactg 


cattaaaagt 


1665 


acttttgtaa 


aatcctgtct 


ggccccctca 


gtgctctctc 


ccatacttgg 


ncccaggaac 


1725 


ctctgcactc 


tgggataata 


aactctggcc 


cataggggat 


tcctcacctg 


ctgaggtctc 


1785 


aataactgcg 


caaggtgttt 


gggaaaggac 


aatggcctgg 


tcccaccact 


aaccagctgt 


1845 


gtgacacata 


cagttaacct 


ctctgggccc 


cagtttacag 


tctgaaaggg 


gataatgaga 


1905 


gttccaacct 


tatgaaggtg 


ttgcaagagt 


taaacgagat 


aatgaaatgg 


gcaaaaagct 


1965 


ttgcccagtc 


ctgccactca 


agtgttcagt 


aagtggtcgc 


caaaaataaa 


aaa 


2018 



<210> 282 
<211> 706 
<212> DNA 
<213> Homo sapiens 
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<220> 
<221> CDS 
<222> (39) 



- (377) 



<400> 282 

cgcctccccg ctgaccccgc gatctgaggc tgtcagag atg act ctg gtt ctg 53 

Met Thr Leu Val Leu 
1 5 

tec atg aat aga ttc tgc gag ccc att gtc teg gaa gga get get gaa 101 
Ser Met Asn Arg Phe Cys Glu Pro lie Val Ser Glu Gly Ala Ala Glu 
10 15 20 

att get ggg tac caa aca eta tgg gag get gac age tac gga ggc cca 149 
lie Ala Gly Tyr Gin Thr Leu Trp Glu Ala Asp Ser Tyr Gly Gly Pro 
25 30 35 

age ccc cca ggg cca gca caa get cct ttg cag gga gac egg gga get 197 
Ser Pro Pro Gly Pro Ala Gin Ala Pro Leu Gin Gly Asp Arg Gly Ala 
40 45 50 

ggt ccc cca ctg gca get cca ctt ggt gac ttc ctt tct gtg tat cag 245 
Gly Pro Pro Leu Ala Ala Pro Leu Gly Asp Phe Leu Ser Val Tyr Gin 
55 60 65 

gag cag age aga gga caa ctt gta gaa gac atg acc att aag aga cat 293 
Glu Gin Ser Arg Gly Gin Leu Val Glu Asp Met Thr lie Lys Arg His 
70 75 80 85 

caa ctt cgc aac aaa tat aag aca agg ata caa gga ttc eta tgt gat 341 
Gin Leu Arg Asn Lys Tyr Lys Thr Arg lie Gin Gly Phe Leu Cys Asp 
90 95 100 

gca get agg ttt tta tat cct tct aac aaa tgg tga gcag gagacttttt 391 
Ala Ala Arg Phe Leu Tyr Pro Ser Asn Lys Trp * 
105 110 

tggaaataat tagttgtgaa attccatttt tctgacagcc ccttaaattt gaagttattt 451 

catttgtagt taaggttatc acatccctgc caattttact agattttttc agagacaagc 511 

attcagcatg gcattagtaa tgatggttta aactaggtgc agaactgtcc catgaagaga 571 

agaatgatat cagtatttaa ataataaaag aagagacaat gtatggttta tagtgattca 631 

ttttaagatt gctgtatttt gattttgtgg tttaaaataa atgcattaag gatcttttaa 691 

gttaaaaaaa aaaaa 706 



<210> 283 
<211> 758 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (539) . . (697) 

<400> 283 

agattatgtg tcatcatttc ttgcttctta gacatagtgc gtataagaac agtggaaatc 60 

aaagtagaaa atttcacact aggatgaaca tactgtattc tctactaggt agcgaagctg 12 0 

agtagctgac ctgtgatatc attaggagtt gagctgaaac tacttaaaac tgctctagcc 180 

ccaacccagc tcaactccta atgatatcac aggtcagcta ctcagcttcg ctacctagta 240 

gagaatacag tatgttcatc ctagtgtgaa attttctact ttgatttcca ctgttcttat 300 

acgcattatg tctaagaagc aagaaatgat gacacataat ctaaagaaga aacaatcgat 360 

agaaaaagac cttatggatc acccaagtgt tggaatttag acaaagactt taaaattcca 420 

tgaaaaattt tctttatgtt aaagaaaaac gagaggcaga atgattgaga gaatagaaaa 480 

tttgagcaga gaaaaaaagt aacaaaatag aaaatctaga actgaaaata tatccgaa 538 
atg aat aaa ttg ttt tat ttg tta ttt att ttt gta gaa aca gga tct 586 
Met Asn Lys Leu Phe Tyr Leu Leu Phe lie Phe Val Glu Thr Gly Ser 
15 10 15 

cat ggt gtt gcc cag gtt ggt ctt gaa etc ctg age tea aga gat cct 634 
His Gly Val Ala Gin Val Gly Leu Glu Leu Leu Ser Ser Arg Asp Pro 
20 25 30 

cct gcc tct gcc tec caa get get ggg att aca ggc atg aac cac tgt 682 
Pro Ala Ser Ala Ser Gin Ala Ala Gly lie Thr Gly Met Asn His Cys 
35 40 45 

gcc cag ctg aaa tga ataaattgga taggcttaac aaaatggata caacaaaatg 737 
Ala Gin Leu Lys * 
50 

gatacaacag aaaaaaaaaa a 7 58 



<210> 284 

<211> 1482 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (939) . . (1475) 
<400> 284 

ccagcctgcc ctcttagtcc ctgacagctg cagtgacagc atctgtgatt gcaaagcatg 60 
acaatttata tctctcattt catcacacca tctatcagca gacagtcagg ctttaaaaat 120 
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caatcccaca ctgactcagt ccccagcaga gatggcctct gacaacagta tccacactgc 180 

aggctggaca agggccctat taattttgag actcagccaa atttccttct gaccctaagc 240 

tggtgaatcc ctgctccttt gctttggttg gggttggtgt gagctaaggc tgtgatccca 300 

tttgctccta tggcctccag gtggcctggg cctccatgaa tgggccacat ggtcatactg 360 

aatgcttgat tacactcaga cctagcagtc gtctgggcgc agctggttta tggatcactt 420 

tgtcacaatg ttccatcctt ccaggtcccc atccccgcgg tgggaaaaca ttgctttagg 480 

cagtgctaga ggacttcagc aggcattggc agcttctgga ttcaggatta gaacaaagaa 540 

ggaggagtca cagcaaagat aggaacagaa ggcagagaga acagacagat gggggtgttt 600 

gagaaggagg gcctttgaga cctcagggag tgggagacac tggctcgaga ataataataa 660 

tggcaatttc tctcatctgt gttttcaggg catggactgg aactcccaat acccctgaca 72 0 

tgggctgagt caacgtggtc atgaacatgt gacaggaggc agcagaagtt gcagagaaga 780 

gtgaggcacg tttgaaaaag gctgaaaaat gtttctgtcc aggcaagggt gtgtgctgaa 840 

tgactcaagg attttttggt gcattgaatg aacagcggga cattggacac ctgctgatcc 900 

atcaccccgg gcccgggcag gcccgtggat gaagagag atg gag aag acc agg 953 

Met Glu Lys Thr Arg 
1 5 

cat gag act gtg gag aag cca cac cac cag aaa ccc ctg ccc cat gcg 1001 
His Glu Thr Val Glu Lys Pro His His Gin Lys Pro Leu Pro His Ala 
10 15 20 

ccg tec age cca cac ctg tgg atg cac ggg gga ttg cag gca ggg etc 1049 
Pro Ser Ser Pro His Leu Trp Met His Gly Gly Leu Gin Ala Gly Leu 
25 30 35 

cca ccg tgg act cag gaa cag gca ggg aag ctg ctg cct cac cag gcg 1097 
Pro Pro Trp Thr Gin Glu Gin Ala Gly Lys Leu Leu Pro His Gin Ala 
40 45 50 

aag ggg cca gga ggg gga ggc gga gag gec cgt eta gee cct gcg get 1145 
Lys Gly Pro Gly Gly Gly Gly Gly Glu Ala Arg Leu Ala Pro Ala Ala 
55 60 65 

gtc acc gtg gtg cct cct cac tgg cca gtg egg teg cgc etc age ttc 1193 
Val Thr Val Val Pro Pro His Trp Pro Val Arg Ser Arg Leu Ser Phe 
70 75 80 85 

gtt aat agg gga ggg ggc eta aga gtt ttc acg tec agg etc ggg cag 1241 
Val Asn Arg Gly Gly Gly Leu Arg Val Phe Thr Ser Arg Leu Gly Gin 
90 95 100 

tgg gga ggc agg cag gag tgg ccg ctg gtt ttt cag acc tec cag gga 1289 
Trp Gly Gly Arg Gin Glu Trp Pro Leu Val Phe Gin Thr Ser Gin Gly 
105 110 115 
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ggc cga gga aat ggc ccg tec tgg agt ggg cgt ggt tct gtc ttc aga 1337 
Gly Arg Gly Asn Gly Pro Ser Trp Ser Gly Arg Gly Ser Val Phe Arg 
120 125 130 



tgg atg ctg gag ggt tgg get gcg tgg 
Trp Met Leu Glu Gly Trp Ala Ala Trp 
135 140 

ccg gag gat gcg ctg tec ggg get gca 
Pro Glu Asp Ala Leu Ser Gly Ala Ala 
150 155 

atg ctt gtt att ttt ttt ttt ctt etc 
Met Leu Val lie Phe Phe Phe Leu Leu 
170 



gac cct ggg ccc tgc tgc ttc 1385 
Asp Pro Gly Pro Cys Cys Phe 
145 

cag gtt ggc tgt gtt ttt tgg 1433 
Gin Val Gly Cys Val Phe Trp 
160 165 

ttc act ctg tea tga aactggc 1482 

Phe Thr Leu Ser * 

175 



<210> 285 

<211> 3504 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (392) . . (1120) 
<400> 285 

caatgttaag teattgeett gtggggatac gectacagat aggtcagact aaatgttgtt 60 

ccttttgact taggagctga agttgccctc ctataaaggc cagtcccctc agttaagtct 120 

cagaeggtat tttgecgact tgattgecat tgtgagcaat cgcttcacac tctgcccttc 180 

tgcccgccat ettgetgtet atttactgga cctgtttatg gaeegctatg acatctctat 240 

ccagcagctg catttagttg cgctttcctg cctgcttcta gcaagtaaat ttgaagaaaa 300 

agaagacagt gtgectaage tggagcagct caacagcctg ggttgtatga ctaatatgaa 360 

tctagtatta acaaaacaaa atttgetaca t atg gaa eta tta tta tta gaa 412 

Met Glu Leu Leu Leu Leu Glu 
1 5 

ace ttt cag tgg aac etc tgc ctt cca aca gee gee cat ttc att gag 460 
Thr Phe Gin Trp Asn Leu Cys Leu Pro Thr Ala Ala His Phe lie Glu 
10 15 20 

tat tat etc tct gaa gca gta cac gaa aca gat ctt cat gac ggc tgg 508 
Tyr Tyr Leu Ser Glu Ala Val His Glu Thr Asp Leu His Asp Gly Trp 
25 30 35 

cca atg att tgc ttg gaa aag act aaa etc tac atg gee aaa tat gca 556 
Pro Met lie Cys Leu Glu Lys Thr Lys Leu Tyr Met Ala Lys Tyr Ala 
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40 



45 



50 



55 



gat tac ttc ctg gaa gta tct ttg caa get get gca tgt gtg get tct 604 

Asp Tyr Phe Leu Glu Val Ser Leu Gin Ala Ala Ala Cys Val Ala Ser 

60 65 70 

teg agg att ata ctt cgt ctt tct cca acg tgg cct aca aga eta cat 652 

Ser Arg He He Leu Arg Leu Ser Pro Thr Trp Pro Thr Arg Leu His 
75 80 85 

cgt ctt act gee tac tct tgg gat ttc tta gtg cag tgt att gaa cga 700 

Arg Leu Thr Ala Tyr Ser Trp Asp Phe Leu Val Gin Cys He Glu Arg 

90 95 100 



ctg ttg ate get cat gat aat gat gtg aaa gaa gca aac aaa cag aga 
Leu Leu He Ala His Asp Asn Asp Val Lys Glu Ala Asn Lys Gin Arg 
105 110 115 
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ggg caa gca gga cct cag tea gcg caa eta agt gta ttc cag aca gee 796 

Gly Gin Ala Gly Pro Gin Ser Ala Gin Leu Ser Val Phe Gin Thr Ala 
120 125 130 135 

tec cag cca tea egg cca gtt cac ttt cag caa cct cag tat etc cat 844 

Ser Gin Pro Ser Arg Pro Val His Phe Gin Gin Pro Gin Tyr Leu His 
140 145 150 

cag aca cat cag ace tea ctg cag tat cgc cat cct acg tea gaa caa 892 

Gin Thr His Gin Thr Ser Leu Gin Tyr Arg His Pro Thr Ser Glu Gin 
155 160 165 

cca age tgt cag cag att gta teg acc aca cac ace tea tct tac aca 940 

Pro Ser Cys Gin Gin He Val Ser Thr Thr His Thr Ser Ser Tyr Thr 

170 175 180 

eta cag aca tgt cct get ggc ttc caa act agt gtt cag ggc ctt ggg 988 

Leu Gin Thr Cys Pro Ala Gly Phe Gin Thr Ser Val Gin Gly Leu Gly 

185 190 195 

cac atg cag act ggt gtt ggg atg tea ctg gca ata cca gta gaa gtt 1036 

His Met Gin Thr Gly Val Gly Met Ser Leu Ala He Pro Val Glu Val 
200 205 210 215 

aag ccc tgt ctg agt gtt tct tac aac egg agt tat cag ata aat gaa 1084 

Lys Pro Cys Leu Ser Val Ser Tyr Asn Arg Ser Tyr Gin He Asn Glu 
220 225 230 

cat tac cct tgt att act cca tgt ttt gaa agg tga ttat ttgtgaagct 1134 

His Tyr Pro Cys He Thr Pro Cys Phe Glu Arg * 
235 240 

gataaccgac ccagactgct ttgtgacatg aagctatggg taagcgtttt gtaaacttct 1194 

gttcaaaagg aaagggatct aaatgacatc agaactcttc aggtaccagc accaggaaga 1254 

ctgaatatcc tttttaatgc accatgaatc ctgggagact aagcaaatta acagtatgtc 1314 

aaattctgtt acaacaaatc cctgtatgac aaaaatgttc aagtcctggc tgatggtcca 1374 
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aatatttcaa aaatattcag tacaacagaa 
agatttgacc tgtggtagca tctgggccta 
ttatctcatc tatggacttg ccaaacagtc 
ttgaaaaggt tttttttatt ctgcaatttt 
taagtttaaa ctcatgaatt gttatgctat 
atgattctat ataacttcgt ctcacaaata 
taagggtgga gaagatctta ttttttaaat 
gtgatcaaca tcaaattttt agaattaaaa 
ggaaacactt aactgtaatg caacatgcct 
aacataggtt aaaatacgct tgctagggtg 
gaatgaagtg gtagttcctg tgattcataa 
aatccatgat ttatactcag aatcgacatt 
ctgtaagagg tcagtgctag aataaagtcc 
agggtagttc tcaggttgtg ctagagcagc 
gcaacctttg aatccagctc tagtcagtct 
tcagtagcta ctttcattgg attgacccta 
tattaactgc aaacagcaat aattgtcatt 
ttggaggaat aaccttaaaa agttaaaaag 
tgtgctcctt tctgggggaa gaaagatttg 
gtaaggtgtg tctttttgtt ttttttaaga 
gcagatacgt gactgccaca atatgcatcg 
tatgcagcag gagtctcagt aatcaagcca 
acacagtgat ggactgatcc agatggctcc 
cagtatcaat gcttagagaa atatcctttc 
gtacataggg catgatgtgg atttattagt 
aagaacactc actcatggca gtttttaagc 
ttttcctttt taaagaaggc tgctaattgg 
gaattatttg ggggaaagta ggctcaaaag 



aatttggaca gacttcaatt tgccattttg 1434 

atgttggctt ctaagtcaaa gactaaatgt 1494 

ttttatgaag gaaagttaca gtattaattt 1554 

ttatttttgt tctacacatg aatttttgac 1614 

accaatctgc agtaaaaaaa atttttttag 1674 

gtgtaggtat ctgggtttat atactaaaat 1734 

catggtcata atttttcttt ttttccctaa 1794 

tacatttaac tcagggaatt tgtactactt 1854 

tgggaatgtt atagtgtgaa ctacctttat 1914 

tgttttcaaa tgagaacata atatagctca 1974 

tacatatgta ggttttgcat atctcagtgc 2034 

cttaaaaagt tatttcaagg gatggcataa 2 094 

tgtaggttta ttttggaagg gactgtggcc 2154 

actttgttat gtggaagaca ggttttttaa 2214 

aagcaggcaa aggtaactga tgactaaatt 2274 

caactgccct gggacatttc actgtaccag 2334 

acagcaaggg cagtttgggg gtaaagcatt 2394 

tcattgtaat aactgataaa ctgtatacat 2454 

gtggagggaa gctttctggt ttaaaaatta 2514 

tagcacttga atagaaggga aaactgcatg 2574 

aagacaaact tactataaag atgttgtggg 2634 

atggcctttg tcaggaaggg aaggggctca 2 694 

cggggatgaa tgtgggtggg tagcttctgt 2754 

cttaaaaaga aaataacttt tatatttaga 2814 

ctggtagata aaatgaaaaa ccactcaggt 2874 

atgaaaattg ttttctgaaa gtatcatcac 2934 

attttggtag ttcttacctc aagaaaactt 2994 

agaatatatc tttcacattc acattcagaa 3054 



608 



cccagcaacc 
agatattggg 
cttgtcaaat 
tttaaaaaag 
ggattaataa 
gggtgggatg 
atacaactca 
ttaatttatt 



tggagtccaa 
atagagatcc 
acttttattg 
cttattaata 
tcttttggga 
gggtggttgg 
caactgctag 
gattagtctt 



ttttcagtat 
caacttgaaa 
attggtttat 
acactttccc 
gggtagaata 
agaaccagaa 
ctttgggggg 
taaagtaggc 



tttaactacc 
caacagccag 
atgccattct 
aatttatatt 
aaataattga 
ctatttttaa 
tgggggaaca 



tcaataatgc 
tgcctgtggt 
tgttatagaa 
ttaaaaagct 
ttactattgc 
aacattaggt 
ttgtttgggt 



tatgaatgta 
aacttaatgt 
gaatatgcct 
aaagaacact 
tgcatacccg 
ttcaatataa 
tttgttttgt 



<210> 286 
<211> 650 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (217) . . (510) 

<400> 286 

ccacaccacc atgcccagtc ataccagcat ctgaagcaac aatataaaaa tcactgtggt 

ttctgggggt aacaccagca aaactgtgta gaagatgtcc tgaggccacc gcctcccagg 

gaagagccca ggtccctgcc ccagttctac cacagctctc atgcccacag ccctgtctgt 

ctggacacat tactaggcac agactgctga cagggg atg tec tgg gcg gtt gac 

Met Ser Trp Ala Val Asp 
1 5 

ctg cct gtg tgt caa agg aca cct cac tgc agg gtc caa gac aga gtg 
Leu Pro Val Cys Gin Arg Thr Pro His Cys Arg Val Gin Asp Arg Val 
10 15 20 

etc cac tgt ggc ttc ctg gga age ccg ctg gtg gga get cct ggg age 
Leu His Cys Gly Phe Leu Gly Ser Pro Leu Val Gly Ala Pro Gly Ser 
25 30 35 

agg aga cag ctg tgc tct ccc cac tec tec etc egg cct cag cac cca 
Arg Arg Gin Leu Cys Ser Pro His Ser Ser Leu Arg Pro Gin His Pro 
40 45 50 

cag gtg gee tct get etc ttg gag gcg aag ctg etc ccc tct cct cca 
Gin Val Ala Ser Ala Leu Leu Glu Ala Lys Leu Leu Pro Ser Pro Pro 
55 60 65 70 

ace tea ttc tct gee tgc ttc ate egg ccc cac aca cac ace ggt aat 
Thr Ser Phe Ser Ala Cys Phe lie Arg Pro His Thr His Thr Gly Asn 



609 



75 



80 



85 



ctg tgt tec ttt ctg cca tta ate etc etc atg taa atat tcccaatact 524 
Leu Cys Ser Phe Leu Pro Leu lie Leu Leu Met * 
90 95 

ctttcagtcc ccaaagccat aggcccacat ctgcttgtgg atcagaaaca tgctggcaga 584 

gcgcggtggg actgctgccc cctggccctt aggagtgggg tetggggege cctcagaaca 644 

acgaca 650 



<210> 287 

<211> 1619 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (120) . . (1619) 



<400> 287 

gcggcctcct tgcccgggct tggggcgccg cgctggggaa ageeggggge ccggacacat 



60 



tggcgtgaga cctgggagta cgttgtgcca aatcattgee acttgccaca tgagtgtaa 
atg atg gcg gat gec aag tat gtc etc tgc cga tgg gaa aag cga tta 
Met Met Ala Asp Ala Lys Tyr Val Leu Cys Arg Trp Glu Lys Arg Leu 
15 10 15 



119 
167 



tgg cct gcg aag gtt ttg gee cga acc gcg act tea aca aaa aat aag 
Trp Pro Ala Lys Val Leu Ala Arg Thr Ala Thr Ser Thr Lys Asn Lys 
20 25 30 



215 



aga aga aag gaa tat ttt eta get gtg caa ate etc tec eta gag gaa 
Arg Arg Lys Glu Tyr Phe Leu Ala Val Gin lie Leu Ser Leu Glu Glu 
35 40 45 



263 



aaa att aag gtg aaa age act gaa gtt gag ate eta gag aag tct caa 
Lys lie Lys Val Lys Ser Thr Glu Val Glu lie Leu Glu Lys Ser Gin 
50 55 60 



311 



att gaa gee att get tec teg tta gee tea cag aat gag gtt cct gcg 
lie Glu Ala lie Ala Ser Ser Leu Ala Ser Gin Asn Glu Val Pro Ala 
65 70 75 80 



359 



gca ccc ctg gaa gaa ctg gee tac aga egg teg ctt cgc gtg get ctg 
Ala Pro Leu Glu Glu Leu Ala Tyr Arg Arg Ser Leu Arg Val Ala Leu 
85 90 95 



407 



gac gtt ctg age gag ggc teg att tgg agt caa gaa age tct gca ggg 
Asp Val Leu Ser Glu Gly Ser lie Trp Ser Gin Glu Ser Ser Ala Gly 
100 105 110 



455 



aca ggt aga get gac egg tct ctg cga ggg aag ccc atg gag cat gtc 



503 



610 



Thr Gly Arg Ala Asp Arg Ser Leu Arg Gly Lys Pro Met Glu His Val 

115 120 125 

tec teg ccc tgt gat teg aac tec tea tct ctt ccc cgc gga gac gtg 551 

Ser Ser Pro Cys Asp Ser Asn Ser Ser Ser Leu Pro Arg Gly Asp Val 
130 135 140 

ttg ggc agt tec aga cct cac agg agg agg cca tgt gtg caa caa age 599 

Leu Gly Ser Ser Arg Pro His Arg Arg Arg Pro Cys Val Gin Gin Ser 
145 150 155 160 



ctg tea agt teg ttc act tgt gaa aag gac ccc gag tgc aaa gtg gac 
Leu Ser Ser Ser Phe Thr Cys Glu Lys Asp Pro Glu Cys Lys Val Asp 
165 170 175 



647 



cac aag aag ggg etc agg aaa agt gaa aac cca aga ggc ccg ttg gtc 695 
His Lys Lys Gly Leu Arg Lys Ser Glu Asn Pro Arg Gly Pro Leu Val 
180 185 190 

etc cca get gga ggt ggt gec caa gat gag agt ggg tec aga ate cac 743 
Leu Pro Ala Gly Gly Gly Ala Gin Asp Glu Ser Gly Ser Arg He His 
195 200 205 

cac aaa aat tgg act ctt gca agt aag agg gga aga aac tea gcg cag 791 
His Lys Asn Trp Thr Leu Ala Ser Lys Arg Gly Arg Asn Ser Ala Gin 
210 215 220 

aag get age ttg tgc ctg aat gga tct tec ctt tea gag gac gac acg 839 
Lys Ala Ser Leu Cys Leu Asn Gly Ser Ser Leu Ser Glu Asp Asp Thr 
225 230 235 240 

gag aga gac atg ggg age aaa gga ggc age tgg gca gec ccg tec ttg 887 
Glu Arg Asp Met Gly Ser Lys Gly Gly Ser Trp Ala Ala Pro Ser Leu 
245 250 ' 255 

ccc tec ggg gtc agg gag gac gat ccc tgt gec aac get gag gga cac 935 
Pro Ser Gly Val Arg Glu Asp Asp Pro Cys Ala Asn Ala Glu Gly His 
260 265 270 

gac ccc ggt ctg ccg ttg ggc age etc act gcg ccc cca gec cct gag 983 
Asp Pro Gly Leu Pro Leu Gly Ser Leu Thr Ala Pro Pro Ala Pro Glu 
275 280 285 

ccc teg gec tgc tea gag cct gga gaa tgc cct gcg aaa aag agg ccg 1031 
Pro Ser Ala Cys Ser Glu Pro Gly Glu Cys Pro Ala Lys Lys Arg Pro 
290 295 300 

cgc ctg gat ggc age caa agg ccg cct gec gtg cag ctg gag ccc atg 1079 
Arg Leu Asp Gly Ser Gin Arg Pro Pro Ala Val Gin Leu Glu Pro Met 
305 310 315 320 

gca gca ggg gec gca cca tec ccc ggg ccg ggg cca ggg ccc aga gag 1127 
Ala Ala Gly Ala Ala Pro Ser Pro Gly Pro Gly Pro Gly Pro Arg Glu 
325 330 335 

tct gtg acc ccg cgc age acc gec agg ctg ggc ccg cct ccc tec cac 1175 
Ser Val Thr Pro Arg Ser Thr Ala Arg Leu Gly Pro Pro Pro Ser His 



611 



340 



345 



350 



gcc tct gcg gat gca acc aga tgt ctt cct tgc ccg gat tec cag aag 1223 
Ala Ser Ala Asp Ala Thr Arg Cys Leu Pro Cys Pro Asp Ser Gin Lys 
355 360 365 

ctg gag aaa gag tgc cag tct tec gaa gag tec atg ggg tct aat tec 1271 
Leu Glu Lys Glu Cys Gin Ser Ser Glu Glu Ser Met Gly Ser Asn Ser 
370 375 380 

atg cgt tct ate ctg gag gaa gac gag gaa gac gag gag cca cca aga 1319 
Met Arg Ser lie Leu Glu Glu Asp Glu Glu Asp Glu Glu Pro Pro Arg 
385 390 395 400 

gtc ctt tta tac cac gaa cca cgt teg ttt gaa gta gga atg eta gtc 1367 
Val Leu Leu Tyr His Glu Pro Arg Ser Phe Glu Val Gly Met Leu Val 
405 410 415 

tgg cat aaa cat aaa aaa tac ccc ttc tgg cca gca gtg gtc aaa age 1415 
Trp His Lys His Lys Lys Tyr Pro Phe Trp Pro Ala Val Val Lys Ser 
420 425 430 

gtc agg cag aga gat aag aaa gca agt gtg eta tac ate gaa gga cac 1463 
Val Arg Gin Arg Asp Lys Lys Ala Ser Val Leu Tyr lie Glu Gly His 
435 440 445 

atg aac ccg aaa atg aaa ggt ttc aca gtg tct ctt aaa agt tta aag 1511 
Met Asn Pro Lys Met Lys Gly Phe Thr Val Ser Leu Lys Ser Leu Lys 
450 455 460 

cac ttt gat tgt aaa gag aaa cag acg ctt ctg aat caa gcc agg gag 1559 
His Phe Asp Cys Lys Glu Lys Gin Thr Leu Leu Asn Gin Ala Arg Glu 
465 470 475 480 

gac ttc aac cag gac ate ggc tgg tgt get ccc tea tea ccg act aca 1607 
Asp Phe Asn Gin Asp lie Gly Trp Cys Ala Pro Ser Ser Pro Thr Thr 
485 490 495 

ggg tec ggt tag 1619 
Gly Ser Gly * 
500 



<210> 288 

<211> 713 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (202) . . (435) 

<400> 288 

gattatcaga ataatattta ttgatatget cggtgctacc ttgttaattc tgcatgacat 60 



612 



ggtctccatg gctgaggtat ttagggtggg accagccggg tgccggccgg ggctcccaca 



120 



ggaagccatg tggcctcagc cgcggcgggg ggcccgggtg ggggacgtgg ttattgcgtt 180 

gggccccttc actcctcata c atg ggc cac gcg ctg gcg tgc act cac gca 231 

Met Gly His Ala Leu Ala Cys Thr His Ala 
15 10 

etc gec cgc ctg etc aca etc aca cac tec cac tea age tgg cac cac 279 
Leu Ala Arg Leu Leu Thr Leu Thr His Ser His Ser Ser Trp His His 
15 20 25 

ace etc tgt gca cac gca cac acg tgc aca etc gta cat aca cac ccg 327 
Thr Leu Cys Ala His Ala His Thr Cys Thr Leu Val His Thr His Pro 
30 35 40 

etc get cac get cac etc tgc tea tgc ccg ttc aca cac aca cca tec 375 
Leu Ala His Ala His Leu Cys Ser Cys Pro Phe Thr His Thr Pro Ser 
45 50 55 

tgc ttt aaa ccc ate ctg tct cct gat gat aaa tat get tgt teg gta 423 
Cys Phe Lys Pro lie Leu Ser Pro Asp Asp Lys Tyr Ala Cys Ser Val 
60 65 70 

cag cag tct tag taa aataaaatgt ctgtcaggcg acaaggagaa agtgcacgtt 478 
Gin Gin Ser * 
75 

gacctttgac ccgagggtgg acctcggtcc ctcccacccg agggcatcag gtccctgcag 538 

ggggtgaccc ctgagcatgt gaccccatgg gcgtggccac cccactggtg ggactggccc 598 

caccttcctc ttccctggct ctgggctggg ggagctgggc tgggggagtt gggctgtctc 658 

gccacagccc ggggccagga tgaaaeggae taaaaaaata aactcttcac ctcag 713 



<210> 289 
<211> 975 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (393) . . (935) 

<400> 289 

aaatctcgtg tctttgtctc getgeagegg gtgetgeagg tttggccttc acttttctgc 60 

gtcctcttac tcctagaggc ccagcctctg tggcgctgtg atctggttat egggagatte 120 

acagctaaga cgccaggatc ccccggaagc etagaaatge tctgtgttct cgttttgccc 180 

aagacctttg gctagagcag aacataaaag attctttcca aaaagtgaca ctgagcagat 240 



613 



atggaaaata tggacataag aatttacagt taagaaaagg ctgtaaaagt gtggatgagt 300 



gtaagggaca ccaaggaggt tataatggac ttaaccaatg tttgaaaatt accacaagca 360 

aaatatttca atgtaataaa tatgtaaaag tc atg cat aaa ttt tea aat tea 413 

Met His Lys Phe Ser Asn Ser 
1 5 

aat aga cac aag ata aga cat act gaa aat aaa cat ttc aga tgt aaa 461 
Asn Arg His Lys lie Arg His Thr Glu Asn Lys His Phe Arg Cys Lys 
10 15 20 

gaa tgt gac aaa tea ctt tgc atg ctt tea cgc eta act caa cat aaa 509 
Glu Cys Asp Lys Ser Leu Cys Met Leu Ser Arg Leu Thr Gin His Lys 
25 30 35 

aaa att cat act aga gag aat ttc tac aaa tgt gaa gag tgt gga aaa 557 
Lys lie His Thr Arg Glu Asn Phe Tyr Lys Cys Glu Glu Cys Gly Lys 
40 45 50 55 

acc ttt aac tgg tec aca aac ctt tct aaa cct aag aaa att cat act 605 
Thr Phe Asn Trp Ser Thr Asn Leu Ser Lys Pro Lys Lys lie His Thr 
60 65 70 

gga gaa aaa ccc tac aaa tgt gaa gta tgt gga aaa gee ttt cac caa 653 
Gly Glu Lys Pro Tyr Lys Cys Glu Val Cys Gly Lys Ala Phe His Gin 
75 80 85 

tec tea ate ctt act aaa cat aag ata att cgt act gga gaa aaa ccc 701 
Ser Ser lie Leu Thr Lys His Lys lie lie Arg Thr Gly Glu Lys Pro 
90 95 100 

tat aaa tgt gca cac tgt ggc aaa gee ttt aaa cag tec tea cac ctt 749 
Tyr Lys Cys Ala His Cys Gly Lys Ala Phe Lys Gin Ser Ser His Leu 
105 110 115 

act aga cat aag ata att cat act gaa gag aaa ccc tac aaa tgt gaa 797 
Thr Arg His Lys lie lie His Thr Glu Glu Lys Pro Tyr Lys Cys Glu 
120 125 130 135 

caa tgt ggc aag gtc ttt aag cag tec cca acc ctt act aaa cat cag 845 
Gin Cys Gly Lys Val Phe Lys Gin Ser Pro Thr Leu Thr Lys His Gin 
140 , 145 150 

ata att tat act gga ggt cga cgc gac cgc gaa ttc gga tec teg aga 893 
lie lie Tyr Thr Gly Gly Arg Arg Asp Arg Glu Phe Gly Ser Ser Arg 
155 160 165 

gat etc ttt ttt tgg gtt tgg tgg ggt ate ttc gtc atg taa tagggcg 942 
Asp Leu Phe Phe Trp Val Trp Trp Gly lie Phe Val Met * 
170 175 180 

ttctatcatc gecttcaagg ggggggggcg ggg 975 



614 



<210> 290 

<211> 1336 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (126) . . (1091) 
<400> 290 

gcacgagggg cgcagagagg agtgtaaact ctagcggggc tagagcaaac attggattag 60 

cggcagcagc ctgccagcct gcccgaggag tgctgggacc agcgcgctgc acgccgactg 120 

gcacg atg gcc teg tct cag ggg aaa aac gag ctg aaa tta gec gac 167 
Met Ala Ser Ser Gin Gly Lys Asn Glu Leu Lys Leu Ala Asp 
15 10 

tgg atg gca act ctg ccg gag age atg cac age ate ccc etc ace aat 215 
Trp Met Ala Thr Leu Pro Glu Ser Met His Ser lie Pro Leu Thr Asn 
15 20 25 30 

tta gcc att cca ggg tct cat gat tec ttc age ttc tac att gat gaa 263 
Leu Ala lie Pro Gly Ser His Asp Ser Phe Ser Phe Tyr lie Asp Glu 
35 40 45 

gcc tct cca gta ggt cct gag cag cca gaa act gtc cag aat ttt gtc 311 
Ala Ser Pro Val Gly Pro Glu Gin Pro Glu Thr Val Gin Asn Phe Val 
50 55 60 

tct gtg ttt gga act gtg gcc aaa aag etc atg egg aaa tgg tta gcc 359 
Ser Val Phe Gly Thr Val Ala Lys Lys Leu Met Arg Lys Trp Leu Ala 
65 70 75 

act cag aca atg aat ttt act ggc cag eta gga get gga att cgt tat 407 
Thr Gin Thr Met Asn Phe Thr Gly Gin Leu Gly Ala Gly lie Arg Tyr 
80 85 90 

ttt gat ctt cga att tec acc aag ccc aga gac ccc gac aat gaa etc 455 
Phe Asp Leu Arg lie Ser Thr Lys Pro Arg Asp Pro Asp Asn Glu Leu 
95 100 105 110 

tat ttt get cat ggt ttg ttc agt gcc aaa gtc aat gaa ggc ctt gag 503 
Tyr Phe Ala His Gly Leu Phe Ser Ala Lys Val Asn Glu Gly Leu Glu 
115 120 125 

gag ate aat gca ttc etc aca gat cac cat aag gag gta gtg ttc ttg 551 
Glu lie Asn Ala Phe Leu Thr Asp His His Lys Glu Val Val Phe Leu 
130 135 140 

gac ttc aac cac ttc tat ggg atg cag aaa tat cac cat gaa aaa ctg 599 
Asp Phe Asn His Phe Tyr Gly Met Gin Lys Tyr His His Glu Lys Leu 
145 150 155 

gtc caa atg ctg aaa gac ate tat gga aat aaa atg tgc cca gcg att 647 
Val Gin Met Leu Lys Asp lie Tyr Gly Asn Lys Met Cys Pro Ala lie 
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160 165 170 





ttt 


gcc 


cag 




Phe 


Ala 


Gin 




175 








ata 


ctg 


gtc 




Val 


Leu 


Val 




taa 


cct 


aaa 

y y y 






Pro 


Glv 






aaa 


ctg 




Glu 


Lys 


Leu 








225 




aag 


aaa 


teg 




Lys 


Gly 


Ser 






240 














act 


ata 
y *-y 


gtc 




Thr 


Val 


Val 




255 








ciy ci 


net 


ctt 


iH 


r\±. y 


rax d 


Leu 




aaa 
y a y 


agt 


aac 


: e=H: 


Glu 


Ser 


Gly 


' H~'i 


ttt 


ate 


age 




Phe 


He 


Ser 








305 




gcc 


aac 


act 




Ala 


Asn 


Thr 






320 





180 185 190 



195 200 205 



210 215 220 



230 235 



245 250 



260 265 270 



275 280 285 



290 295 300 



310 315 



695 



743 



791 



839 



887 



935 



983 



1031 



1079 



1134 



ttgtattagg gcatactatc tgtaaacact ctgatcttcc tattccactg agtctctgaa 1194 

gggaataggg ctggtagtgg gtgggaaaag gggaaaaact gtttcttcag tgattacaat 1254 

catactcttc attactataa atatttcatt tcccatttga tgagcaaaat ctacttctag 1314 

tgttaggaat aaaaaaaaaa aa 1336 



<210> 291 

<211> 3764 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (148) . . (3207) 
<400> 291 

caagtgttct tcttgagcaa tgaccttgac ctgtatgatg aagagaccga tttatccatt 60 

caatgtcgag ccctcaacat cgcagaggac ttgggccaga tccagtacat cttctccgat 120 

aagacgggga ccctgacaga gaacaag atg gtg ttc cga cgt tgc acc ate 171 

Met Val Phe Arg Arg Cys Thr lie 
1 5 

atg ggc age gag tat tct cac caa gaa aat get aag cga ctg gag acc 219 
Met Gly Ser Glu Tyr Ser His Gin Glu Asn Ala Lys Arg Leu Glu Thr 
10 15 20 

cca aag gag ctg gac tea gat ggt gaa gag tgg acc caa tac caa tgc 267 
Pro Lys Glu Leu Asp Ser Asp Gly Glu Glu Trp Thr Gin Tyr Gin Cys 
25 30 35 40 

ctg tec ttc teg get aga tgg gee cag gat cca gca act atg aga age 315 
Leu Ser Phe Ser Ala Arg Trp Ala Gin Asp Pro Ala Thr Met Arg Ser 
45 50 55 

caa aaa ggt get cag cct ctg agg agg age cag agt gec egg gtg ccc 363 
Gin Lys Gly Ala Gin Pro Leu Arg Arg Ser Gin Ser Ala Arg Val Pro 
60 65 70 

ate cag ggc cac tac egg caa agg tct atg ggg cac cgt gaa age tea 411 
lie Gin Gly His Tyr Arg Gin Arg Ser Met Gly His Arg Glu Ser Ser 
75 80 85 

cag cct cct gtg gee ttc age age tec ata gaa aaa gat gta act cca 459 
Gin Pro Pro Val Ala Phe Ser Ser Ser lie Glu Lys Asp Val Thr Pro 
90 95 100 

gat aaa aac eta ctg acc aag gtt cga gat get gee ctg tgg ttg gag 507 
Asp Lys Asn Leu Leu, Thr Lys Val Arg Asp Ala Ala Leu Trp Leu Glu 
105 110 115 120 

acc ttg tea gac age aga cct gec aag get tec etc tec acc acc tec 555 
Thr Leu Ser Asp Ser Arg Pro Ala Lys Ala Ser Leu Ser Thr Thr Ser 
125 130 135 

tec att get gat ttc ttc ctt gec tta acc ate tgc aac tct gtc atg 603 
Ser lie Ala Asp Phe Phe Leu Ala Leu Thr lie Cys Asn Ser Val Met 
140 145 150 

gtg tec aca acc acc gag ccc agg cag agg gtc acc ate aaa ccc tea 651 
Val Ser Thr Thr Thr Glu Pro Arg Gin Arg Val Thr lie Lys Pro Ser 
155 160 165 

age aag get ctg ggg acg tec ctg gag aag att cag cag etc ttc cag 699 
Ser Lys Ala Leu Gly Thr Ser Leu Glu Lys He Gin Gin Leu Phe Gin 
170 175 180 



617 



aag ttg aag eta ttg age etc age cag tea ttc tea tec act gca ccc 
Lys Leu Lys Leu Leu Ser Leu Ser Gin Ser Phe Ser Ser Thr Ala Pro 
185 190 195 200 



747 



tct gac aca gac etc ggg gag age tta ggg gec aac gtg gee ace aca 795 
Ser Asp Thr Asp Leu Gly Glu Ser Leu Gly Ala Asn Val Ala Thr Thr 
205 210 215 

gac teg gat gag aga gat gat gca tct gtg tgc agt gga ggt gac tec 843 
Asp Ser Asp Glu Arg Asp Asp Ala Ser Val Cys Ser Gly Gly Asp Ser 
220 225 230 



act gat gac ggt ggc tac agg age age atg tgg gac cag ggc gac ate 
Thr Asp Asp Gly Gly Tyr Arg Ser Ser Met Trp Asp Gin Gly Asp lie 
235 240 245 



891 



ctg gag tct ggg tea ggc act tec ttg gag gag gca ttg gag gee cca 939 
Leu Glu Ser Gly Ser Gly Thr Ser Leu Glu Glu Ala Leu Glu Ala Pro 
250 255 260 

gec aca gac ctg gee agg cct gag ttc tgt tac gag get gag age cct 987 
Ala Thr Asp Leu Ala Arg Pro Glu Phe Cys Tyr Glu Ala Glu Ser Pro 
265 270 275 280 

gat gag gec gec ctg gtg cac get gec cat gee tac age ttc aca eta 1035 
Asp Glu Ala Ala Leu Val His Ala Ala His Ala Tyr Ser Phe Thr Leu 
285 290 295 

gtg tec egg aca cct gag cag gtg act gtg cgc ctg ccc cag ggc acc 1083 
Val Ser Arg Thr Pro Glu Gin Val Thr Val Arg Leu Pro Gin Gly Thr 
300 305 310 

tgc etc acc ttc age etc etc tgc acc ctg ggc ttt gac tct gtc agg 1131 
Cys Leu Thr Phe Ser Leu Leu Cys Thr Leu Gly Phe Asp Ser Val Arg 
315 320 325 

aag aga atg tct gtg gtt gtg agg cac cca ctg act ggc gag att gtt 1179 
Lys Arg Met Ser Val Val Val Arg His Pro Leu Thr Gly Glu lie Val 
330 335 340 

gtc tac acc aag ggt get gac teg gtc ate atg gac ctg ctg gaa gac 1227 
Val Tyr Thr Lys Gly Ala Asp Ser Val lie Met Asp Leu Leu Glu Asp 
345 350 355 360 

cca gee tgc gta cct gac att aat atg gaa aag aag ctg aga aaa ate 127 5 

Pro Ala Cys Val Pro Asp lie Asn Met Glu Lys Lys Leu Arg Lys lie 
365 370 375 

cga gec egg acc caa aag cat eta gac ttg tat gca aga gat ggc ctg 1323 
Arg Ala Arg Thr Gin Lys His Leu Asp Leu Tyr Ala Arg Asp Gly Leu 
380 385 390 

cgc aca eta tgc att gee aag aag gtt gta age gaa gag gac ttc egg 1371 
Arg Thr Leu Cys lie Ala Lys Lys Val Val Ser Glu Glu Asp Phe Arg 
395 400 405 



618 



aga tgg gcc agt ttc egg cgt gag get gag gca tec etc gac aac cga 1419 
Arg Trp Ala Ser Phe Arg Arg Glu Ala Glu Ala Ser Leu Asp Asn Arg 
410 415 420 

gat gag ctt etc atg gaa act gca cag cat ctg gag aat caa etc ace 1467 
Asp Glu Leu Leu Met Glu Thr Ala Gin His Leu Glu Asn Gin Leu Thr 
425 430 435 440 

tta ctt gga gcc act ggg ate gaa gac egg ctg cag gaa gga gtt cca 1515 
Leu Leu Gly Ala Thr Gly lie Glu Asp Arg Leu Gin Glu Gly Val Pro 
445 450 455 

gat acg att gcc act ctg egg gag get ggg ate cag etc tgg gtc ctg 1563 
Asp Thr lie Ala Thr Leu Arg Glu Ala Gly lie Gin Leu Trp Val Leu 
460 465 470 

act gga gat aag cag gag aca gcg gtc aac att gcc cat tec tgc aga 1611 
Thr Gly Asp Lys Gin Glu Thr Ala Val Asn lie Ala His Ser Cys Arg 
475 480 485 

ctg tta aat cag acc gac act gtt tat ace ate aat aca gag aat cag 1659 
Leu Leu Asn Gin Thr Asp Thr Val Tyr Thr lie Asn Thr Glu Asn Gin 
490 495 500 

gag acc tgt gaa tec ate etc aat tgt gca ttg gaa gag eta aag caa 1707 
Glu Thr Cys Glu Ser lie Leu Asn Cys Ala Leu Glu Glu Leu Lys Gin 
505 510 515 520 

ttt cgt gaa eta cag aag cca gac cgc aag etc ttt gga ttc cgc tta 1755 
Phe Arg Glu Leu Gin Lys Pro Asp Arg Lys Leu Phe Gly Phe Arg Leu 
525 530 535 

cct tec aag aca cca tec ate acc tea gaa get gtg gtt cca gaa get 1803 
Pro Ser Lys Thr Pro Ser lie Thr Ser Glu Ala Val Val Pro Glu Ala 
540 545 550 

gga ttg gtc ate gat ggg aag aca ttg aat gcc ate ttc cag gga aag 1851 
Gly Leu Val lie Asp Gly Lys Thr Leu Asn Ala lie Phe Gin Gly Lys 
555 560 565 

eta gag aag aag ttt ctg gaa ttg acc cag tat tgt egg tec gtc ctg 1899 
Leu Glu Lys Lys Phe Leu Glu Leu Thr Gin Tyr Cys Arg Ser Val Leu 
570 575 580 

tgc tgc cgc tec acg cca etc cag aag agt atg ata gtc aag ctg gtg 1947 
Cys Cys Arg Ser Thr Pro Leu Gin Lys Ser Met lie Val Lys Leu Val 
585 590 595 600 

cga gac aag ttg cgc gtc atg acc ctt tec ata ggt gat gga gca aat 1995 
Arg Asp Lys Leu Arg Val Met Thr Leu Ser lie Gly Asp Gly Ala Asn 
605 610 615 

gat gta age atg att caa get get gat att gga att gga ata tct gga 2043 
Asp Val Ser Met lie Gin Ala Ala Asp lie Gly lie Gly lie Ser Gly 
620 625 630 

cag gaa ggc atg cag get gtc atg tec age gac ttt gcc ate acc cgc 2091 
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Gin Glu Gly Met Gin Ala Val Met Ser Ser Asp Phe Ala lie Thr Arg 
635 640 645 



ttt aag cat etc aag aag ttg ctg etc gtg cat ggc cac tgg tgt tac 2139 
Phe Lys His Leu Lys Lys Leu Leu Leu Val His Gly His Trp Cys Tyr 
650 655 660 

teg cgc ctg gee agg atg gtg gtg tac tac etc tac aag aac gtg tgc 2187 
Ser Arg Leu Ala Arg Met Val Val Tyr Tyr Leu Tyr Lys Asn Val Cys 
665 670 675 680 

tac gtc aac ctg etc ttc tgg tat cag ttc ttc tgt ggt ttc tec age 2235 
Tyr Val Asn Leu Leu Phe Trp Tyr Gin Phe Phe Cys Gly Phe Ser Ser 
685 690 695 

tec acc atg att gat tac tgg cag atg ata ttc ttc aat etc ttc ttt 2283 
Ser Thr Met lie Asp Tyr Trp Gin Met lie Phe Phe Asn Leu Phe Phe 
700 705 710 

acc tec ttg cct cct ctt gtc ttt gga gtc ctt gac aaa gac ate tct 2331 
Thr Ser Leu Pro Pro Leu Val Phe Gly Val Leu Asp Lys Asp lie Ser 
715 720 725 

gca gaa aca etc ctg gca ttg cct gag eta tac aag agt ggc cag aac 2379 
Ala Glu Thr Leu Leu Ala Leu Pro Glu Leu Tyr Lys Ser Gly Gin Asn 
730 735 740 

tct gag tgc tat aac ctg teg act ttc tgg att tct atg gtg gat gca 2427 
Ser Glu Cys Tyr Asn Leu Ser Thr Phe Trp lie Ser Met Val Asp Ala 
745 750 755 760 

ttc tac cag age etc ate tgt ttc ttt ate cct tac ctg gec tat aag 2475 
Phe Tyr Gin Ser Leu lie Cys Phe Phe lie Pro Tyr Leu Ala Tyr Lys 
765 770 775 

ggc tct gat ata gat gtc ttt acc ttt ggg aca cca ate aac acc ate 2523 
Gly Ser Asp lie Asp Val Phe Thr Phe Gly Thr Pro lie Asn Thr lie 
780 785 790 

tec etc acc aca ate ctt ttg cac cag gca atg gaa atg aag aca tgg 2571 
Ser Leu Thr Thr lie Leu Leu His Gin Ala Met Glu Met Lys Thr Trp 
795 800 805 

acc att ttc cac gga gtc gtg etc etc ggc age ttc ctg atg tac ttt 2619 
Thr lie Phe His Gly Val Val Leu Leu Gly Ser Phe Leu Met Tyr Phe 
810 815 820 

ctg gta tec etc ctg tac aat gee acc tgc gtc ate tgc aac age ccc 2667 
Leu Val Ser Leu Leu Tyr Asn Ala Thr Cys Val lie Cys Asn Ser Pro 
825 830 835 840 

acc aat ccc tat tgg gtg atg gaa ggc cag etc tea aac ccc act ttc 2715 
Thr Asn Pro Tyr Trp Val Met Glu Gly Gin Leu Ser Asn Pro Thr Phe 
845 850 855 

tac etc gtc tgc ttt etc aca cca gtt gtt get ctt etc cca aga tac 2763 
Tyr Leu Val Cys Phe Leu Thr Pro Val Val Ala Leu Leu Pro Arg Tyr 



620 



860 



865 



870 



ttt ttc ctg tct ctg caa gga act tgt ggg aag tct eta ate tea aaa 2811 
Phe Phe Leu Ser Leu Gin Gly Thr Cys Gly Lys Ser Leu lie Ser Lys 
875 880 885 

get cag aaa att gac aaa etc ccc cca gac aaa aga aac ctg gaa ate 2859 
Ala Gin Lys lie Asp Lys Leu Pro Pro Asp Lys Arg Asn Leu Glu lie 
890 895 900 

cag agt tgg aga age aga cag agg cct gcc cct gtc ccc gaa gtg get 2907 
Gin Ser Trp Arg Ser Arg Gin Arg Pro Ala Pro Val Pro Glu Val Ala 
905 910 915 920 

cga cca act cac cac cca gtg tea tct ate aca gga cag gac ttc agt 2955 
Arg Pro Thr His His Pro Val Ser Ser He Thr Gly Gin Asp Phe Ser 
925 930 935 

gcc age acc cca aag age tct aac cct ccc aag agg aag cat gtg gaa 3003 
Ala Ser Thr Pro Lys Ser Ser Asn Pro Pro Lys Arg Lys His Val Glu 
940 945 950 

gag tea gta etc cac gaa cag aga tgt ggc acg gag tgc atg agg gat 3 051 

Glu Ser Val Leu His Glu Gin Arg Cys Gly Thr Glu Cys Met Arg Asp 
955 960 965 

gac tea tgc tea ggg gac tec tea get caa etc tea tec ggg gag cac 3 099 

Asp Ser Cys Ser Gly Asp Ser Ser Ala Gin Leu Ser Ser Gly Glu His 
970 975 980 

ctg ctg gga cct aac agg ata atg gcc tac tea aga gga cag act gat 3147 
Leu Leu Gly Pro Asn Arg He Met Ala Tyr Ser Arg Gly Gin Thr Asp 
985 990 995 1000 

atg tgc egg tgc tea aag agg age age cat cgc cga tec cag agt tea 3195 
Met Cys Arg Cys Ser Lys Arg Ser Ser His Arg Arg Ser Gin Ser Ser 
1005 1010 1015 

ctg acc ata tga gga getgeagaaa tctgtacaaa ctcaacagag gccacctagt 3250 
Leu Thr He * 





1020 












cactggtcca 


cataaccctt 


gaccccttct 


tcttcataga 


ggaaacaatg 


tgecagtett 


3310 


attcttttct 


tcaacaacct 


tgacttccat 


ggaggaagtg 


ctggccccaa 


ggggtctgac 


3370 


acaaagaegg 


gaaacccagt 


cggcctctag 


ttttctgctg 


ctctcaggca 


gcacatcttg 


3430 


caaacagttt 


ggagaaggag 


gctgtttttg 


ttgaatcgag 


ttctcaaatc 


ggtttagacc 


3490 


aaagecatte 


ttctgaccct 


ctagataagc 


gtagectaca 


acccagtgcc 


gtaagtttcc 


3550 


aagattcaag 


aagtgtatca 


acccaggcaa 


tatctcagga 


tatggaagtt 


tctgggttta 


3610 


tttacccctc 


agtgcccaga 


gttaaagttt 


cagaagagac 


ttgtgcacat 


aagggcttca 


3670 


tctcaagtgt 


attgeagtaa 


tggctgaatc 


ggggttaaca 


tcccttccag 


geacagegag 


3730 
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ttggttctgc tttttgcctg taagccaaag aaaa 



3764 



<210> 292 
<211> 614 
<212> DNA 
<213> Homo sapiens 

<220> 



<221> 
<222> 


CDS 

(361) . . (462) 








<400> 
gccacaagaa 


292 


taaggcccag 


tccaacatat 


60 


aagtagtcag 


aaagacttat atgaccataa gaagtagcat 


acatttcttt 


etttgeagtg 


120 


gtccaatggc 


aatttgttca cctctaattt ttataatcat 


agtttagggt 


tgtggctaaa 


180 


agcacaaact 


ctggaactag actgctagat atataatctt 


gggtatgctg 


tttgattget 


240 


ctggtactct 


gtacctcaat tttcaccagt taaatgcaga 


tttagggtgg 


gtagttgtga 


300 


ggattaaaat 


gtatgggtat accttagaaa ggtgccaaat 


atggctgggt 


gtggtggctc 


360 


atg tct gta 
Met Ser Val 
1 


ate cca acc cct tgg aag gec gag 
lie Pro Thr Pro Trp Lys Ala Glu 
5 10 


gcg ggt ggc 
Ala Gly Gly 


tea caa 
Ser Gin 
15 


408 


ggt cag gag 
Gly Gin Glu 


ate aag acc act ctg gee aac acg 
lie Lys Thr Thr Leu Ala Asn Thr 
20 25 


gtg aaa cac 
Val Lys His 
30 


cgt etc 
Arg Leu 


456 



cac taa aaatacaaaa tacaaaaaat tacaaaaata caaagtacaa aaaatacaaa 512 
His * 



aaatacaaaa tactgaaaat actaaaaatt ageegggcat agtggcacgt gectatagtc 572 
ccagctactt gggaatctgc ggacgcgtgg gtcgacccgg gt 614 



<210> 293 
<211> 830 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (219) . . (467) 

<400> 293 
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cgcctgcgaa ccggcccgga attcccgggg cgacccacgc gtccggagcc tgcgagctgc 60 

cgaagcaggg ttccgagtcc attcgaactg ccatctgatc cgctcttatc aatgaagcag 120 

ccgatcatgg cggatgggcc ccggtgcaag aggcgcaaac aagccaatcc caggaggaaa 180 

aacgccttgg agtcagaaat gagcactcgg agcgggag atg ccc tgc tgc tgc 233 

Met Pro Cys Cys Cys 
1 5 

ttg cca ccg gtg egg ccc gtt tgt aac ttg caa agt ttg ttg ctt ttg 281 
Leu Pro Pro Val Arg Pro Val Cys Asn Leu Gin Ser Leu Leu Leu Leu 
10 15 20 

ccc ctg att egg gca gcg ggt cct ggg atg etc ctg ctt ccc tec tgc 329 
Pro Leu lie Arg Ala Ala Gly Pro Gly Met Leu Leu Leu Pro Ser Cys 
25 30 35 

etc cca egg age ccg gga aga ggg tct gee tec cca tec cgc cac ctt 377 
Leu Pro Arg Ser Pro Gly Arg Gly Ser Ala Ser Pro Ser Arg His Leu 
40 45 50 

cca gca tea gee tct gaa aaa tct cac aga gac atg cac gtt gta gca 425 
Pro Ala Ser Ala Ser Glu Lys Ser His Arg Asp Met His Val Val Ala 
55 60 65 

aaa ate aaa tec gga aac tgc ttg ttt cag aga aag aaa tga agttgtc 474 
Lys He Lys Ser Gly Asn Cys Leu Phe Gin Arg Lys Lys * 
70 75 80 

ttttaaagaa aaactgaatt aggaggagag aaaagggaaa taggagaaga aaggaaaagt 534 

taaatttgat ttttctccag agtttccact aaagggttgg ggacagtgtg aaggagaagg 594 

ggagcttttt acaaatacct ttggtctctg aacttcagtg gcaaagaaca gggatcaagt 654 

tgaatgttct cagggctttg gatcctagag gagaaacaat cagaagagca gaaatggtta 714 

tccctgttta aaataagece tcactcttta ccacttcctt aaaggagtgg aggtgctggt 774 

agtgatggtt agaggcaatg agggaeggag aagttgctcc cgtttcagag atgett 83 0 



<210> 294 
<211> 757 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (493) . . (735) 

<400> 294 

taaaaaaaca actcagactg aacccatgtg aaaaaaccta cctaaaatca gaacatacat 60 
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acgaggcaac ctcgaggaaa ccacccttat aatggccaag aacaggattg acgattacaa 120 

tctcagctgg cctgtcatat aaaacatact gtcattgagc ttaagctccg cttgttctga 180 

ggtttcacct ccatgtgttt cattggtgca aaagtggatc tcttagttgg tcacttaatt 240 

ctttcttttt cagaaagata ggatgttcac tggtatattt ggtcactctt agaaccttcc 300 

ttcacattgt tttttatggg acccatgaat ggttagcctt tcttttctat tgtagaagga 360 

aataaatagg agtaaaaaga ccattgtagt aaataagttc aaggggaact tgggaccaga 420 

aaccactgtt atgtacaaaa aaatggcaaa ttcaataaac tcaaatttaa aataattttt 480 

aaattaacag tt atg ata aat ttt ata ttt tat aca aat aga ttg ctt 528 
Met lie Asn Phe lie Phe Tyr Thr Asn Arg Leu Leu 
15 10 

aga atg gtt etc aag aat tat aag aga aat gaa etc aca gta caa aaa 576 
Arg Met Val Leu Lys Asn Tyr Lys Arg Asn Glu Leu Thr Val Gin Lys 
15 20 25 

ttt tat aat tac tat act tgt gtt ttg ttt ggg ggc tgg gaa atg tat 624 
Phe Tyr Asn Tyr Tyr Thr Cys Val Leu Phe Gly Gly Trp Glu Met Tyr 
30 35 40 

ttt tac att gta gec aat cat ttt ata ttt gtc aat tta aat ctt atg 672 
Phe Tyr lie Val Ala Asn His Phe He Phe Val Asn Leu Asn Leu Met 
45 50 55 60 

ggt ctt ttt ttt tta tct etc ttg atg tea gat ttt ata gtc ttt tta 720 
Gly Leu Phe Phe Leu Ser Leu Leu Met Ser Asp Phe He Val Phe Leu 
65 70 75 

aat aaa tec att taa ttaaaacgtt aaaaaaaaaa aa 757 
Asn Lys Ser He * 
80 



<210> 295 

<211> 2388 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (125) . . (1258) 
<400> 295 

tgcaggcacc ggtcctgaat tcccgggtcg acccacgcgt ccgaaaggat tggctaaaag 60 
caagcaactg gattgaacac cctaagaaga aagattcaca ctgcaccagg agacatcaga 120 
aaga atg aaa act ctg ccg ctg ttt gtg tgc ate tgt gca ctg agt get 169 



624 



Met Lys Thr Leu Pro Leu Phe Val Cys lie Cys Ala Leu Ser Ala 
15 10 15 

tgc ttc teg ttc agt gaa ggt cga gaa agg gat cat gaa eta cgt cac 217 
Cys Phe Ser Phe Ser Glu Gly Arg Glu Arg Asp His Glu Leu Arg His 
20 25 30 

aga agg cat cat cac caa tea ccc aaa tct cac ttt gaa tta cca cat 265 
Arg Arg His His His Gin Ser Pro Lys Ser His Phe Glu Leu Pro His 
35 40 45 

tat cct gga ctg eta get cac cag aag ccg ttc att aga aag tec tat 313 
Tyr Pro Gly Leu Leu Ala His Gin Lys Pro Phe lie Arg Lys Ser Tyr 
50 55 60 

aaa tgt ctg cac aaa cgc tgt agg cct aag ctt cca cct tea cct aat 361 
Lys Cys Leu His Lys Arg Cys Arg Pro Lys Leu Pro Pro Ser Pro Asn 
65 70 75 

aac ccc ccc aaa ttc cca aat cct cac cag cca cct aaa cat cca gat 409 
Asn Pro Pro Lys Phe Pro Asn Pro His Gin Pro Pro Lys His Pro Asp 
80 85 90 95 

aaa aat age agt gtg gtc aac cct ace tta gtg get aca ace caa att 457 
Lys Asn Ser Ser Val Val Asn Pro Thr Leu Val Ala Thr Thr Gin He 
100 105 110 

cca tct gtg act ttc cca tea get tec ace aaa att act ace ctt cca 505 
Pro Ser Val Thr Phe Pro Ser Ala Ser Thr Lys He Thr Thr Leu Pro 
115 120 125 

aat gtg act ttt ctt ccc cag aat gee ace ace ata tct tea aga gaa 553 
Asn Val Thr Phe Leu Pro Gin Asn Ala Thr Thr He Ser Ser Arg Glu 
130 135 140 

aat gtt aac aca age tct tct gta get aca tta gca cca gtg aat tec 601 
Asn Val Asn Thr Ser Ser Ser Val Ala Thr Leu Ala Pro Val Asn Ser 
145 150 155 

cca get cca caa gac acc aca get gee cca ccc aca cct tct gca act 649 
Pro Ala Pro Gin Asp Thr Thr Ala Ala Pro Pro Thr Pro Ser Ala Thr 
160 165 170 175 

aca cca get cca cca tct tec tea get cca cca gag acc aca get gee 697 
Thr Pro Ala Pro Pro Ser Ser Ser Ala Pro Pro Glu Thr Thr Ala Ala 
180 185 190 

cca ccc aca cct tct gca act aca caa get cca cca tct tec tea get 745 
Pro Pro Thr Pro Ser Ala Thr Thr Gin Ala Pro Pro Ser Ser Ser Ala 
195 200 205 

cca cca gag acc aca get gee cca ccc aca cct cct gca act aca caa 793 
Pro Pro Glu Thr Thr Ala Ala Pro Pro Thr Pro Pro Ala Thr Thr Gin 
210 215 220 

get cca cca tct tec tea get cca cca gag acc aca get gee cca ccc 841 
Ala Pro Pro Ser Ser Ser Ala Pro Pro Glu Thr Thr Ala Ala Pro Pro 
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225 230 235 

aca cct cct gca act aca cca get cca cca tct tec tea get cca cca 889 
Thr Pro Pro Ala Thr Thr Pro Ala Pro Pro Ser Ser Ser Ala Pro Pro 
240 245 250 255 

gag acc aca get gtc cca ccc aca cct tct gca act acc eta gac cca 937 
Glu Thr Thr Ala Val Pro Pro Thr Pro Ser Ala Thr Thr Leu Asp Pro 
260 265 270 

tea tec gee tea get cca cca gag acc aca get gec cca ccc aca cct 985 
Ser Ser Ala Ser Ala Pro Pro Glu Thr Thr Ala Ala Pro Pro Thr Pro 
275 280 285 

tct gca act aca cca get cca ccg tct tec cca get cca caa gag acc 1033 
Ser Ala Thr Thr Pro Ala Pro Pro Ser Ser Pro Ala Pro Gin Glu Thr 
290 295 300 

aca get gec cca att acc aca cct aat tct tec cca act act ctt gca 1081 
Thr Ala Ala Pro He Thr Thr Pro Asn Ser Ser Pro Thr Thr Leu Ala 
305 310 315 

cct gac act tct gaa act tea get gca ccc aca cac cag act act act 1129 
Pro Asp Thr Ser Glu Thr Ser Ala Ala Pro Thr His Gin Thr Thr Thr 
320 325 330 335 

teg gtc act act caa act act act act aaa caa cca act tea get cct 1177 
Ser Val Thr Thr Gin Thr Thr Thr Thr Lys Gin Pro Thr Ser Ala Pro 
340 345 350 

ggc caa aat aaa att tct cga ttt ctt tta tat atg aag aat eta eta 1225 
Gly Gin Asn Lys He Ser Arg Phe Leu Leu Tyr Met Lys Asn Leu Leu 
355 360 365 

aac aga att att gac gac atg gtg gag caa tag tatattgt atgttgtaaa 1276 
Asn Arg He He Asp Asp Met Val Glu Gin * 
370 375 



gtgttctgtc 


atttacaaga 


tgtgattcat 


gagtgcagaa 


ctaccacctt 


tcttttagca 


1336 


ccaatcccaa 


catgaaatta 


tattactcag 


atttaaagca 


ctatcattaa 


tctttcaatc 


1396 


taattattca 


ccaccacaag 


acctattaac 


aagacaaaat 


gcctctatcc 


cacaagccag 


1456 


atgeaggtet 


ggggttcaaa 


ataactcttt 


ggatcctaca 


gagatagect 


actgagggca 


1516 


gagaaagtcc 


ttagataaag 


agagaatatt 


gtatgggcca 


tcaaccattt 


acttttccct 


1576 


gaatgttaga 


aactacaaaa 


ccactacctt 


gtacccccat 


caaaatccca 


cctgaaccat 


1636 


ctaatcctat 


aaacataaag 


gggtaaaatt 


ggaactctcc 


agatgaacaa 


agacatctaa 


1696 


atatctgtag 


atagaaacat 


ttatctatct 


aaatatattg 


atagacctgt 


cattgtattg 


1756 


attaatgaca 


aaacccttta 


gataattatc 


ttccatttta 


aataaaattt 


tatttcacaa 


1816 


atatgageca 


agaaagagga 


aagttgattt 


gaagtgagga 


ttagaagtga 


atgacaataa 


1876 



626 



agtctggcag ccaagcacga accaagactg gcactatttt tcttagtgta tataattgtt 1936 

taaactgcaa ggttgacatt tattgtgttg tgtctaagtt aatttcgatc taatgtacct 1996 

gattctagcc tctgtgaaca acaagaatat gtttgtgtat gttcacatgg tgcttataat 2056 

atttcactat caattcaatt aattcacata aattccatgt gaaatgtatt caacaatgga 2116 

atattttcta aaacatttag tatacatttg aatgtatttt aaaccatgcc aaactactgc 2176 

tttaatgtca agtttgcaga attgtctctg aaaataaaaa ccctgacttt agttgtaaaa 223 6 

caataaaagt tagctacttg gtatacggag atgttaattt gggatatgga ggcattttta 2296 

tcttctgtca ctactactta aaactctgat gattatgtta gatttttttg ctaactaata 2356 

aagatttcaa atggcaattt aaaaaaaaaa aa 2388 



<210> 296 
<211> 810 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (175) . . (444) 

<400> 296 

ttttatagaa cggcttcaca tgtggccagg cagtcgtgat gtctgtctca atgaatcatc 60 

agcttggcct ctgaaatgag gagattatag gggggaccac cacacccagc gcctacaaat 120 

aaaattattt cacaagatga agagggtata acggcccatg attcccttgg gaat atg 177 

Met 
1 

caa tgg ttt gtt tec ata act ctg ctg gta ggg atg gaa ttg aaa ccc 225 
Gin Trp Phe Val Ser lie Thr Leu Leu Val Gly Met Glu Leu Lys Pro 
5 10 15 

acc aca aaa tat aac aac ctg gaa ccc tgc ctt ate acc ttg ata aaa 273 
Thr Thr Lys Tyr Asn Asn Leu Glu Pro Cys Leu lie Thr Leu lie Lys 
20 25 30 

egg get gtt agg eta gga tac att att caa gag age aga gtg gga atg 321 
Arg Ala Val Arg Leu Gly Tyr lie lie Gin Glu Ser Arg Val Gly Met 
35 40 45 

aga ttt gta etc aca cct ttt aag gtt gtc cca ctt tea caa gat gtc 369 
Arg Phe Val Leu Thr Pro Phe Lys Val Val Pro Leu Ser Gin Asp Val 
50 55 60 65 

aaa gtg aca cat cat att ggg cct tea att ctg gee tta tac caa aat 417 
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Lys Val Thr His His He Gly Pro Ser He Leu Ala Leu Tyr Gin Asn 
70 75 80 

gtg gat aag cat cca gac tat get tga caaat acaaatagca tccaatatta 469 
Val Asp Lys His Pro Asp Tyr Ala * 
85 90 

acacagaatt tccatggttt acaatagcag tggtaatccc aaatcatcct gtgaaegtet 529 

cctggaatga ctccatagcc acacagaacc acatatggct teagatagee atggccctat 589 

ttcacttttg tgctgcacca gctgagacct cagctgtagc aaccctcctc tgtccaccta 649 

atgccgttta aagcccagcc cctggatttg tgaaccaaat cacatctact atcacagatg 709 

agcatatttt tcactgccca tatgeaccag gctgaatgaa actccccatc cactcccaaa 7 69 

gtcatctcaa aatgtttatg aatccagaca gtgataaata g 810 



<210> 297 
<211> 883 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (495) . . (833) 

<400> 297 

tttegtcagg aagctgctgg ggtgggggtt gaggaegctg ggcctccctc cagctcccca 60 

cccctcctcc tcaagacacc tgeatgegea gggctgaggg gtgggagcag ggctctctgc 12 0 

ctccagaacc cccatcctct gggctctttt taggccccta gattggcctg cagctgggag 180 

cagagtggca ageatgeagg caggcagttg agaaagagga agtcgaggtg ctattgggtc 240 

attctgtggt tatcccaggc tctacccagc cagcggttcc cttgggccag ctcgaaacgc 3 00 

tggcegtagg tcatgggagc tgeaggaget gttagecagg etaggtgect gcaggttgaa 360 

gaactgagct ctatctggct ctgagcccaa gtcatgtgtc cagecttttg actctggagc 42 0 

tgtggcttca gccaccaaga gcagcagtgg atcctggaaa cctgagaacc cagacttctt 480 

ctctgccatg gggg atg ate agg agg atg att ttc cca ggc ggc tea gcg 530 
Met He Arg Arg Met He Phe Pro Gly Gly Ser Ala 
15 10 

aga gta tgg agg acc tea gec tgg att tgg ggg ccc ttc agg gca gcg 578 
Arg Val Trp Arg Thr Ser Ala Trp He Trp Gly Pro Phe Arg Ala Ala 
15 20 25 

agt ate tgc agg acc tgg gec ttg ggg ccc ctt ccc aca gee age ctg 626 
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Ser He Cys Arg Thr Trp Ala Leu Gly Pro Leu Pro Thr Ala Ser Leu 
30 35 40 



ggg aga ccc cag aca gcc gcc cca ccg gtg aag aac cag gaa gag att 674 
Gly Arg Pro Gin Thr Ala Ala Pro Pro Val Lys Asn Gin Glu Glu He 
45 50 55 60 

etc ttt tct cca get tgg cag ggt ccc aag ace tgt caa ggc ggc gca 722 
Leu Phe Ser Pro Ala Trp Gin Gly Pro Lys Thr Cys Gin Gly Gly Ala 
65 70 75 

act ggg aaa ggt cgc gga get get cac aga get ggc gga ggc tea ace 770 
Thr Gly Lys Gly Arg Gly Ala Ala His Arg Ala Gly Gly Gly Ser Thr 
80 85 90 

teg atg cct cag ctg tgg atg agg aac cct gtc tec ccc gaa cac tgg 818 
Ser Met Pro Gin Leu Trp Met Arg Asn Pro Val Ser Pro Glu His Trp 
95 100 105 

cca gcc ttg ctt tga acctgccagg aggagggctg aagacctgga ctcaagggtg 873 
Pro Ala Leu Leu * 
110 

tctctctggg 883 



<210> 298 

<211> 1920 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15) . . (1664) 

<400> 298 

ctcctgagtg ggga atg tgg ttc gtg gtg ata cct caa gca gaa tat gaa 50 
Met Trp Phe Val Val He Pro Gin Ala Glu Tyr Glu 
15 10 

tgg gac gga aac age caa gta gga att gga gac tac aga att cct aag 98 
Trp Asp Gly Asn Ser Gin Val Gly He Gly Asp Tyr Arg He Pro Lys 
15 20 25 

gcg atg etc aca ttc ttg aat gga agt aga att cct gtc act gag aaa 146 
Ala Met Leu Thr Phe Leu Asn Gly Ser Arg He Pro Val Thr Glu Lys 
30 35 40 

gca cct cat aaa gga att att aga gat tea ace tgt aag tac ctt cca 194 
Ala Pro His Lys Gly He lie Arg Asp Ser Thr Cys Lys Tyr Leu Pro 
45 50 55 60 

gag tgg cag age tat cag tgc ttt ggg atg gaa tat gca atg atg gtt 242 
Glu Trp Gin Ser Tyr Gin Cys Phe Gly Met Glu Tyr Ala Met Met Val 
65 70 75 
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att gaa agt ctg gat cct gac aca gaa act cga aga ctt tec cca gtg 290 
lie Glu Ser Leu Asp Pro Asp Thr Glu Thr Arg Arg Leu Ser Pro Val 
80 85 90 

get ata atg ggc aac ggt tat gtt gat ctt att aat ggc cca cag gat 338 
Ala lie Met Gly Asn Gly Tyr Val Asp Leu lie Asn Gly Pro Gin Asp 
95 100 105 

cat ggc tgg tgt get gga tat aca tgc cag aga agg ctg tec ctg ttt 3 86 

His Gly Trp Cys Ala Gly Tyr Thr Cys Gin Arg Arg Leu Ser Leu Phe 
110 115 120 

cac age att gtg get ctg aac aaa tct tat gaa gtt tac ttc act ggc 434 
His Ser lie Val Ala Leu Asn Lys Ser Tyr Glu Val Tyr Phe Thr Gly 
125 130 135 140 

ace agt cct cag aat ctt cga ctg atg ttg ctt aat gtt gat cat aac 482 
Thr Ser Pro Gin Asn Leu Arg Leu Met Leu Leu Asn Val Asp His Asn 
145 150 155 

aag get gtt eta gta gga att ttc ttt tec aca ctt caa cgt ttg gat 530 
Lys Ala Val Leu Val Gly lie Phe Phe Ser Thr Leu Gin Arg Leu Asp 
160 165 170 

gtc tat gtg aac aac tta ttg gtc tgt cca aaa act aca ata tgg aat 578 
Val Tyr Val Asn Asn Leu Leu Val Cys Pro Lys Thr Thr lie Trp Asn 
175 180 185 

gee cag cag aaa cac tgt gaa ctt aat aac cat ctg tac aaa gac caa 626 
Ala Gin Gin Lys His Cys Glu Leu Asn Asn His Leu Tyr Lys Asp Gin 
190 195 200 

ttc ctt cct aac ctg gat tec act gtc ctt ggt gaa aac tac ttt gat 674 
Phe Leu Pro Asn Leu Asp Ser Thr Val Leu Gly Glu Asn Tyr Phe Asp 
205 210 215 220 

gga ace tac cag atg ctt tat ctt ttg gtt aaa gga act ata cct gtt 722 
Gly Thr Tyr Gin Met Leu Tyr Leu Leu Val Lys Gly Thr lie Pro Val 
225 230 235 

gaa att cac act gee aca gtg ata ttt gtt tct ttc caa tta tct gtt 770 
Glu lie His Thr Ala Thr Val lie Phe Val Ser Phe Gin Leu Ser Val 
240 245 250 

gca aca gaa gat gac ttt tat ace tct cac aat ctg gtt aaa aat ctt 818 
Ala Thr Glu Asp Asp Phe Tyr Thr Ser His Asn Leu Val Lys Asn Leu 
255 260 265 

gee ttg ttc eta aag ata cca agt gac aaa ate cgt ate age aaa ata 866 
Ala Leu Phe Leu Lys lie Pro Ser Asp Lys lie Arg lie Ser Lys lie 
270 275 280 

aga ggg aag agt ctg agg agg aag aga tec atg gga ttc ata att gaa 914 
Arg Gly Lys Ser Leu Arg Arg Lys Arg Ser Met Gly Phe lie lie Glu 
285 290 295 300 



630 



ata gag att gga gac cct cct att cag ttc ata age aat ggc acc aca 962 
He Glu He Gly Asp Pro Pro He Gin Phe He Ser Asn Gly Thr Thr 
305 310 315 

ggt cag atg cag tta tct gaa etc cag gaa att get ggt tct ctt gga 1010 
Gly Gin Met Gin Leu Ser Glu Leu Gin Glu He Ala Gly Ser Leu Gly 
320 325 330 

caa get gta att tta gga aac ate agt agt ate ctt gga ttt aac att 1058 
Gin Ala Val He Leu Gly Asn He Ser Ser He Leu Gly Phe Asn He 
335 340 345 

teg tec atg tct att act aat ccc etc ccc age cca agt gac tct ggg 1106 
Ser Ser Met Ser He Thr Asn Pro Leu Pro Ser Pro Ser Asp Ser Gly 
350 355 360 

tgg att aat gtg act gee cag cca gtt gaa agg tct gca ttt cct gtt 1154 
Trp He Asn Val Thr Ala Gin Pro Val Glu Arg Ser Ala Phe Pro Val 
365 370 375 380 

cat cac gtg gee ttc gtg tec tea etc tta gtg ate act cag ccg gtg 1202 
His His Val Ala Phe Val Ser Ser Leu Leu Val He Thr Gin Pro Val 
385 390 395 

gca gca cag cca gga cag cca ttt cct cag cag cct teg gta aag gca 1250 
Ala Ala Gin Pro Gly Gin Pro Phe Pro Gin Gin Pro Ser Val Lys Ala 
400 405 410 

aca gat tct gac ggt aac tgt gta tea gtt gga att act gca eta act 1298 
Thr Asp Ser Asp Gly Asn Cys Val Ser Val Gly He Thr Ala Leu Thr 
415 420 425 

ttg agg gee ata etc aag gac tec aat aat aac caa gtc aat ggc ctt 1346 
Leu Arg Ala He Leu Lys Asp Ser Asn Asn Asn Gin Val Asn Gly Leu 
430 435 440 

agt gga aat aca aca att ccg ttt age age tgt tgg gee aac tac aca 1394 
Ser Gly Asn Thr Thr lie Pro Phe Ser Ser Cys Trp Ala Asn Tyr Thr 
445 450 455 460 

gac ctt act ccc ctt aga aca gga aaa aat tat aag att gaa ttt ata 1442 
Asp Leu Thr Pro Leu Arg Thr Gly Lys Asn Tyr Lys He Glu Phe He 
465 470 475 

ctg gat aat gtt gtt ggg gta gaa tec aga act ttc age ctg ctg gca 1490 
Leu Asp Asn Val Val Gly Val Glu Ser Arg Thr Phe Ser Leu Leu Ala 
480 485 490 

gag tct gtc tct age agt ggc age age age age age aac age aaa gca 1538 
Glu Ser Val Ser Ser Ser Gly Ser Ser Ser Ser Ser Asn Ser Lys Ala 
495 500 505 

tea act gtg ggt aca tat gee cag ata atg act gta gta att age tgt 1586 
Ser Thr Val Gly Thr Tyr Ala Gin He Met Thr Val Val He Ser Cys 
510 515 520 

ctg gtt gga aga atg tgg etc ttg gaa ata ttt atg get gca gtt tea 1634 
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Leu Val Gly Arg Met Trp Leu Leu Glu He Phe Met Ala Ala Val Ser 
525 530 535 540 



act ttg aat ata act tta aga age tac taa a gtgctgttcc gaagaatagg 1685 
Thr Leu Asn He Thr Leu Arg Ser Tyr * 





545 




550 








ctgaaacaaa 


aatataagaa 


ttattagcta 


ctttgttggg 


caataggcaa 


aagtctatag 


1745 


cattttcatg 


aaaatatact 


aaaaatattt 


ttatgatata 


taaaatgtac 


taattagctt 


1805 


taaacactaa 


aatcagattt 


cttcaaaata 


taaatttgtt 


ttgattcttt 


atatttatat 


1865 


gtttttattt 


catttcaata 


aacttccaga 


aatttgtcat 


ttgaaaaaaa 


aaaaa 


1920 



<210> 299 
<211> 573 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (191) . . (379) 

<400> 299 

tatacgacca ctatagggat ttggccctcg aggcaagaat teggcacgag ggatactttg 60 

ccctttcctc agttgccacc aaggtgcttg gtccttccga ggaagctaag gecacattgg 12 0 

ggtgaggcca tcacttcatc cagtgactag caccacctct ggcaatgtca gccccacact 180 

cgcccgcgcc atg gec tec ate tec gag ctt gee tgt gtc tac ttg gee 229 
Met Ala Ser He Ser Glu Leu Ala Cys Val Tyr Leu Ala 
15 10 

etc att ctg cac gat gac gag gtg ate ate atg gag gtt aat ate aat 277 
Leu He Leu His Asp Asp Glu Val He He Met Glu Val Asn He Asn 
15 20 25 

ace etc att aaa gca gee agt gta aat gtt gaa cct ttt ggc ctg get 325 
Thr Leu He Lys Ala Ala Ser Val Asn Val Glu Pro Phe Gly Leu Ala 
30 35 40 45 

tgt ttg gaa agg ccc tgg cca acg tea aca ttg gaa gee tea tct gca 373 
Cys Leu Glu Arg Pro Trp Pro Thr Ser Thr Leu Glu Ala Ser Ser Ala 
50 55 60 

atg tag gggctggtgg acctgctcta gcagctggtg ctgcaccagc aggaggtcct 429 
Met * 



gccccctcca ttgctgctgc ttcagctgag gagaagaaaa tggaagcaaa gaaagaagaa 489 
tctgaggagt ctgatgatga catgggcttt ggtcttttta ctaaacctgt tttataatgt 549 



632 



gttcaataaa aagctgactt taaa 



573 



<210> 300 

<211> 1718 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (247) . . (1245) 

<400> 300 

ccggtcgacg atttcgtgga cgctggcagc tgggttctcc cgtttccctt gggcaggagc 60 

agggtcgggt tcaaagcctc cggaacgcgt tgtggcccct tctccggctc gcagccgacc 12 0 

ggtaagcccg cctcctccct cggccggccc tggggccgtg tccgccgggc aactccagcc 180 

gaggcctggg cttctgcctg caggtgtctg cggcgaggcc cctagggtac agcccgattt 240 

ggcccc atg gtg ggt ttc ggg gcc aac egg egg get ggc cgc ctg ccc 288 
Met Val Gly Phe Gly Ala Asn Arg Arg Ala Gly Arg Leu Pro 
15 10 

tct etc gtg ctg gtg gtg ctg ctg gtg gtg ate gtc gtc etc gcc ttc 336 
Ser Leu Val Leu Val Val Leu Leu Val Val He Val Val Leu Ala Phe 
15 20 25 30 

aac tac tgg age ate tec tec cgc cac gtc ctg ctt cag gag gag gtg 384 
Asn Tyr Trp Ser He Ser Ser Arg His Val Leu Leu Gin Glu Glu Val 
35 40 45 

gcc gag ctg cag ggc cag gtc cag cgc acc gaa gtg gcc cgc ggg egg 432 
Ala Glu Leu Gin Gly Gin Val Gin Arg Thr Glu Val Ala Arg Gly Arg 
50 55 60 

ctg gaa aag cgc aat teg gac etc ttg ctg ttg gtg gac acg cac aag 480 
Leu Glu Lys Arg Asn Ser Asp Leu Leu Leu Leu Val Asp Thr His Lys 
65 70 75 

aaa cag ate gac cag aag gag gcc gac tac ggc cgc etc age age egg 528 
Lys Gin He Asp Gin Lys Glu Ala Asp Tyr Gly Arg Leu Ser Ser Arg 
80 85 90 

ctg cag gcc aga gag ggc etc ggg aag aga tgc gag gat gac aag gtt 576 
Leu Gin Ala Arg Glu Gly Leu Gly Lys Arg Cys Glu Asp Asp Lys ' Val 
95 100 105 110 

aaa eta cag aac aac ata teg tat cag atg gca gac ata cat cat tta 624 
Lys Leu Gin Asn Asn He Ser Tyr Gin Met Ala Asp He His His Leu 
115 120 125 

aag gag caa ctt get gag ctt cgt cag gaa ttt ctt cga caa gaa gac 672 
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Lys Glu Gin Leu Ala Glu Leu Arg Gin Glu Phe Leu Arg Gin Glu Asp 
130 135 140 



cag ctt cag gac tat agg aag aac aat act tac ctt gtg aag agg tta 720 
Gin Leu Gin Asp Tyr Arg Lys Asn Asn Thr Tyr Leu Val Lys Arg Leu 
145 150 155 

gaa tat gaa agt ttt cag tgt gga cag cag atg aag gaa ttg aga gca 768 
Glu Tyr Glu Ser Phe Gin Cys Gly Gin Gin Met Lys Glu Leu Arg Ala 
160 165 170 

cag cat gaa gaa aat att aaa aag tta gca gac cag ttt tta gag gaa 816 
Gin His Glu Glu Asn lie Lys Lys Leu Ala Asp Gin Phe Leu Glu Glu 
175 180 185 190 

caa aag caa gag acc caa aag att caa tea aat gat gga aag gaa ttg 8 64 

Gin Lys Gin Glu Thr Gin Lys lie Gin Ser Asn Asp Gly Lys Glu Leu 
195 200 205 

gat ata aac aat caa gta gta cct aaa aat att cca aaa gta get gag 912 
Asp lie Asn Asn Gin Val Val Pro Lys Asn lie Pro Lys Val Ala Glu 
210 215 220 

aat gtt gca gat aag aat gaa gaa ccc tea age aat cat att cca cat 960 
Asn Val Ala Asp Lys Asn Glu Glu Pro Ser Ser Asn His lie Pro His 
225 230 235 

ggg aaa gaa caa ate aaa aga ggt ggt gat gca ggg atg cct gga ata 1008 
Gly Lys Glu Gin lie Lys Arg Gly Gly Asp Ala Gly Met Pro Gly lie 
240 245 250 

gaa gag aat gac eta gca aaa gtt gat gat ctt ccc cct get tta agg 1056 
Glu Glu Asn Asp Leu Ala Lys Val Asp Asp Leu Pro Pro Ala Leu Arg 
255 260 265 270 

aag cct cct att tea gtt tct caa cat gaa agt cat caa gca ate tec 1104 
Lys Pro Pro He Ser Val Ser Gin His Glu Ser His Gin Ala He Ser 
275 280 285 

cat ctt cca act gga caa get etc tec cca aat atg cct cca gat tea 1152 
His Leu Pro Thr Gly Gin Ala Leu Ser Pro Asn Met Pro Pro Asp Ser 
290 295 300 

cac att aaa cac aat gga aac ccc ggt act tea aaa aca gaa tec ttc 1200 
His He Lys His Asn Gly Asn Pro Gly Thr Ser Lys Thr Glu Ser Phe 
305 310 315 

cag tec tct tea gcg ttt aat tec agg etc aaa ctt gga cag tag aac 1248 
Gin Ser Ser Ser Ala Phe Asn Ser Arg Leu Lys Leu Gly Gin * 
320 325 330 

ccagaaattc caaacagatt atactaaagg caggttacca aggacagaag ceggggatte 1308 

ccataaaatt ggcaccaatg tgaacacaga gagctegtaa actgggtcct ggaccttggc 1368 

agcacgcttc accgacgtcc tcaaaaccca gaggacacac tcgaaaacga aaagggggcg 1428 



634 



aaccgcaaca cccacggccc ccccgacccg gaagggacga aagacagggt acaccaggac 1488 

acacaaaatg gcaaaacaaa ggcaacacgc tccaagaaag aacagccata cacaaaagaa 1548 

caaaagcgca cacaccaaac aaccccgcac gaaccaacac cacaccaaga catgtcaaca 1608 

aacaagacca cataggagac gacaacgcaa agacaccgat cgagtaaccc caaagccacc 1668 

aaaccaccaa cggacaccca ctgcccagcc tgtatcattc ctactagaca 1718 



<210> 301 
<211> 423 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (178) . . (348) 

<400> 301 

tcttttcaca tgattactgg ccatttgtat accttctgtg gaaatgtggt aacacccttt 60 

gctgatttta aaatagggtt atttgtttat tattgagttg aaataattcc ttcttttgag 120 

tgtcagtgac tgaggttcgc tgtgacacag aggggttctc ctggagagct atggcac 177 
atg etc cat att aaa agg caa cat gat get cgc tec acc cag agg ccc 225 
Met Leu His lie Lys Arg Gin His Asp Ala Arg Ser Thr Gin Arg Pro 
15 10 15 

egg tec ccg cca ttc att ccg etc ccg gee gag agt cgc tct age caa 273 
Arg Ser Pro Pro Phe lie Pro Leu Pro Ala Glu Ser Arg Ser Ser Gin 
20 25 30 

tea cct tec agg etc agg gcg gee gag gca ggg cct ctg cct ctt egg 321 
Ser Pro Ser Arg Leu Arg Ala Ala Glu Ala Gly Pro Leu Pro Leu Arg 
35 40 45 

ggg gec tct ccc tec ccc tgc ccc tga ttgtg getgaactge caccgcttga 373 
Gly Ala Ser Pro Ser Pro Cys Pro * 
50 55 

tagcaaacca cactcggcac aggaaggaga acagcgcccg eggcacgaaa 423 



<210> 302 
<211> 408 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44) . . (343) 
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<400> 302 

agggctcaag gaagccccaa gtccagtctg cccagaaccg age atg tea tct ccc 55 

Met Ser Ser Pro 
1 

ccg cca aga cgc tec aac cgc cgc aat cct tgt cca tea ggc ate cag 103 
Pro Pro Arg Arg Ser Asn Arg Arg Asn Pro Cys Pro Ser Gly lie Gin 
5 10 15 20 

gec aga aac tct ggc tgc ccc cac etc ccc aat ggt ccc cat caa gta 151 
Ala Arg Asn Ser Gly Cys Pro His Leu Pro Asn Gly Pro His Gin Val 
25 30 35 

ggt aac ate ctg ctg att tta act cct gtg cag ccc tea aat gca caa 199 
Gly Asn lie Leu Leu lie Leu Thr Pro Val Gin Pro Ser Asn Ala Gin 
40 45 50 

ctg cct ccc att cct gca cag tgc ccc agt tea ggc ctt cac cac ctt 247 
Leu Pro Pro lie Pro Ala Gin Cys Pro Ser Ser Gly Leu His His Leu 
55 60 65 

gtt cct ggg cca ctg ccc aag tct ccc ccg act ggt ggc tgg act tct 295 
Val Pro Gly Pro Leu Pro Lys Ser Pro Pro Thr Gly Gly Trp Thr Ser 
70 75 80 

aat act ttt cca act ccc cac tea tta aat cca tec ccc tct cat taa 343 
Asn Thr Phe Pro Thr Pro His Ser Leu Asn Pro Ser Pro Ser His * 
85 90 95 100 

ctggtgggaa ttgaggaaaa ctgagttcca gecttgtcat cctcatactc atgacccttc 403 

caggc 408 



<210> 303 
<211> 822 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (69) . . (590) 

<400> 303 

cagatcaaga cacaggagaa gagtgcaaaa atactgatca ggaagagtct accatttcat 60 

ccaaggaa atg cca caa tea ttt tct gca ate aca tta agt aac aca gag 110 
Met Pro Gin Ser Phe Ser Ala lie Thr Leu Ser Asn Thr Glu 
15 10 

atg aat aat att aat act aat gee ccg aga aac aaa ctt cca ata aag 158 
Met Asn Asn lie Asn Thr Asn Ala Pro Arg Asn Lys Leu Pro lie Lys 
15 20 25 30 
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gaa ctt ggt aaa gtt tct aaa cat aaa att gcc act aaa aga aca cca 
Glu Leu Gly Lys Val Ser Lys His Lys lie Ala Thr Lys Arg Thr Pro 
35 40 45 



206 



cat aaa gaa gat gag gca atg age tgt tct gaa aat tgt teg agt gcc 254 
His Lys Glu Asp Glu Ala Met Ser Cys Ser Glu Asn Cys Ser Ser Ala 
50 55 60 

cag ggc gac tea ctt cag gat gag tct caa ggg tct cat tct gag tec 302 
Gin Gly Asp Ser Leu Gin Asp Glu Ser Gin Gly Ser His Ser Glu Ser 
65 70 75 

age tct aat ccc tec aat cct gaa act ttg cat gca aag gca act gat 350 
Ser Ser Asn Pro Ser Asn Pro Glu Thr Leu His Ala Lys Ala Thr Asp 
80 85 90 

tea gtt eta caa ggt tct gaa gga aac aag gtc aag agg aca tec tgc 398 
Ser Val Leu Gin Gly Ser Glu Gly Asn Lys Val Lys Arg Thr Ser Cys 
95 100 105 110 

atg tat ggg gca aac tgc tat agg aag aat cct gtt cat ttt caa cat 446 
Met Tyr Gly Ala Asn Cys Tyr Arg Lys Asn Pro Val His Phe Gin His 
115 120 125 

ttt age cat cct ggt gat agt gat tat gga ggt gta caa ate gtg ggc 494 
Phe Ser His Pro Gly Asp Ser Asp Tyr Gly Gly Val Gin lie Val Gly 
130 135 140 

caa gat gag act gat gac egg cct gaa tgt ccc tat gga cca tec tgt 542 
Gin Asp Glu Thr Asp Asp Arg Pro Glu Cys Pro Tyr Gly Pro Ser Cys 
145 150 155 

tat agg ttg gaa gtt cag tgt cca gtt gaa aaa cac caa etc age tag 590 
Tyr Arg Leu Glu Val Gin Cys Pro Val Glu Lys His Gin Leu Ser * 
160 165 170 

tttcttctgg tetgeattae agtattttac ctgtcttttt atgaaaagag caegttctag 650 

gaaaggatgg aagattctca aagaaacaac tttccccttc taaggcagat gaaaacctgt 710 

acatgtacct aacatttttt ccccttttta aaatataaaa tttcacatta cattttctgc 770 

tcttcctttt tggaataatt aaatgtaaca cttctttcat aaaaaaaaaa aa 822 



<210> 304 
<211> 457 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (121) . . (309) 

<400> 304 
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tttgaaagct gattgatagc cgtaccgcac cgcaaacccc gggtcgaccc acgcgtccgc 



60 



ttcacttcac cttcactact tctgtagtct gatcttgtgt aatagagaac ccagccaact 120 

atg aag ttc ctt gac ttt get ttc ate ttg get etc aag gtt tec atg 168 
Met Lys Phe Leu Asp Phe Ala Phe lie Leu Ala Leu Lys Val Ser Met 
15 10 15 

att gga get gat tec tct gaa gag aaa ttt ttg cgt ata att gta cga 216 
lie Gly Ala Asp Ser Ser Glu Glu Lys Phe Leu Arg lie lie Val Arg 
20 25 30 

ate ggt tat ggg tat ggc cct tat cat tea gtt tea gaa caa cca eta 264 
lie Gly Tyr Gly Tyr Gly Pro Tyr His Ser Val Ser Glu Gin Pro Leu 
35 40 45 

tac cca caa cca tac caa cca caa tac caa caa tat acc ttt taa tat 312 
Tyr Pro Gin Pro Tyr Gin Pro Gin Tyr Gin Gin Tyr Thr Phe * 
50 55 60 

catcagtaac tgcaggacat gattattgag gcttgattgg ctgatacgac ttctacatcc 372 

atattctcat gtttcatacc atategcact actaccactt tttgaagaat catcatagag 432 

etttgeatat gagaaacact atatg 457 



<210> 305 

<211> 1749 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (85) . . (873) 

<400> 305 

ccgcgccgga attccegggt cgacccacgc gtccgccgca gcccccagct cgcccccaag 60 

atgatgaaga ggcagctgea cege atg egg cag ctg gee cag acg ggc age 111 

Met Arg Gin Leu Ala Gin Thr Gly Ser 
1 5 

ttg gga cgc acc ccg gag acc get gag ttc ctg ggt gag gac ctg ctg 159 
Leu Gly Arg Thr Pro Glu Thr Ala Glu Phe Leu Gly Glu Asp Leu Leu 
10 15 20 25 

cag gta gaa cag egg ctg gag ccg gec aag egg gca gee cac aac ate 207 
Gin Val Glu Gin Arg Leu Glu Pro Ala Lys Arg Ala Ala His Asn lie 
30 35 40 

cac aag egg ctg cag gee tgt ctg cag ggc cag age ggg gca gac atg 255 
His Lys Arg Leu Gin Ala Cys Leu Gin Gly Gin Ser Gly Ala Asp Met 
45 50 55 
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gac aag egg gtg aag aag ctt ccc etc atg get ctg tec ace acg atg 303 
Asp Lys Arg Val Lys Lys Leu Pro Leu Met Ala Leu Ser Thr Thr Met 
60 65 70 

get gag age etc aag gag ctg gac cct gat tec age atg ggg aag gee 3 51 

Ala Glu Ser Leu Lys Glu Leu Asp Pro Asp Ser Ser Met Gly Lys Ala 
75 80 85 

ttg gag atg age tgt gee ate cag aat cag ctg gee cgc ate ctg gee 399 
Leu Glu Met Ser Cys Ala lie Gin Asn Gin Leu Ala Arg lie Leu Ala 
90 95 100 105 

gag ttt gag atg acc ctg gag agg gac gtc ctg cag cca etc age agg 447 
Glu Phe Glu Met Thr Leu Glu Arg Asp Val Leu Gin Pro Leu Ser Arg 
110 115 120 

ctg agt gag gag gag ctg cca gee ate etc aaa cac aag aaa age etc 495 
Leu Ser Glu Glu Glu Leu Pro Ala lie Leu Lys His Lys Lys Ser Leu 
125 130 135 

Q cag aag etc gtg tec gac tgg aac aca etc aag age agg etc agt cag 543 
:jp Gin Lys Leu Val Ser Asp Trp Asn Thr Leu Lys Ser Arg Leu Ser Gin 
\A 140 145 150 

gca acc aag aat tea ggc age agt caa ggc eta gga ggc age ccg ggt 591 
Ala Thr Lys Asn Ser Gly Ser Ser Gin Gly Leu Gly Gly Ser Pro Gly 
155 160 165 

agt cac age cat acg acc atg gee aac aag gtg gag acg ctg aag gag 639 
Ser His Ser His Thr Thr Met Ala Asn Lys Val Glu Thr Leu Lys Glu 
170 175 180 185 

gag gag gag gag ctg aag agg aaa gtg gag caa tgc agg gac gag tac 687 
Glu Glu Glu Glu Leu Lys Arg Lys Val Glu Gin Cys Arg Asp Glu Tyr 
190 195 200 

ttg get gac ctg tac cac ttt gtt acc aag gag gac tec tat gee aac 735 
Leu Ala Asp Leu Tyr His Phe Val Thr Lys Glu Asp Ser Tyr Ala Asn 
205 210 215 

tac ttc att cgt etc ctg gag att cag gee gat tac cat cgc agg tea 783 
Tyr Phe lie Arg Leu Leu Glu lie Gin Ala Asp Tyr His Arg Arg Ser 
220 225 230 

ctg age teg ctg gac aca gec ctg get gag ctg agg gag aac cac ggc 831 
Leu Ser Ser Leu Asp Thr Ala Leu Ala Glu Leu Arg Glu Asn His Gly 
235 240 245 

caa gca ggt ggg gac ata ggc ccg gcg ata cca cac ccc tga ccctgcc 880 
Gin Ala Gly Gly Asp lie Gly Pro Ala lie Pro His Pro * 
250 255 260 

ctgctcgggg cttattgaga agctcgcact tcatcctgaa aggtagcagg aagctgtgga 940 

tgggttctga gagctaggct caatctgtga tggagaggca gctctggcta ctgtgtggag 1000 

ggtggagtga agegggcagg actagageca ggcctgtgag gcagaaggag gcaacggtgg 1060 



639 



cctggactag gacagaggca gtggaggcgg gctgattcga gagatgtgac ggatgatttc 1120 

agatgtgtgc ctggacagtc agtggcaggt ggtaccacct tgaggacatg aagggggggt 1180 

gcccctgcct gactgctcgg ggtgggaagg ccctgggccg ctgatctgtt tcatccctgc 1240 

agaccactcc ccttcgatga cagccaccca cttccccagg gtgtatgggg tgtcgctggc 1300 

aacccacctg caagagctgg gccgggagat tgccctgccc atcgaggcct gcgtcatgat 13 60 

gctgctttct gagggcatga aggaagaggg tctcttccgt ctggctgctg gggcctcggt 1420 

gctgaagcgt gtcaagcaga caatggcctc ggaccccgac agcctggagg agttctgctc 1480 

cgacccgcac gctgtggcag gtgccctcaa gtcctatctg cgggagctgc cagagcctct 1540 

gatgaccttc gacctctatg atgactggat gagggcagcc agcctgaagg agccaggggc 1600 

ccggctgcag gccctccaag aggtgtgcag ccgcctaccc cccgagaacc tcagcaacct 1660 

caggtacctg atgaagttcc tggcacggct ggccgaggag caggaggtga acaagacgaa 1720 

atctcgacag cgaagtcgac ccgggaatt 1749 



<210> 306 
<211> 496 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (55) . . (372) 

<400> 306 

aaggatcctt aattaaatta atcccccccc ccgaaccgtt cgctaactga aatg atg 57 

Met 
1 

gcg act gga acg cca gag tct caa gcg egg ttc ggt cag tec gtg aag 105 
Ala Thr Gly Thr Pro Glu Ser Gin Ala Arg Phe Gly Gin Ser Val Lys 
5 10 15 

ggg ctt etc acg gag aag gtg ace acc tgt ggt act gac gta ate gcg 153 
Gly Leu Leu Thr Glu Lys Val Thr Thr Cys Gly Thr Asp Val lie Ala 
20 25 30 

etc acc aag cag gtg ctg aaa ggc tec egg age tec gag ctg eta ggt 201 
Leu Thr Lys Gin Val Leu Lys Gly Ser Arg Ser Ser Glu Leu Leu Gly 
35 40 45 

cag gca get cga aac atg gta etc cag gaa gat gee ate ttg cac tea 249 
Gin Ala Ala Arg Asn Met Val Leu Gin Glu Asp Ala lie Leu His Ser 
50 55 60 65 



640 



gaa gat agt tta agg aag atg gca ata ata aca aca cat ctt caa tac 
Glu Asp Ser Leu Arg Lys Met Ala lie lie Thr Thr His Leu Gin Tyr 
70 75 80 



297 



cag caa gaa get att cag aag aat gtt gaa cag tea teg gat eta cag 345 
Gin Gin Glu Ala lie Gin Lys Asn Val Glu Gin Ser Ser Asp Leu Gin 
85 90 95 

gac cag ttg aat cat ctg ttg aaa tag aatga catgtaagag tgctgtagga 397 
Asp Gin Leu Asn His Leu Leu Lys * 
100 105 

ctcctttgcc taatgetgag gagtaaatac cttacacagc tgtcctctgg gtttggtttt 457 

ctattttctt ctccaaaagt taagttagaa aagttcttg 496 



<210> 307 

<211> 1438 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (88) . . (840) 

<400> 307 

catggaggag gaaggagatg gcatggctta ccataaagaa gcactggacg ccgggtgcac 60 

gttccaggat ccaggtgccc aggggtc atg aag ctg gga etc etc tgt get 111 

Met Lys Leu Gly Leu Leu Cys Ala 
1 5 

ctg etc tct ctg ctg gca ggg cat ggc tgg gca gac ace cgt gee ate 159 
Leu Leu Ser Leu Leu Ala Gly His Gly Trp Ala Asp Thr Arg Ala lie 
10 15 20 

ggg gec gag gaa tgt cgc ccc aac tec cag cct tgg cag gec ggc etc 207 
Gly Ala Glu Glu Cys Arg Pro Asn Ser Gin Pro Trp Gin Ala Gly Leu 
25 30 35 40 

ttc cac ctt act egg etc ttc tgt ggg gcg ace etc ate agt gac cgc 255 
Phe His Leu Thr Arg Leu Phe Cys Gly Ala Thr Leu lie Ser Asp Arg 
45 50 55 

tgg ctg etc aca get gee cac tgc cgc aag ccg tat ctg tgg gtc cgc 303 
Trp Leu Leu Thr Ala Ala His Cys Arg Lys Pro Tyr Leu Trp Val Arg 
60 65 70 

ctt gga gag cac cac etc tgg aaa tgg gag ggt ccg gag cag ctg ttc 351 
Leu Gly Glu His His Leu Trp Lys Trp Glu Gly Pro Glu Gin Leu Phe 
75 80 85 

egg gtt acg gac ttc ttc ccc cac cct ggc ttc aac aag gac etc age 399 



641 



Arg Val Thr Asp Phe Phe Pro His Pro Gly Phe Asn Lys Asp Leu Ser 
90 95 100 



gcc aat gac cac aat gat gac ate atg ctg ate cgc ctg ccc agg cag 447 
Ala Asn Asp His Asn Asp Asp lie Met Leu lie Arg Leu Pro Arg Gin 
105 110 115 120 

gca cgt ctg agt cct get gtg cag ccc etc aac etc age cag acc tgt 495 
Ala Arg Leu Ser Pro Ala Val Gin Pro Leu Asn Leu Ser Gin Thr Cys 
125 130 135 

gtc tec cca ggc atg cag tgt etc ate tea ggc tgg ggg gcc gtg tec 543 
Val Ser Pro Gly Met Gin Cys Leu lie Ser Gly Trp Gly Ala Val Ser 
140 145 150 

age ccc aag gcg ctg ttt cca gtc aca ctg cag tgt gcc aac ate age 591 
Ser Pro Lys Ala Leu Phe Pro Val Thr Leu Gin Cys Ala Asn lie Ser 
155 160 165 

ate ctg gag aac aaa etc tgt cac tgg gca tac cct gga cac ate teg 639 
lie Leu Glu Asn Lys Leu Cys His Trp Ala Tyr Pro Gly His lie Ser 
170 175 180 

gac age atg etc tgt gcg ggc ctg tgg gag ggg ggc cga ggt tec tgc 687 
Asp Ser Met Leu Cys Ala Gly Leu Trp Glu Gly Gly Arg Gly Ser Cys 
185 190 195 200 

cag ggt gac tct ggg ggc ccc ctg gtt tgc aat gga acc ttg gca ggc 735 
Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Asn Gly Thr Leu Ala Gly 
205 210 215 

gtg gtg tct ggg ggt get gag ccc tgc tec aga ccc egg cgc ccc gca 783 
Val Val Ser Gly Gly Ala Glu Pro Cys Ser Arg Pro Arg Arg Pro Ala 
220 225 230 

gtc tac acc age gta tgc cac tac ctt gac tgg ate caa gaa ate atg 831 
Val Tyr Thr Ser Val Cys His Tyr Leu Asp Trp lie Gin Glu lie Met 
235 240 245 

gag aac tga gcccgcg cgccacgggg gcaccttgga agaccaagag aggecgaagg 887 
Glu Asn * 
250 

geaeggggta gggggttctc gtagggtccc agectcaatg gttcccgccc tggacctcca 947 

gctgccctga ctcccctctg gacactaaga ctccgcccct gaggctccgc cccctcacga 1007 

ggtcaagcaa gacacagtcg cgccccctcg gaaeggagea gggacacgcc cttcagagcc 1067 

cgtctctatg acgtcaccga cagccatcac ctccttcttg gaacagcaca gcctgtggct 1127 

ccgccccaag gaaccactta cacaaaatag ctccgcccct eggaactttg cccagtggga 1187 

cttcccctcg ggactccacc ccttgtggcc ccgcctcctt caccagagat ctcgcccctc 1247 

gtgatgtcag gggcgcagta gctccgccca cgtggagctc gggcggtgta gagctcagcc 1307 



642 



ccttgtggcc ccgtcctggg cgtgtgctgg gtttgaatcc tggcggagac ctggggggaa 
attgagggag ggtctggata cctttagagc caatgcaacg gatgattttt cagtaaacgc 
gggaaacctc a 



1367 
1427 
1438 



<210> 308 
<211> 675 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> (110) 



(613) 



<400> 308 

taggagatcc ttagcggact gggatcttaa tggtctcact gtgtttatct ctttgtaaag 



gccagccctc acctgacttg tctggttccc tcctggggct aggggatgg 



atg aga 
Met Arg 
1 



60 
115 



get agg ctg gag ctg tea gca get tct tgg tgc ctg ctg ttt etc 
Arg Ala Arg Leu Glu Leu Ser Ala Ala Ser Trp Cys Leu Leu Phe Leu 
5 10 15 



163 



ttg tct tgt ctg tct teg gtg tat tgc aat cct gtc etc tta gca ggc 
Leu Ser Cys Leu Ser Ser Val Tyr Cys Asn Pro Val Leu Leu Ala Gly 
20 25 30 



211 



ccc gca gag tea tac ttt ttc tec ctg gec ttc cag etc cct etc ttc 
Pro Ala Glu Ser Tyr Phe Phe Ser Leu Ala Phe Gin Leu Pro Leu Phe 
35 40 45 50 



259 



cac cca gta tgc cca cct ccc tct ccc ttg act acc cca gec tct gec 
His Pro Val Cys Pro Pro Pro Ser Pro Leu Thr Thr Pro Ala Ser Ala 
55 60 65 



307 



caa tea cgc cct gee etc tac cct tea gag gac acc ttg ccg tct gtg 
Gin Ser Arg Pro Ala Leu Tyr Pro Ser Glu Asp Thr Leu Pro Ser Val 
70 75 80 



355 



gag ctg gag eta ttc eta tgg tct etc tgg gtc cac atg acc tta cat 
Glu Leu Glu Leu Phe Leu Trp Ser Leu Trp Val His Met Thr Leu His 
85 90 95 



403 



ggc act cct etc acc ttc tgt cca tec aac aaa att etc tgt tec ttt 
Gly Thr Pro Leu Thr Phe Cys Pro Ser Asn Lys lie Leu Cys Ser Phe 
100 105 110 



451 



gaa get etc ttt tea gta agg cct tec ttg gee cct aac agg atg gat 
Glu Ala Leu Phe Ser Val Arg Pro Ser Leu Ala Pro Asn Arg Met Asp 
115 120 125 130 



499 



643 



cac cct ccc ctg age cct ggt cat tgc etc tct gtt atg gec tct cca 547 
His Pro Pro Leu Ser Pro Gly His Cys Leu Ser Val Met Ala Ser Pro 
135 140 145 

ttg gta aac get ctg ccg atg tgt ttc ate ttc cca eta gat cct tgc 595 
Leu Val Asn Ala Leu Pro Met Cys Phe lie Phe Pro Leu Asp Pro Cys 
150 155 160 

gee cac gca cgc ggc tga atcatc tttacatccc cagaggccct ggtatgtggt 649 
Ala His Ala Arg Gly * 
165 

ggacaggctt gtttctgccg ggcect 675 



<210> 309 

<211> 1042 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (779) . . (952) 

<400> 309 

gtcccctact actactaaat tcgcggccgc gtcgacgttt aggggaggca tcaccagatt 60 

aagagtggag atattagagt tgtgtgatcc cagctctgtc gttaatcacc tgtgtctatg 12 0 

cagtcactta ttcccttcat acctgtcagc cgagagcact gactgcgtga tttccagggt 180 

cctttacagc tttagagtat aggggctctg tttttgctgc tcccgaattt ccacctccca 240 

tcatccacgc atttcacaga tgcatctgaa tgctcacagt gctctatttg tgctcttctg 300 

tttgtccctg ttttttatgt ggatgegtat cgaccgccat gatagactgc acactccctg 360 

tgggcaggag ccatgttcat ttcatttttg tgtcccaggc ataatgtagg tgcgctcacc 420 

tcatctctcc catatcttga acctgtgaat ctcagtggac tcttttcagc agatgaacct 480 

gtataagtct ttcctgtctt gaaaggacag atgggtggcc cccatcctcc actgagcttc 540 

ctgttgaact ccctttgcag gtgacgtcaa aatagaagaa gccctcattc accatatcta 600 

ctgttaccct cctcctttcc cctctacttc ccatgaccag ttgttcactg cccctccaca 660 

gaacctactt ctgataaatc ccgtgaagaa ttttttattg ccagatccaa attctttggc 72 0 

ctctcacagt gtttgctgtg gectgattet ccctcattct ggaaactcct ctcctctc 778 

atg get ccc atg gga cca gtt get cct gca get cct cct gee cct cac 826 
Met Ala Pro Met Gly Pro Val Ala Pro Ala Ala Pro Pro Ala Pro His 
15 10 15 

tct get etc ctt gga etc etc ttt cct ggt att etc tgc agt tct gtc 874 



644 



Ser Ala Leu Leu Gly Leu Leu Phe Pro Gly lie Leu Cys Ser Ser Val 
20 25 30 



ctt cgc tct cag etc ttt gca ccc ttc ttt ccc teg ctg aca get teg 922 
Leu Arg Ser Gin Leu Phe Ala Pro Phe Phe Pro Ser Leu Thr Ala Ser 
35 40 45 

cgc ata cct gtg get tea ctg tea cgc taa g gaacattctc tgtggccctg 973 
Arg lie Pro Val Ala Ser Leu Ser Arg * 
50 55 

gcccgtctct egagectgag ccccatgatt acaacttctg tctgtacccc acagtacata 1033 

accttagcc 1042 



<210> 310 

<211> 1333 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (43) . . (555) 

<400> 310 

accggtccgg aattcccggg tcgacgattt cgtccttcta cc atg agg etc cct 54 

Met Arg Leu Pro 
1 

get cag etc ctg ggg ctg eta atg etc tgg gtc cct gga tec agt gag 102 
Ala Gin Leu Leu Gly Leu Leu Met Leu Trp Val Pro Gly Ser Ser Glu 
5 10 15 20 

gat att gtg atg ace cag act cca etc tec ctg ccc gtc acc cct gga 150 
Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
25 30 35 

gag ccg gee tec ate tec tgc agg tct agt cag age etc ttg gat agt 198 
Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
40 45 50 

gat gat gga aac acc tat ttg gac tgg tac ctg cag aag cca ggg cag 246 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
55 60 65 

tct cca cag etc ctg ate tat acg ctt tec tat egg gee tct gga gtc 294 
Ser Pro Gin Leu Leu lie Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
70 75 80 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 342 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
85 90 95 100 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 390 

645 



lie Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
105 110 115 

cgt ata gag ttt cct tgg act ttt ggc cag ggg acc aag ctg gag ate 438 
Arg lie Glu Phe Pro Trp Thr Phe Gly Gin Gly Thr Lys Leu Glu lie 
120 125 130 

aaa cga act gtt get gca cca tct gtc ttc ate ttc ccg cca tct gat 486 
Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp 
135 140 145 

gag cag ttg aaa tct gga act gec tct gtt gtg tgc ctg ctg aat aac 534 
Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn 
150 155 160 

ttc tat ccc aga gag gee taa gt acagtggaaa gtggtaaacg gcctccaaac 587 
Phe Tyr Pro Arg Glu Ala * 
165 170 

tggttaaatc cagtaaagtg tcacagagca agacagtaag gacagcacct aegtactcag 647 

cagcaaccag aagctgagca aagttgactt atgagatacc acaagtctag gectgacgaa 707 

gtcaaccatt atggacttgg gctgtgtcca atctgaatat agttatacct gggcagagtg 767 

gttaaaaggt atagtgtgtc ccctaaattg tatcctaggt ttcaagctcg tagtcacttg 827 

cccaggcttt ttgtcccttg taggtccttt tttcccaatg ggggacctaa gacactaagt 887 

gaegggaetc tccaaagtta atgatttaaa acttaaaatc actctctaag ggatcatcag 947 

gagttatgaa gtcgatgact aattgttttt gatacgagta tatctgaaaa tgattgaaag 1007 

tgtgaattcc tcatggtagg tgagataaac tagtegttat agtatctagt agatgacegg 1067 

agcatttata gagtagaagt ccgcatactc ceggataate taccacgaca catgattaga 1127 

ctctcgcgat ggtaaacaga tggatgtaaa etcaategtg ggagtaccga aagaggtggc 1187 

tatgatgttg acatgatagg gtctaggatg cgtgatcgtg tgaeggaatt gtcaaatacg 1247 

tgtgaataca catttattgg caatttctgt atgacgtgat atgagattag cagaggttta 1307 

tgaatgagtg acatcttgeg tgtggt 1333 



<210> 311 
<211> 803 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (77) . . (433) 



646 



<400> 311 

cgcctgcagg taccggtccg gaattcccgg gtcgacgatt tcgtgcttca ttcctgtatg 60 

gggtggtatt cctgcc atg ggt cct ggg ctt etc cac tgg atg gcc ctt 109 

Met Gly Pro Gly Leu Leu His Trp Met Ala Leu 
15 10 



tgt etc ctt gga aca ggt cat ggg gat gcc atg gtc ate cag aac cca 157 
Cys Leu Leu Gly Thr Gly His Gly Asp Ala Met Val lie Gin Asn Pro 
15 20 25 



aga tac cag gtt ace cag ttt gga aag cca gtg ace ctg agt tgt tct 205 
Arg Tyr Gin Val Thr Gin Phe Gly Lys Pro Val Thr Leu Ser Cys Ser 
30 35 40 



cag act ttg aac cat aac gtc atg tac tgg tac cag cag aag tea agt 253 
Gin Thr Leu Asn His Asn Val Met Tyr Trp Tyr Gin Gin Lys Ser Ser 
45 50 55 





cag 


gcc 


cca 


aag 


ctg 


ctg 


ttc 


cac 


tac 


tat 


gac 


aaa 


gat 


ttt 


aac 


aat 




Gin 


Ala 


Pro 


Lys 


Leu 


Leu 


Phe 


His 


Tyr 


Tyr 


Asp 


Lys 


Asp 


Phe 


Asn 


Asn 


; 0 


60 










65 










70 










75 




gaa 


gca 


gac 


ace 


cct 


gat 


aac 


ttc 


caa 


tec 


agg 


agg 


ccg 


aac 


act 


tct 




Glu 


Ala 


Asp 


Thr 


Pro 


Asp 


Asn 


Phe 


Gin 


Ser 


Arg 


Arg 


Pro 


Asn 


Thr 


Ser 












80 










85 










90 






ttc 


tgc 


ttt 


ctt 


gac 


ate 


cgc 


tea 


cca 


ggc 


ctg 


ggg 


gac 


gca 


gcc 


atg 




Phe 


Cys 


Phe 


Leu 


Asp 


He 


Arg 


Ser 


Pro 


Gly 


Leu 


Gly 


Asp 


Ala 


Ala 


Met 










95 










100 










105 








tac 


ctg 


tgt 


gcc 


ace 


age 


gtc 


cac 


egg 


gac 


cca 


tga 


acac tgaagctttc 




Tyr 


Leu 


Cys 


Ala 


Thr 


Ser 


Val 


His 


Arg 


Asp 


Pro 


* 











447 



110 115 

tttggacaag gcaccagact cacagttgta gcatgtgaaa aggtccagag etctgeagtg 507 

tgagctttct actgaaatgg cccttggact ttgtggttca ttcatactca gtggtctagc 567 

ttgtactact tttgagaatg caaagcttaa ctgtggacgg attccaatcc tggecaggea 627 

gggttgctgg acactctgag agaagaaagg gttaatccca tgaccatcaa cttccatggg 687 

atttcageca tcctggacaa gctaccacac cctcctgccc caaggggagg aggaaatgtg 747 

gaccatccca tcagaaattg accaaaggac ctgaacaagt ggtccccccc cccccc 803 



<210> 312 
<211> 687 
<212> DMA 
<213> Homo sapiens 

<220> 
<221> CDS 



647 



<222> (6) . . (605) 
<400> 312 

agctg atg etc tgc aga caa caa etc agg aat ttg act gaa aac aag 47 
Met Leu Cys Arg Gin Gin Leu Arg Asn Leu Thr Glu Asn Lys 
15 10 

gaa tct gag ttg cag tgt etc ttt caa cag ata gaa agg cag gag cag 95 
Glu Ser Glu Leu Gin Cys Leu Phe Gin Gin He Glu Arg Gin Glu Gin 
15 20 25 30 

ctt ctg gat gaa ata cat cgt gag aag aga gat eta ctg gaa gag ace 143 
Leu Leu Asp Glu He His Arg Glu Lys Arg Asp Leu Leu Glu Glu Thr 
35 40 45 

caa aga aaa gat gaa gaa atg gga tct ctg cag gac cgt gta att gca 191 
Gin Arg Lys Asp Glu Glu Met Gly Ser Leu Gin Asp Arg Val He Ala 
50 55 60 

tta gaa acg agt acc caa gtg gec ttg gac cat ctg gag tct gtg cct 239 

p Leu Glu Thr Ser Thr Gin Val Ala Leu Asp His Leu Glu Ser Val Pro 
iQ 65 70 75 

\2 gag aaa ctg age eta eta gaa gat ttc aaa gac ttc aga gat tec tgc 287 

'ess Glu Lys Leu Ser Leu Leu Glu Asp Phe Lys Asp Phe Arg Asp Ser Cys 
;J: 80 85 90 

agt tea tct gag aga act gat gga aga tat tec aaa tac agg gtt cgc 335 
^31 Ser Ser Ser Glu Arg Thr Asp Gly Arg Tyr Ser Lys Tyr Arg Val Arg 
95 100 105 110 

1^ aga aat tct ctt cag cat cac caa gat gac acc aag tac aga acc aaa 383 
U Arg Asn Ser Leu Gin His His Gin Asp Asp Thr Lys Tyr Arg Thr Lys 

115 120 125 

^ agt ttc aaa ggt gac aga acc ttt ctg gaa ggt tec cac act cgt ggg 431 
iisJ Ser Phe Lys Gly Asp Arg Thr Phe Leu Glu Gly Ser His Thr Arg Gly 
130 135 140 

tta gat cac tea tec tct tgg cag gat cac agt cgc ttc ctg tct agt 479 
Leu Asp His Ser Ser Ser Trp Gin Asp His Ser Arg Phe Leu Ser Ser 
145 150 155 

cca aga ttt tea tac gtg aac tea ttt acc aaa aga act gtt get cca 527 
Pro Arg Phe Ser Tyr Val Asn Ser Phe Thr Lys Arg Thr Val Ala Pro 
160 165 170 

gat tea get tea aac aag gaa gat gee aca atg aat gga aca agt tea 575 
Asp Ser Ala Ser Asn Lys Glu Asp Ala Thr Met Asn Gly Thr Ser Ser 
175 180 185 190 

caa ccc aaa aaa gag gaa tat ggg age taa a aaagcaaatg taatttgtta 626 
Gin Pro Lys Lys Glu Glu Tyr Gly Ser * 
195 200 

ttttacatga gtatgttaca aataataaca tctctattct tacagcaaaa aaaaaaaaaa 686 



648 



687 



<210> 313 
<211> 1157 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (714) . . (947) 

<400> 313 

atttggccct cgaggccaag aattcggcac gaggatgaat aacaggataa cacgttgtta 60 

cattgtcaca actcctgatc caggaattga tggctaagat attcgtaatt cttatccttt 120 

tcagttgtaa cttattccta tttgtcagca ttcaggttat tagcggctgc tggcgaagtc 180 

cttgagaaat aaactgcaca ctggatggtg ggggtagtgt aggaaaatgg aggggaagga 240 

agtaaagttt caaattaagc ctgaacagca aagttcccct gagaaggcca cctggattct 300 

atcagaaact cgaatgtcca tcttgcaaaa cttccttgcc caaaccccac ccctggagtc 360 

acaacccacc cttgaccaat agattcattt cactgaggga ggcaaagggc tggtcaatag 420 

attcatttca ctgggagagg caaagggctg ggggccagag aggagaagta aaaagccaca 480 

catgaagcag caatgcaggc atgcttctgg ctcatctgtg atcaccagga aactcccaga 540 

tctgacactg tagtgcattt cactgctgac aagaaggctg ctgccaccag cctgtgaagc 600 

aaggttaagg tgagaaggct ggaggtgaga ttctgggcag tctcctggtt gtctacccat 660 

ggacctagag gtactttgaa agttttggat atctgggctc tgactgtgca ata atg 716 

Met 
1 

ggc aac ccc aaa gtc aag gca cat ggc aag aag gtg ctg ate tec ttc 7 64 

Gly Asn Pro Lys Val Lys Ala His Gly Lys Lys Val Leu lie Ser Phe 
5 10 15 

gga aaa get gtt atg etc acg gat gac etc aaa ggc ace ttt get aca 812 
Gly Lys Ala Val Met Leu Thr Asp Asp Leu Lys Gly Thr Phe Ala Thr 
20 25 30 

ctg agt gac ctg cac tgt aac aag ctg cac gtg gac cct gag aac ttc 860 
Leu Ser Asp Leu His Cys Asn Lys Leu His Val Asp Pro Glu Asn Phe 
35 40 45 

ctg etc tta ggc aac gtg ata ttg att gtt ttg gca acc cac ttc age 908 
Leu Leu Leu Gly Asn Val lie Leu lie Val Leu Ala Thr His Phe Ser 
50 55 60 65 
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gag gat ttt acc eta cag ata cag get tct tgg cag taa ctaacaaatg 957 
Glu Asp Phe Thr Leu Gin lie Gin Ala Ser Trp Gin * 
70 75 

ctgtggttaa tgctgtagcc cacaagacca ctgagttccc tgtccactat gtttgtacct 1017 

atggtccact atgtttgtac ctatgtccca aaatctcatc tcctttagat gggggaggtt 1077 

ggggagaaga gcagtatcct gectgetgat tcagttcctg catgataaaa atagaataaa 1137 

gaaatatget ctctaagaaa 1157 



<210> 314 
<211> 583 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (219) . . (479) 

<400> 314 

ctatgatctc tgaatccttg gatgccaccc caacacacct aacccccaac tctcaggcca 60 

agatagtaaa aagagagtca gagaacagga acegcataaa aagttcttca ttttccatca 120 

cttggtggtg actttgaagg tagaggctga cagtgagtgg agtatggaca tgtcacccac 180 

aaccagatga agagggactc egagatageg actegget atg cac aca gtc acc 233 

Met His Thr Val Thr 
1 5 

cac aga gga gga gca ggg aag ggg gaa agt age etc tct cag cac atg 281 
His Arg Gly Gly Ala Gly Lys Gly Glu Ser Ser Leu Ser Gin His Met 
10 15 20 

ata aaa aga cct gga tgg gga ggt gga gca gag gec ttc act cca tea 329 
lie Lys Arg Pro Gly Trp Gly Gly Gly Ala Glu Ala Phe Thr Pro Ser 
25 30 35 

ttt ttt aaa tec ate ctt caa tat ttt caa gag gaa ggg aaa cca gac 377 
Phe Phe Lys Ser lie Leu Gin Tyr Phe Gin Glu Glu Gly Lys Pro Asp 
40 45 50 

agg cca aac cac age ctt cag tgg ggc ttg act tta gtt eta egg acc 425 
Arg Pro Asn His Ser Leu Gin Trp Gly Leu Thr Leu Val Leu Arg Thr 
55 60 65 

tea cca gec att cca gca get gaa tgc ctg cca gtt ggt gee cac acg 473 
Ser Pro Ala lie Pro Ala Ala Glu Cys Leu Pro Val Gly Ala His Thr 
70 75 80 85 

eta tga gaccccacaa ctgtgtgaga agctgggaac atttcacagg gaaaaagcag 529 
Leu * 
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aaatggaggg agtgaaaccc ctacttagtt tctgctgatc ctccctggta gaga 



583 



<210> 315 

<211> 931 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (75) . . (677) 



<400> 315 

ggaattcgtt ttaagaggat cttctgctcc tcttcatctg gtccgtttcc ttccaaggcc 60 

cccgagagga aggc atg egg tgg gec eta etg gtg ctt eta get ttc etg 110 
Met Arg Trp Ala Leu Leu Val Leu Leu Ala Phe Leu 
15 10 



tct cct gee agt cag aaa tct tec aac ttg gaa ggg aga acg aag tea 158 
Ser Pro Ala Ser Gin Lys Ser Ser Asn Leu Glu Gly Arg Thr Lys Ser 
15 20 25 



gtc acc agg cag act ggg tea tct get gaa ate act tgc gat ctt act 206 
Val Thr Arg Gin Thr Gly Ser Ser Ala Glu lie Thr Cys Asp Leu Thr 
30 35 40 



gta aca aat acc ttc tac ate cac tgg tac eta cac cag gag ggg aag 254 
Val Thr Asn Thr Phe Tyr lie His Trp Tyr Leu His Gin Glu Gly Lys 
45 50 55 60 



gee cca cag cgt ctt etg tac tat gac gtc tec act gca agg gat gtg 302 
Ala Pro Gin Arg Leu Leu Tyr Tyr Asp Val Ser Thr Ala Arg Asp Val 
65 70 75 



ttg gaa tea gga etc agt cca gga aag tat tat act cat aca ccc agg 350 
Leu Glu Ser Gly Leu Ser Pro Gly Lys Tyr Tyr Thr His Thr Pro Arg 
80 85 90 



agg tgg age tgg ata ttg ata eta cga aat eta att gaa aat gat tct 
Arg Trp Ser Trp lie Leu lie Leu Arg Asn Leu lie Glu Asn Asp Ser 
95 100 105 



398 



ggg gtc tat tac tgt gec 
Gly Val Tyr Tyr Cys Ala 
110 

tec tac acc aca etg aaa 
Ser Tyr Thr Thr Leu Lys 
125 130 

gat aga gec gee ccc tct 
Asp Arg Ala Ala Pro Ser 



acc tgg gac agg cac agt 
Thr Trp Asp Arg His Ser 
115 120 

ate tgc ctt gtg get gec 
He Cys Leu Val Ala Ala 
135 

cat ttc etg tea cca aat 
His Phe Leu Ser Pro Asn 



gat tea gac etg 446 
Asp Ser Asp Leu 



tct ggt tea cag 494 
Ser Gly Ser Gin 
140 

tta etg tat tct 542 
Leu Leu Tyr Ser 
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145 



150 



155 



gaa caa gag aaa gac age tta act cct gat etc cct cct aat ate aca 590 
Glu Gin Glu Lys Asp Ser Leu Thr Pro Asp Leu Pro Pro Asn lie Thr 
160 165 170 

ctg tec tgg cag cag ctg cat cct gtt ccc cac ccc tec ccc aca act 638 
Leu Ser Trp Gin Gin Leu His Pro Val Pro His Pro Ser Pro Thr Thr 
175 180 185 

ttc ctg aag ate aag ctg cca tct cca ggc etc age taa gcagcctggc 687 
Phe Leu Lys lie Lys Leu Pro Ser Pro Gly Leu Ser * 
190 195 200 

tgagagcaag gttctctcag ctctcctagg acatggggga ggcccactca ctctgcttcc 747 

tatgacacac aggtacaact agggtccagc tgtgaagcga gatattttgg acagcaaatg 807 

ggaagggtat ttatactgaa tcatgtatcc actcatggtc cagagatcac agctgagagt 867 

ggtgcttatt ccttatgtct ataacaacat aagcaatact ataatgacca ctaaaacact 927 

aggc 931 



<210> 316 
<211> 943 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (228) . . (737) 

<400> 316 

aatgccctcc acaagecaag cctcccgctc ttaggagctg agcatctgtc agctgcccaa 60 

gcccgtggcc tcttgatggg gtgtttgagc aaccatcctg tttttcgccc caggcccttg 120 

gaattgaaag tgaggatgac ttgtataaac tggtgaactt cttccttaaa tatcgagctc 180 

acegtttate ttccagcctc cagatcaagc cctgcagtca ggegage atg gag aag 23 6 

Met Glu Lys 
1 

gcg age atg gag gag aca age acg agg tea gaa ttg gag ctg gca gag 284 
Ala Ser Met Glu Glu Thr Ser Thr Arg Ser Glu Leu Glu Leu Ala Glu 
5 10 15 

cag acg gag atg gag gga gaa aag gaa gaa age ctg gtg gaa ggg gag 332 
Gin Thr Glu Met Glu Gly Glu Lys Glu Glu Ser Leu Val Glu Gly Glu 
20 25 30 35 

aag gag gaa gag gag gag ace cca ccc tec ccc tgg gtc ate cac ccc 380 
Lys Glu Glu Glu Glu Glu Thr Pro Pro Ser Pro Trp Val lie His Pro 
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40 



45 



50 



aat gat gtc etc aag att ctg gag gec ttc ttc atg ggt ctg aag aag 428 
Asn Asp Val Leu Lys lie Leu Glu Ala Phe Phe Met Gly Leu Lys Lys 
55 60 65 

cct agg gac teg egg gec ccg ctg agg gta cag aag aat gtg cgt gac 476 
Pro Arg Asp Ser Arg Ala Pro Leu Arg Val Gin Lys Asn Val Arg Asp 
70 75 80 

aac tec aag gac teg gag tac tgg cag gee ctg ace aca gtg ate cct 524 
Asn Ser Lys Asp Ser Glu Tyr Trp Gin Ala Leu Thr Thr Val lie Pro 
85 90 95 

tec tec aag cag aac etc tgg gat gee etc tac aca gee ttg gag aag 572 
Ser Ser Lys Gin Asn Leu Trp Asp Ala Leu Tyr Thr Ala Leu Glu Lys 
100 105 110 115 

tac cac ctt gtc ctg acc cag agg gec aag ctg ctg ctg gaa aac agt 620 
Tyr His Leu Val Leu Thr Gin Arg Ala Lys Leu Leu Leu Glu Asn Ser 
120 125 130 

tct ctg gag cag cag aac aca gag ctg cag gcg eta ctg cag cag tat 668 
Ser Leu Glu Gin Gin Asn Thr Glu Leu Gin Ala Leu Leu Gin Gin Tyr 
135 140 145 

ctg aac tec aag ate aac tct gaa ctg caa gtt cct ccc act cag gtg 716 
Leu Asn Ser Lys lie Asn Ser Glu Leu Gin Val Pro Pro Thr Gin Val 
150 155 160 

ttg egg gta ccc aca aaa tga gc tggaccgcca aaggctgatg tgttagggct 769 
Leu Arg Val Pro Thr Lys * 
165 170 

ggcctgatgc tggtgtctgt gccggagcca gctcatatca cccactgggc cgcacctggg 829 

cctgctctct ggattttcca gggctgtctt tatagectgt cgaaataagg agecagagga 889 

gttacctgtg tectgeatta tgattaaagc cttttaaagt tgaaaaaaaa aaaa 943 



<210> 317 
<211> 793 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (339) . . (623) 

<400> 317 

ttaatacgac cactataggg aatttggccc tegagegacg taatteggea cgagagaacg 60 
gactactggt cttttaaaaa cacacctcac caagctcagc caccaactta aaaaggactt 120 
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gataatactt ttaccacttg cccttctcag aattcgggcc tgtcttcgga atgcgacagg 



180 



atacagccca tttgagctcc tgtatagatg ctccttttta ttaggcccca gtctcattcc 240 

agacaccaga ccaacttgga ctgtgccccc aaaaacttgt catccctact atcttctctc 300 

tagtcatact cctattcacc gttctcaact actcatac atg ccc tgc tct tgt 353 

Met Pro Cys Ser Cys 
1 5 

tta cac tgc egg ttt aca ctg ttt etc caa gec ate aca get gat ate 401 
Leu His Cys Arg Phe Thr Leu Phe Leu Gin Ala lie Thr Ala Asp lie 
10 15 20 

tec tgg tgc tat cct caa act ace act ctt aac tec etc ttg gat ttg 449 
Ser Trp Cys Tyr Pro Gin Thr Thr Thr Leu Asn Ser Leu Leu Asp Leu 
25 30 35 

tta tat gat ctt tgc egg cag gca ccc etc caa tac ttt cac cct gat 497 
Leu Tyr Asp Leu Cys Arg Gin Ala Pro Leu Gin Tyr Phe His Pro Asp 
40 45 50 

gaa gtt eta ttc ttt act ttt ata etc act ctt att etc att ccc att 545 
Glu Val Leu Phe Phe Thr Phe lie Leu Thr Leu lie Leu lie Pro lie 
55 60 65 

ctt atg cca ccc ttt ace tct ccc cag eta tct cca cca cac tat caa 593 
Leu Met Pro Pro Phe Thr Ser Pro Gin Leu Ser Pro Pro His Tyr Gin 
70 75 80 85 

tct cac tgt etc tct cct age cat ttc taa t ccttctttaa caaacaattg 644 
Ser His Cys Leu Ser Pro Ser His Phe * 
90 95 

ctggctttgc atttctcttt cctctaaaac cactgaggcc tcaacttact cactgetgaa 704 

aaaggaggac ttttcatatt tctaaatgaa gaatgttgtt tttacctaaa tcaatctggc 764 

ctagtacctg acaacataaa aaaaaaaaa 793 



<210> 318 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (366) 

<400> 318 

gtggggcggc ggcctgcagc cagcaag atg tac cac tgc age gag tgc ctg 51 

Met Tyr His Cys Ser Glu Cys Leu 
1 5 
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cgc ttc ttc cag cag cgc aag age ctg ctg ctg cac cag cgc ctg cac 99 
Arg Phe Phe Gin Gin Arg Lys Ser Leu Leu Leu His Gin Arg Leu His 
10 15 20 

acc ggc aat ggc cag ggc tgg ccc gec tgc ccc tac tgc ggc aag gec 147 
Thr Gly Asn Gly Gin Gly Trp Pro Ala Cys Pro Tyr Cys Gly Lys Ala 
25 30 35 40 

ttc cgc egg ccc teg gac etc ttc egg cac cag cgc ate cac acc ggt 195 
Phe Arg Arg Pro Ser Asp Leu Phe Arg His Gin Arg lie His Thr Gly 
45 50 55 

gag egg ccc tac cag tgc ccc cag tgt ggc egg acc ttc aac cgc aac 243 
Glu Arg Pro Tyr Gin Cys Pro Gin Cys Gly Arg Thr Phe Asn Arg Asn 
60 65 70 

cac cac ctg gee gtg cac atg cag acc cac gee cga ggc cag gtg ggc 291 
His His Leu Ala Val His Met Gin Thr His Ala Arg Gly Gin Val Gly 
75 80 85 

cca cac ttc cct gec gec ccc gee cgc cac ggg age ctg ccc ctg ccc 339 
Pro His Phe Pro Ala Ala Pro Ala Arg His Gly Ser Leu Pro Leu Pro 
90 95 100 

tgg ccc age egg aag gag gag ggc tga cctgg caggagccca cagaggaccc 391 
Trp Pro Ser Arg Lys Glu Glu Gly * 
105 110 

ctggcggggt ctctcccctg tgcctgacgc aggttcttcc ttttcctggg atggagagag 451 

gtttgttgtt tttacccatt caaatgggaa gctagctgcc cttctggtga cattgtgtgt 511 

gaccgggtgc tttctgtttc ctgtttgcac tcttcgctgc ettttctgea ttcctgactt 571 

ctaaaagatg ccttaaggct taagggatgc catatttttg ataaggcetc tggtaggtac 631 

cacagccaag aggaccagag atcatggccc ttccagtatg ggggegatag agacateggg 691 

gacctgggat ctcagttttg tgeagagate tcctgcctgc tgtcaccatg agaaacagtg 751 

gagtggagtg gatggatggc ctgacttgaa gaaagggece tggaaagttt tetactttge 811 

tatattgaaa tataaatccc ttcttataga gactttgaaa tacttctgta aatgtgtgta 871 

gtagtcaatg gaactttgee tttagcaaag teggaaagag teggctttte catgtgaggc 931 

tegcagaget gaaaggggag ctacgtccac caagcctgta ggtcataagg gacacaaaca 991 

aggacgagga agaggaccct taaagaaegg acc 1024 



<210> 319 

<211> 2552 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (281) . . (2518) 
<400> 319 

tttaaaggca aagacacgcc ttcccccccc acttcagccg cgcgcctttc cttcccccaa 60 

attcctcaaa gatggtttgt ctcacgtgtt gcagggcgta aaagcggctt gcattcaatt 12 0 

agcagcgaag ctcgcgggcg ctggcgggac aggcgcgtga ggccacaaca catgcgtgta 180 

tcttgcttgg gctatcttcc ctgctctgcc acgccgggtc tggagaaggg gtttcagccc 240 

caggacattt actgagagtc ggcgaatatt gggagccgcg atg ttc ccc ctt egg 295 

Met Phe Pro Leu Arg 
1 5 

gec ctg tgg ttg gtc tgg gcg ctt eta gga gtg gec gga tea tgc ccg 343 
Ala Leu Trp Leu Val Trp Ala Leu Leu Gly Val Ala Gly Ser Cys Pro 
10 15 20 

gag ccg tgc gec tgc gtg gac aag tac get cac cag ttc gcg gac tgc 391 
Glu Pro Cys Ala Cys Val Asp Lys Tyr Ala His Gin Phe Ala Asp Cys 
25 30 35 

get tac aaa gag ttg cgt gag gtg ccg gaa gga ctg cct gec aac gtg 439 
Ala Tyr Lys Glu Leu Arg Glu Val Pro Glu Gly Leu Pro Ala Asn Val 
40 45 50 

acg acg ctt agt ctg tec gcg aac aag ate act gtg ctg egg cgc ggg 487 
Thr Thr Leu Ser Leu Ser Ala Asn Lys lie Thr Val Leu Arg Arg Gly 
55 60 65 

gee ttc gee gac gtc aca cag gtc acg teg ctg tgg ctg gcg cac aat 535 
Ala Phe Ala Asp Val Thr Gin Val Thr Ser Leu Trp Leu Ala His Asn 
70 75 80 85 

gag gtg cgc ace gtg gag cca ggc gca ctg gec gtg ctg agt cag etc 583 
Glu Val Arg Thr Val Glu Pro Gly Ala Leu Ala Val Leu Ser Gin Leu 
90 95 100 

aag aac etc gat ctg age cac aac ttc ata tec age ttt ccg tgg age 631 
Lys Asn Leu Asp Leu Ser His Asn Phe lie Ser Ser Phe Pro Trp Ser 
105 110 115 

gac ctg cgc aac ctg age gcg ctg cag ctg etc aaa atg aac cac aac 67 9 

Asp Leu Arg Asn Leu Ser Ala Leu Gin Leu Leu Lys Met Asn His Asn 
120 125 130 

cgc ctg ggc tct ctg ccc egg gac gca etc ggt gcg eta ccc gac ctg 727 
Arg Leu Gly Ser Leu Pro Arg Asp Ala Leu Gly Ala Leu Pro Asp Leu 
135 140 145 

cgt tec ctg cgc ate aac aac aac egg ctg cgt acg ctg gcg cct ggc 775 
Arg Ser Leu Arg lie Asn Asn Asn Arg Leu Arg Thr Leu Ala Pro Gly 
150 155 160 165 
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acc ttc gac gcg ctt age gcg ctg tea cac ttg caa etc tat cac aat 823 
Thr Phe Asp Ala Leu Ser Ala Leu Ser His Leu Gin Leu Tyr His Asn 
170 175 180 

ccc ttc cac tgc ggc tgc ggc ctt gtg tgg ctg cag gec tgg gec gcg 871 
Pro Phe His Cys Gly Cys Gly Leu Val Trp Leu Gin Ala Trp Ala Ala 
185 190 195 

age acc egg gtg tec tta ccc gag ccc gac tec att get tgt gee teg 919 
Ser- Thr Arg Val Ser Leu Pro Glu Pro Asp Ser lie Ala Cys Ala Ser 
200 205 210 

cct ccc gcg ctg cag ggg gtg ccg gtg tac cgc ctg ccc gec ctg ccc 967 
Pro Pro Ala Leu Gin Gly Val Pro Val Tyr Arg Leu Pro Ala Leu Pro 
215 220 225 

tgt gca ccg ccc age gtg cat ctg agt gec gag cca ccg ctt gaa gca 1015 
Cys Ala Pro Pro Ser Val His Leu Ser Ala Glu Pro Pro Leu Glu Ala 
230 235 240 245 

ccc ggc acc cca ctg cgc gca gga ctg gcg ttc gtg tta cac tgc ate 1063 
Pro Gly Thr Pro Leu Arg Ala Gly Leu Ala Phe Val Leu His Cys lie 
250 255 260 

gee gac ggc cac cct acg cct cgc ctg caa tgg caa ctt cag ate ccc 1111 
Ala Asp Gly His Pro Thr Pro Arg Leu Gin Trp Gin Leu Gin lie Pro 
265 270 275 

ggt ggc acc gta gtc tta gag cca ccg gtt ctg age ggg gag gac gac 1159 
Gly Gly Thr Val Val Leu Glu Pro Pro Val Leu Ser Gly Glu Asp Asp 
280 285 290 

ggg gtt ggg gcg gag gaa gga gag gga gaa gga gat ggg gat ttg ctg 1207 
Gly Val Gly Ala Glu Glu Gly Glu Gly Glu Gly Asp Gly Asp Leu Leu 
295 300 305 

acg cag acc caa gee caa acg ccg act cca gca ccc get tgg ccg gcg 1255 
Thr Gin Thr Gin Ala Gin Thr Pro Thr Pro Ala Pro Ala Trp Pro Ala 
310 315 320 325 

ccc cca gee aca ccg cgc ttc ctg gee etc gca aat ggc tec ctg ttg 1303 
Pro Pro Ala Thr Pro Arg Phe Leu Ala Leu Ala Asn Gly Ser Leu Leu 
330 335 340 

gtg ccc etc ctg agt gee aag gag gcg ggc gtc tac act tgc cgt gca 1351 
Val Pro Leu Leu Ser Ala Lys Glu Ala Gly Val Tyr Thr Cys Arg Ala 
345 350 355 

cac aat gag ctg ggc gee aac tct acg tea ata cgc gtg gcg gtg gca 1399 
His Asn Glu Leu Gly Ala Asn Ser Thr Ser lie Arg Val Ala Val Ala 
360 365 370 

gca acc ggg ccc cca aaa cac gcg cct ggc gee ggg gga gaa ccc gac 1447 
Ala Thr Gly Pro Pro Lys His Ala Pro Gly Ala Gly Gly Glu Pro Asp 
375 380 385 
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gga cag gcc ccg acc tct gag cgc aag tec aca gec aag ggc egg ggc 1495 
Gly Gin Ala Pro Thr Ser Glu Arg Lys Ser Thr Ala Lys Gly Arg Gly 
390 395 400 405 

aac age gtc ctg cct tec aaa ccc gag ggc aaa ate aaa ggc caa ggc 1543 
Asn Ser Val Leu Pro Ser Lys Pro Glu Gly Lys lie Lys Gly Gin Gly 
410 415 420 

ctg gcc aag gtc age att etc ggg gag acc gag acg gag ccg gag gag 1591 
Leu Ala Lys Val Ser lie Leu Gly Glu Thr Glu Thr Glu Pro Glu Glu 
425 430 435 

gac aca agt gag gga gag gag gcc gaa gac cag ate etc gcg gac ccg 163 9 

Asp Thr Ser Glu Gly Glu Glu Ala Glu Asp Gin lie Leu Ala Asp Pro 
440 445 450 

gcg gag gag cag cgc tgt ggc aac ggg gac ccc tct egg tac gtt tct 1687 
Ala Glu Glu Gin Arg Cys Gly Asn Gly Asp Pro Ser Arg Tyr Val Ser 
455 460 465 

aac cac gcg ttc aac cag age gca gag etc aag ccg cac gtc ttc gag 1735 
Asn His Ala Phe Asn Gin Ser Ala Glu Leu Lys Pro His Val Phe Glu 
470 475 480 485 

ctg ggc gtc ate gcg ctg gat gtg gcg gag cgc gag gcg egg gtg cag 1783 
Leu Gly Val lie Ala Leu Asp Val Ala Glu Arg Glu Ala Arg Val Gin 
490 495 500 

ctg act ccg ctg get gcg cgc tgg ggc cct ggg ccc ggc ggg get ggc 1831 
Leu Thr Pro Leu Ala Ala Arg Trp Gly Pro Gly Pro Gly Gly Ala Gly 
505 510 515 

gga gcc ccg cga ccc ggg egg cga ccc ctg cgc eta etc tat ctg tgt 1879 
Gly Ala Pro Arg Pro Gly Arg Arg Pro Leu Arg Leu Leu Tyr Leu Cys 
520 525 530 

cca gcg ggg ggc ggc gcg gca gtg cag tgg tec cgc gta gag gaa ggc 1927 
Pro Ala Gly Gly Gly Ala Ala Val Gin Trp Ser Arg Val Glu Glu Gly 
535 540 545 

gtc aac gcc tac tgg ttc cgc ggc ctg egg ccg ggt acc aac tac tec 1975 
Val Asn Ala Tyr Trp Phe Arg Gly Leu Arg Pro Gly Thr Asn Tyr Ser 
550 555 560 565 

gtg tgc ctg gcg ctg gcg ggc gaa gcc tgc cac gtg caa gtg gtg ttt 2023 
Val Cys Leu Ala Leu Ala Gly Glu Ala Cys His Val Gin Val Val Phe 
570 575 580 

tec acc aag aag gag etc cca teg ctg ctg gtc ata gtg gca gtg age 2071 
Ser Thr Lys Lys Glu Leu Pro Ser Leu Leu Val lie Val Ala Val Ser 
585 590 595 

gta ttc etc ctg gtg ctg gcc aca gtg ccc ctt ctg ggc gcc gcc tgc 2119 
Val Phe Leu Leu Val Leu Ala Thr Val Pro Leu Leu Gly Ala Ala Cys 
600 605 610 

tgc cat ctg ctg get aaa cac ccg ggc aag ccc tac cgt ctg ate ctg 2167 
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Cys His Leu Leu Ala Lys His Pro Gly Lys Pro Tyr Arg Leu lie Leu 
615 620 625 



egg cct cag gcc cct gac cct atg gag aag cgc ate gcc gca gac ttc 2215 
Arg Pro Gin Ala Pro Asp Pro Met Glu Lys Arg lie Ala Ala Asp Phe 
630 635 640 645 

gac ccg cgt get teg tac etc gag tec gag aaa age tac ccg gca ggc 2263 
Asp Pro Arg Ala Ser Tyr Leu Glu Ser Glu Lys Ser Tyr Pro Ala Gly 
650 655 660 

ggc gag gcg ggc ggc gag gag cca gag gac gtg cag ggg gag ggc ctt 2311 
Gly Glu Ala Gly Gly Glu Glu Pro Glu Asp Val Gin Gly Glu Gly Leu 
665 670 675 

gat gaa gac gcg ggg cag gga gac cca agt ggg gac ctg cag aga gag 2359 
Asp Glu Asp Ala Gly Gin Gly Asp Pro Ser Gly Asp Leu Gin Arg Glu 
680 685 690 

gag age ctg gcg gcc tgc tea ctg gtg gag tec cag tec aag gcc aac 2407 
Glu Ser Leu Ala Ala Cys Ser Leu Val Glu Ser Gin Ser Lys Ala Asn 
695 700 705 

caa gag gag ttc gag gcg ggc tct gag tac age gat egg ctg ccc ctg 2455 
Gin Glu Glu Phe Glu Ala Gly Ser Glu Tyr Ser Asp Arg Leu Pro Leu 
710 715 720 725 

ggc gcc gag gcg gtc aac ate gcc cag gag att aat ggc aac tac agg 2503 
Gly Ala Glu Ala Val Asn lie Ala Gin Glu lie Asn Gly Asn Tyr Arg 
730 735 740 

cag acg gca ggc tga acctccgccc gtccggcccg cccattccga cctg 2552 
Gin Thr Ala Gly * 
745 



<210> 320 

<211> 2400 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (212) . . (1537) 
<400> 320 

tttcgtgttg tcctccgagc cttccgattg gcggagagga ccatgggacc tggaagttgt 60 

etttgtcegg ccagggctgc ccttccggtt ccgttgggtc cccctttggc tegggttect 120 

tgcccctccc ccttcccgga gccccgaggg gccggagctc ctggcggtgc eggatcctga 180 

cggcggcctt cccccgggtc tgtctgccaa a atg tct gaa aga tea gat etc 232 

Met Ser Glu Arg Ser Asp Leu 
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1 



5 



ctt cac ttc aag ttt gaa aat tat gga gat tea atg tta caa aaa atg 280 
Leu His Phe Lys Phe Glu Asn Tyr Gly Asp Ser Met Leu Gin Lys Met 
10 15 20 

aac aaa tta aga gaa gag aat aaa ttt tgt gat gtt aca gtt etc ata 328 
Asn Lys Leu Arg Glu Glu Asn Lys Phe Cys Asp Val Thr Val Leu lie 
25 30 35 

gat gat att gag gta cag gga cat aaa att gtg ttt get gca ggt tec 376 
Asp Asp He Glu Val Gin Gly His Lys He Val Phe Ala Ala Gly Ser 
40 45 50 55 

ccc ttc tta aga gac caa ttt tta ctg aat gat tec aga gag gtg aaa 424 
Pro Phe Leu Arg Asp Gin Phe Leu Leu Asn Asp Ser Arg Glu Val Lys 
60 65 70 

ate tec ata tta cag agt tec gaa gtg ggg aga caa ttg etc tta tec 472 
He Ser He Leu Gin Ser Ser Glu Val Gly Arg Gin Leu Leu Leu Ser 
75 80 85 

tgt tat agt ggt gtg ctg gaa ttc cct gag atg gaa ctg gta aat tac 520 
Cys Tyr Ser Gly Val Leu Glu Phe Pro Glu Met Glu Leu Val Asn Tyr 
90 95 100 

ttg act get gca agt ttt ctt cag atg age cac att gta gaa egg tgc 568 
Leu Thr Ala Ala Ser Phe Leu Gin Met Ser His He Val Glu Arg Cys 
105 110 115 

aca cag gee ctg tgg aag ttt ata aag cca aaa caa cca atg gat agt 616 
Thr Gin Ala Leu Trp Lys Phe He Lys Pro Lys Gin Pro Met Asp Ser 
120 125 130 135 

aaa gag gga tgt gaa cca cag agt get tct ccc cag tea aaa gaa cag 664 
Lys Glu Gly Cys Glu Pro Gin Ser Ala Ser Pro Gin Ser Lys Glu Gin 
140 145 150 

cag gga gat gee aga ggc tec cca aag cag gac tea cct tgt att cat 712 
Gin Gly Asp Ala Arg Gly Ser Pro Lys Gin Asp Ser Pro Cys He His 
155 160 165 

cca tct gaa gac agt atg gat atg gag gac agt gat att cag att gtt 760 
Pro Ser Glu Asp Ser Met Asp Met Glu Asp Ser Asp He Gin He Val 
170 175 180 

aag gta gaa tct att ggg gat gta tea gag gtt aga agt aaa aaa gat 808 
Lys Val Glu Ser He Gly Asp Val Ser Glu Val Arg Ser Lys Lys Asp 
185 190 195 

cag aac cag ttt att tct tct gaa ccc act get tta cat tea tea gag 856 
Gin Asn Gin Phe He Ser Ser Glu Pro Thr Ala Leu His Ser Ser Glu 
200 205 210 215 

ccc cag cac tec ctg ata aat tea act gtg gaa aac aga gta agt gaa 904 
Pro Gin His Ser Leu He Asn Ser Thr Val Glu Asn Arg Val Ser Glu 
220 225 230 
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ata gaa caa aac cat etc cac aat tat gec ctt tct tat aca ggc agt 952 
He Glu Gin Asn His Leu His Asn Tyr Ala Leu Ser Tyr Thr Gly Ser 
235 240 245 

gat aac ate ate atg gee tea aaa gat gtc ttt ggc cct aat att cga 1000 
Asp Asn He He Met Ala Ser Lys Asp Val Phe Gly Pro Asn He Arg 
250 255 260 

ggt gta gac aaa ggc eta cag tgg cat cac cag tgc cca aag tgt ace 1048 
Gly Val Asp Lys Gly Leu Gin Trp His His Gin Cys Pro Lys Cys Thr 
265 270 275 

agg gtg ttt cgt cac ctg gag aac tac gee aac cat tta aaa atg cac 1096 
Arg Val Phe Arg His Leu Glu Asn Tyr Ala Asn His Leu Lys Met His 
280 285 290 295 

aaa etc ttt atg tgt eta etc tgc ggc aag act ttc act cag aaa ggc 1144 
Lys Leu Phe Met Cys Leu Leu Cys Gly Lys Thr Phe Thr Gin Lys Gly 
300 305 310 

aac ctt cat cga cac atg cgt gtg cat gee gga att aaa cct ttc cag 1192 
Asn Leu His Arg His Met Arg Val His Ala Gly He Lys Pro Phe Gin 
315 320 325 

tgt aaa ate tgt ggg aaa acc ttt tct cag aag tgt tec tta cag gat 1240 
Cys Lys He Cys Gly Lys Thr Phe Ser Gin Lys Cys Ser Leu Gin Asp 
330 335 340 

cat ctt aac ctt cac agt gga gat aag ccc cat aaa tgt aac tat tgt 12 88 

His Leu Asn Leu His Ser Gly Asp Lys Pro His Lys Cys Asn Tyr Cys 
345 350 355 

gat atg gtt ttt gca cat aaa cca gtt ttg agg aaa cac ctt aaa cag 1336 
Asp Met Val Phe Ala His Lys Pro Val Leu Arg Lys His Leu Lys Gin 
360 365 370 375 

ctg cat ggc aaa aac age ttt gat aat gee aat gag aga aat gta caa 1384 
Leu His Gly Lys Asn Ser Phe Asp Asn Ala Asn Glu Arg Asn Val Gin 
380 385 390 

gac etc aca gtg gat ttt gat tct ttt gca tgt aca aca gtc aca gac 1432 
Asp Leu Thr Val Asp Phe Asp Ser Phe Ala Cys Thr Thr Val Thr Asp 
395 400 405 

tct aaa ggg tgt cag cca caa ccc gat gca aca cag gtc ctg gat gca 1480 
Ser Lys Gly Cys Gin Pro Gin Pro Asp Ala Thr Gin Val Leu Asp Ala 
410 415 420 

ggt aaa ctg gec caa get gtc ctg aac tta aga aat gat agt act tgt 1528 
Gly Lys Leu Ala Gin Ala Val Leu Asn Leu Arg Asn Asp Ser Thr Cys 
425 430 435 

gtg aat tga gtagggg cttcatgccc acaactcgaa ctgactgaca atgtggcaat 1584 

Val Asn * 

440 
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agtcttagtc 


tttttaggag 


tgattttgct 


agtttgactt 


ctccaaagcc 


tctgtgtagg 


1644 




tggtagggag 


tgagtcaaag 


cactaataga 


ccaggcaact 


taccacttgg 


agtggatttg 


1704 




ccttactttt 


gccctctccc 


attttctgtt 


ttgagttatt 


tatcttgtaa 


agtctgtttt 


1764 




cctttcccaa 


ggaataattc 


cttttgtcta 


cctaacattg 


acttatgtct 


tagactgaca 


1824 




ctgttttagg 


cttttcacta 


ggcacattcc 


gaaggtacca 


acaagttaat 


aacatcaact 


1884 




aatctccact 


aatagaatgc 


tatgctaaga 


agaagtgaat 


aatctttctt 


aggtagaaaa 


1944 




taggctggat 


tttaagggtg 


aatattggta 


ttgactggaa 


atgtgtgttg 


aattttggtt 


2004 




gaccaatgga 


tattcacact 


ccatgtcgga 


ttaagtaaac 


tggggtccat 


accattggta 


2064 




ctgtcctagg 


aagcgcgata 


taagaaaata 


tgccgaactg 


caacggaccc 


atacacagat 


2124 




tattgcacaa 


aacacacaca 


ttcaatggca 


catatcacga 


agacctatat 


agagcacctc 


2184 


'erf 
. 


gtgaacatat 


ctattgggag 


atcatagaga 


aagtaaaaaa 


gcgcgtaaac 


ataattataa 


2244 




acaacaaagc 


ggaggtatct 


gaatagacca 


gaggaagtag 


tatatctagg 


aatagtactg 


2304 


-.La 


accaaggaga 


acacacaagt 


agagttgaac 


acatacagag 


agcagtagca 


cagaacaaca 


2364 


' &=? 


agacgatgta 


gtcgcttaac 


tttaactact 


agtctt 






2400 



<210> 321 
<211> 640 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (167) . . (409) 

<400> 321 

ggactcctcc tgggataact tgtccacaca tcttccacta gggtaaggct acttctggct 60 

gaggagacac ttggatgtag ctcaagtgct gcttaggcag tcctgatctc tcctctcgtc 120 

tcttcccagg gagctgaaaa gccagattcg acctggtagc caagca atg tea cag 175 

Met Ser Gin 
1 

cag aag cag caa tct tgg aag cct cca aat gtt ccc aaa tgc tec cct 223 
Gin Lys Gin Gin Ser Trp Lys Pro Pro Asn Val Pro Lys Cys Ser Pro 
5 10 15 

ccc caa aga tea aac ccc tgc eta get ccc tac teg act cct tgt ggt 271 
Pro Gin Arg Ser Asn Pro Cys Leu Ala Pro Tyr Ser Thr Pro Cys Gly 
20 25 30 35 



662 



get ccc cat tea gaa ggt tgt cat tec agt tec caa agg cct gag gtt 
Ala Pro His Ser Glu Gly Cys His Ser Ser Ser Gin Arg Pro Glu Val 
40 45 50 



319 



cag aag cct agg agg get cgt caa aag ctg cgc tgc eta agt agg ggc 367 
Gin Lys Pro Arg Arg Ala Arg Gin Lys Leu Arg Cys Leu Ser Arg Gly 
55 60 65 

aca ace tac cac tgc aaa gag gaa gag tgt gaa ggc gac tga geccaga 416 
Thr Thr Tyr His Cys Lys Glu Glu Glu Cys Glu Gly Asp * 
70 75 80 

agagttgagg cacaggtgea gttactctct ccctgcccca cctttgggta ctaattcccc 476 

cttggaaagc caggccctca acctctcatt tggactgaga aacacttcct gatccccagc 53 6 

tctagagaag cgagaactag gctgagccac getgetactg ctctcttcca ttcacccctt 596 

cagctcagca acaataaagc tgetttaett ggaaaaaaaa aaaa 640 



<210> 322 

<211> 2906 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (162) . . (2906) 

<400> 322 

ttttattccc gggtcgacga tttgtgcagc tgtcttttcc ggcccccgtg cactctcttt 60 

ccgaggcgga gccccccggc tegeggggat cgcccccgag cgctgcgtcc tgcgggtggg 120 

tcacctaacc catttgtggc ttcctctacc tgtgctcagc c atg gec age gag 173 

Met Ala Ser Glu 
1 

age tea cct ctg ctg gee tac egg etc ctg ggg gag gag ggg gtt gec 221 
Ser Ser Pro Leu Leu Ala Tyr Arg Leu Leu Gly Glu Glu Gly Val Ala 
5 10 15 20 

etc cct gec aat ggg gec ggg ggt cct gga ggg gcg tct gec egg aag 269 
Leu Pro Ala Asn Gly Ala Gly Gly Pro Gly Gly Ala Ser Ala Arg Lys 
25 30 35 

ctg tec acc ttc ctg ggt gtg gtg gtg ccc act gtc ctg tec atg ttc 317 
Leu Ser Thr Phe Leu Gly Val Val Val Pro Thr Val Leu Ser Met Phe 
40 45 50 

age ata gtt gtt ttt ctg agg att ggg ttc gtg gtg ggt cat get ggg 365 
Ser He Val Val Phe Leu Arg He Gly Phe Val Val Gly His Ala Gly 
55 60 65 
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eta ctg cag gec ctg gec atg ctg ctg gtt gec tac ttc ate ctg gca 413 
Leu Leu Gin Ala Leu Ala Met Leu Leu Val Ala Tyr Phe lie Leu Ala 
70 75 80 

etc acc gtc etc tct gtc tgt gec ate gee acc aat gga gec gtg cag 461 
Leu Thr Val Leu Ser Val Cys Ala lie Ala Thr Asn Gly Ala Val Gin 
85 90 95 100 

99Q ggc gga gec tac ttc atg ate age cgc aca ctg ggg ccc gag gtc 509 
Gly Gly Gly Ala Tyr Phe Met He Ser Arg Thr Leu Gly Pro Glu Val 
105 110 115 

ggg ggc age att ggg etc atg ttc tac ctg get aac gtc tgt ggc tgt 557 
Gly Gly Ser He Gly Leu Met Phe Tyr Leu Ala Asn Val Cys Gly Cys 
120 125 130 

gec gtc tec etc ctg ggg ctg gtg gag tct gtg ctt gat gtc ttc ggg 605 
Ala Val Ser Leu Leu Gly Leu Val Glu Ser Val Leu Asp Val Phe Gly 
135 140 145 

gec gat gee aca ggg ccc agt ggg etc egg gtc ctg ccc cag ggc tac 653 
Ala Asp Ala Thr Gly Pro Ser Gly Leu Arg Val Leu Pro Gin Gly Tyr 
150 155 160 

ggc tgg aac ctg ctg tat ggc tec ctg ctg ctg ggc ctt gtg ggt ggg 701 
Gly Trp Asn Leu Leu Tyr Gly Ser Leu Leu Leu Gly Leu Val Gly Gly 
165 170 175 180 

gtc tgc acc ctg gga gec ggc etc tat gee egg gec tea ttc etc aca 749 
Val Cys Thr Leu Gly Ala Gly Leu Tyr Ala Arg Ala Ser Phe Leu Thr 
185 190 195 

ttc ctg ctg gtc tct ggc tec ctg gec tct gtg etc ate agt ttt gtg 797 
Phe Leu Leu Val Ser Gly Ser Leu Ala Ser Val Leu He Ser Phe Val 
200 205 210 

get gtg ggg ccg agg gac ate cgc ttg act cct agg cct ggc ccc aat 845 
Ala Val Gly Pro Arg Asp He Arg Leu Thr Pro Arg Pro Gly Pro Asn 
215 220 225 

ggc tec tec ctg ccg ccc egg ttt ggc cac ttc acc ggc ttc aac age 893 
Gly Ser Ser Leu Pro Pro Arg Phe Gly His Phe Thr Gly Phe Asn Ser 
230 235 240 

agt acc ctg aag gac aac ttg ggc get ggc tat get gag gac tac acc 941 
Ser Thr Leu Lys Asp Asn Leu Gly Ala Gly Tyr Ala Glu Asp Tyr Thr 
245 250 255 260 

acg gga gec gtg atg aat ttt gec aac gtc ttt get gtc etc ttt aac 989 
Thr Gly Ala Val Met Asn Phe Ala Asn Val Phe Ala Val Leu Phe Asn 
265 270 275 

ggc tgt aca ggc ate atg get ggg gec aac atg tea ggg gag ctg aag 1037 
Gly Cys Thr Gly He Met Ala Gly Ala Asn Met Ser Gly Glu Leu Lys 
280 285 290 

gac ccc age egg gcg ate cct ctg ggc acg ate gtc gec gtc gee tac 1085 



664 



Asp Pro Ser Arg Ala lie Pro Leu Gly Thr lie Val Ala Val Ala Tyr 
295 300 305 



acc ttc ttc gtc tat gtc ctg ctt ttc ttt etc tec age ttc act tgt 1133 
Thr Phe Phe Val Tyr Val Leu Leu Phe Phe Leu Ser Ser Phe Thr Cys 
310 315 320 

gac agg acc ctg ctg cag gaa gac tat ggg ttc ttc cgc gec ate age 1181 
Asp Arg Thr Leu Leu Gin Glu Asp Tyr Gly Phe Phe Arg Ala lie Ser 
325 330 335 340 

ctg tgg ccc cca ctg gtg ttg ate gga ate tat gee aca gcg etc tea 1229 
Leu Trp Pro Pro Leu Val Leu lie Gly lie Tyr Ala Thr Ala Leu Ser 
345 350 355 

gcg tec atg age teg etc att ggt gee tec cgc ate etc cat gee ctg 1277 
Ala Ser Met Ser Ser Leu lie Gly Ala Ser Arg lie Leu His Ala Leu 
360 365 370 

gee egg gat gac etc ttt ggc gtg ate ttg gca ccg gee aag gtt gtg 1325 
Ala Arg Asp Asp Leu Phe Gly Val lie Leu Ala Pro Ala Lys Val Val 
375 380 385 

tec cga ggg gga aac ccc tgg gca get gta ctt tat tct tgg ggc ctg 1373 
Ser Arg Gly Gly Asn Pro Trp Ala Ala Val Leu Tyr Ser Trp Gly Leu 
390 395 400 

gtg cag ctg gtg etc ctg get ggg aag ctg aac aca ctg gee get gtg 1421 
Val Gin Leu Val Leu Leu Ala Gly Lys Leu Asn Thr Leu Ala Ala Val 
405 410 415 420 

gtc act gtc ttc tac ctg gtg gec tat get gee gtg gac ctg tec tgc 1469 
Val Thr Val Phe Tyr Leu Val Ala Tyr Ala Ala Val Asp Leu Ser Cys 
425 430 435 

ctg age ctg gag tgg gee teg gee ccc aac ttc cgc ccc acc ttc age 1517 
Leu Ser Leu Glu Trp Ala Ser Ala Pro Asn Phe Arg Pro Thr Phe Ser 
440 445 450 

ctg ttc tec tgg cac acc tgc ctg ctg ggg gtg gec tec tgc ctg etc 1565 
Leu Phe Ser Trp His Thr Cys Leu Leu Gly Val Ala Ser Cys Leu Leu 
455 460 465 

atg atg ttc etc ate agt cct ggc gcg get ggt ggc tec ctg etc etc 1613 
Met Met Phe Leu lie Ser Pro Gly Ala Ala Gly Gly Ser Leu Leu Leu 
470 475 480 

atg ggt ctg ctg get gec ctg etc acc gcg cga gga ggc ccc agt age 1661 
Met Gly Leu Leu Ala Ala Leu Leu Thr Ala Arg Gly Gly Pro Ser Ser 
485 490 495 500 

tgg ggc tat gtc age cag gee ttg ctt ttc cac cag gtg cgt aag tat 1709 
Trp Gly Tyr Val Ser Gin Ala Leu Leu Phe His Gin Val Arg Lys Tyr 
505 510 515 

ctg ctt egg ctg gac gtc egg aag gat cac gtg aag ttc tgg egg ccc 1757 
Leu Leu Arg Leu Asp Val Arg Lys Asp His Val Lys Phe Trp Arg Pro 
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520 



525 



530 



cag ctg ctg etc ctg gtg ggg aac ccc egg ggc gec ctg cct ctg ctg 1805 
Gin Leu Leu Leu Leu Val Gly Asn Pro Arg Gly Ala Leu Pro Leu Leu 
535 540 545 

egg ttg gec aac cag ctt aag aag ggg ggg ctg tat gtg ctg ggc cac 1853 
Arg Leu Ala Asn Gin Leu Lys Lys Gly Gly Leu Tyr Val Leu Gly His 
550 555 560 

gtc acc ctg gga gac etc gac tec ctg ccc teg gac cct gta cag ccg 1901 
Val Thr Leu Gly Asp Leu Asp Ser Leu Pro Ser Asp Pro Val Gin Pro 
565 570 575 580 

cag tat ggg gca tgg etc age ctg gtg gac cgt gec cag gtg aag get 1949 
Gin Tyr Gly Ala Trp Leu Ser Leu Val Asp Arg Ala Gin Val Lys Ala 
585 590 595 

ttt gtg gat eta acc ttc tea ccc tec gtg cgc cag ggg get cag cat 1997 
Phe Val Asp Leu Thr Phe Ser Pro Ser Val Arg Gin Gly Ala Gin His 
600 605 610 

ctg ctg cga ate tec ggc etc ggt ggc atg aag ccc aac acg ttg gtc 2045 
Leu Leu Arg lie Ser Gly Leu Gly Gly Met Lys Pro Asn Thr Leu Val 
615 620 625 

eta ggt ttc tac gat gac get cca ccg cag gac cat ttc ctg acg gac 2093 
Leu Gly Phe Tyr Asp Asp Ala Pro Pro Gin Asp His Phe Leu Thr Asp 
630 635 640 

ccg get ttc tct gag cct gca gac age acc agg gag ggc agt tec cca 2141 
Pro Ala Phe Ser Glu Pro Ala Asp Ser Thr Arg Glu Gly Ser Ser Pro 
645 650 655 660 

get ctg age acc ctg ttc cct cct ccc egg get cct ggg age ccc egg 2189 
Ala Leu Ser Thr Leu Phe Pro Pro Pro Arg Ala Pro Gly Ser Pro Arg 
665 670 675 

gec etc aat ccc cag gac tat gtg gee acg gtg gee gac gec etc aag 2237 
Ala Leu Asn Pro Gin Asp Tyr Val Ala Thr Val Ala Asp Ala Leu Lys 
680 685 690 

atg aac aag aat gtg gtg ctg gee egg gee age ggg gee ttg ccc cct 2285 
Met Asn Lys Asn Val Val Leu Ala Arg Ala Ser Gly Ala Leu Pro Pro 
695 700 705 

gag egg ctg age egg ggg tct ggg ggc acc tct cag ttg cac cat gtg 2333 
Glu Arg Leu Ser Arg Gly Ser Gly Gly Thr Ser Gin Leu His His Val 
710 715 720 

gac gtg tgg ccc etc aac ttg ttg egg ccc egg ggt ggg ccc ggc tat 2381 
Asp Val Trp Pro Leu Asn Leu Leu Arg Pro Arg Gly Gly Pro Gly Tyr 
725 730 735 740 

gtg gat gtc tgc ggc etc ttc ctg ctg cag atg gca acc ate ttg ggc 2429 
Val Asp Val Cys Gly Leu Phe Leu Leu Gin Met Ala Thr lie Leu Gly 
745 750 755 
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atg gtg ccc get tgg cat age gee egg etc egg ate ttc ctg tgc ctg 2477 
Met Val Pro Ala Trp His Ser Ala Arg Leu Arg lie Phe Leu Cys Leu 
760 765 770 

ggg cct egg gag gcg cct ggg gcg gee gag ggg egg ctg egg gca ctg 2525 
Gly Pro Arg Glu Ala Pro Gly Ala Ala Glu Gly Arg Leu Arg Ala Leu 
775 780 785 

ctg age caa ctg agg ate egg get gag gtg cag gag gtg gtg tgg ggc 2573 
Leu Ser Gin Leu Arg He Arg Ala Glu Val Gin Glu Val Val Trp Gly 
790 795 800 

gag ggg gee ggg get ggg gaa ccc gag gcg gag gag gaa ggg gac ttt 2 621 

Glu Gly Ala Gly Ala Gly Glu Pro Glu Ala Glu Glu Glu Gly Asp Phe 
805 810 815 820 

gtg aac agt ggg egg gga gac gca gag gca gag gee ctg gca cgc age 2669 
Val Asn Ser Gly Arg Gly Asp Ala Glu Ala Glu Ala Leu Ala Arg Ser 
825 830 835 

gee aac gec ctg gtt egg gec cag cag ggg cgc ggc aca gga gga ggg 2717 
Ala Asn Ala Leu Val Arg Ala Gin Gin Gly Arg Gly Thr Gly Gly Gly 
840 845 850 

ccg ggt ggg ccg gag ggt ggg gat get gag ggc ccc ate aca gee etc 2765 
Pro Gly Gly Pro Glu Gly Gly Asp Ala Glu Gly Pro He Thr Ala Leu 
855 860 865 

ace ttc ctg tac ttg cct egg ccg cca gee gat ccc gee cga tac ccc 2813 
Thr Phe Leu Tyr Leu Pro Arg Pro Pro Ala Asp Pro Ala Arg Tyr Pro 
870 875 880 

cgc tac ctg gcg eta ctg gag act eta acc cga gac ctg ggc ccc acg 2861 
Arg Tyr Leu Ala Leu Leu Glu Thr Leu Thr Arg Asp Leu Gly Pro Thr 
885 890 895 900 



ctg ctg gtt cat ggg gtc act cca gtc acc tgc act gat ctg tga 
Leu Leu Val His Gly Val Thr Pro Val Thr Cys Thr Asp Leu * 
905 910 915 
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<210> 323 

<211> 607 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (78) . . (416) 

<400> 323 

actagcgtgg ttccagtgtc gtcatcgctg ctaaaaaagg ggtttcccgg tgacaggccc 
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cgacagagga gcaggcc atg agg cag gca gga gcc acg tat ctg ggc cca 

Met Arg Gin Ala Gly Ala Thr Tyr Leu Gly Pro 
15 10 



110 



gcg cac ccg cca age tct eta gcc tct cct ggc etc agt ata ctt etc 158 
Ala His Pro Pro Ser Ser Leu Ala Ser Pro Gly Leu Ser He Leu Leu 
15 20 25 

tgg gag atg gtc cag ctg aaa ate ccc age ate cac aag aaa ggg tgg 206 
Trp Glu Met Val Gin Leu Lys He Pro Ser He His Lys Lys Gly Trp 
30 35 40 

aag ccc tgg ggg ccc tgg cct ggc cca ggt gca ggc tgc atg gcc ggg 2 54 

Lys Pro Trp Gly Pro Trp Pro Gly Pro Gly Ala Gly Cys Met Ala Gly 
45 50 55 

egg age ggt gtc tec ttt cac age ttc ccc gtc tgt ccg cag cct cca 3 02 

Arg Ser Gly Val Ser Phe His Ser Phe Pro Val Cys Pro Gin Pro Pro 
60 65 70 75 

gga gcc cca cac agg get ggg get ctg tgc ccc caa etc aca ccc gtc 350 
Gly Ala Pro His Arg Ala Gly Ala Leu Cys Pro Gin Leu Thr Pro Val 
80 85 90 

ggc tec ccc agg agg age agg ctg ggc cca gag ccg cag ggt ggg ctg 398 
Gly Ser Pro Arg Arg Ser Arg Leu Gly Pro Glu Pro Gin Gly Gly Leu 
95 100 105 

cag gga ggt ctg act tag ctgggg aaagtgccat ccctgccatt gctagtgaca 452 
Gin Gly Gly Leu Thr * 
110 

ageteggget gctgtggccc cagcacagat tcaacactca ctgcgctacg tgccagctgt 512 

tgcacactca cctccacacc caactcacag gaagcaaggc tgggaaggag ggaactggcc 572 

ccaggccaca cagatgetge gagttgggat tatga 607 



<210> 324 
<211> 505 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (73) . . (252) 

<400> 324 
ccctgattag tgtataaatt tgaatatctt 

gecataaett ga atg tta gga tct 
Met Leu Gly Ser 
1 



tcatatttat tggctattgg gatttcctct 

act ggt tat ttt tat ttc ctt gcc 
Thr Gly Tyr Phe Tyr Phe Leu Ala 
5 10 
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gat ttg ctg ata tta aca ata gat ttt aat etc ttg tta ata ata tac 156 
Asp Leu Leu lie Leu Thr lie Asp Phe Asn Leu Leu Leu lie lie Tyr 
15 20 25 

ctt gca aac tac ttt tct cag tct gtg get tat ctt ttc att tct tta 204 
Leu Ala Asn Tyr Phe Ser Gin Ser Val Ala Tyr Leu Phe He Ser Leu 
30 35 40 

tgg gtt ttc ttt ggc atg agg gta caa gtt tta ctt tta atg aag taa 252 
Trp Val Phe Phe Gly Met Arg Val Gin Val Leu Leu Leu Met Lys * 
45 50 55 60 

aatatgtaac tttacattac agtttgtgct tatttgtatt acttatgaaa catttcccta 312 

cccagaagtc atgaaggtat tctcctctat ttccttctag aagtttggct cttcagattt 372 

ccaatgttcc tgaaattaac ttctatgtag ggtgaggtag caacccaatt ttattttctt 432 

ccatataatc acttgaccta gcaaaatata attgectatt ctttccccaa tgatctacaa 492 

tgccatattt agt 505 



<210> 325 
<211> 670 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (232) . . (624) 

<400> 325 

ccggatactg cccgggtcga cccacgcgtc eggtagacag ggagctgtga cgagagcaag 60 

aggtcataac acatccagac tccttaagag aaagecttte tgttttggaa acttttcaaa 120 

gecagggact tgtccagccc aacctcccca ttgetcctag ctcctgaggc tcaggacccc 180 

tggcttctgt cctccctgct cagggtcctg cagcgttgcc tctgctcagc c atg etc 237 

Met Leu 
1 

ctg ctg etc gtc cca gtg etc gag gtg att ttt act ctg gga gga ace 285 
Leu Leu Leu Val Pro Val Leu Glu Val He Phe Thr Leu Gly Gly Thr 
5 10 15 

aga gec cag teg gtg acc cag ctt gac age cac gtc tct gtc tct gaa 333 
Arg Ala Gin Ser Val Thr Gin Leu Asp Ser His Val Ser Val Ser Glu 
20 25 30 

gga acc ccg gtg ctg ctg agg tgc aac tac tea tct tct tat tea cca 381 
Gly Thr Pro Val Leu Leu Arg Cys Asn Tyr Ser Ser Ser Tyr Ser Pro 
35 40 45 50 



669 



tct etc ttc tgg tat gtg caa cac ccc aac aaa gga etc cag ctt etc 429 
Ser Leu Phe Trp Tyr Val Gin His Pro Asn Lys Gly Leu Gin Leu Leu 
55 60 65 

ctg aag tac aca tea gcg gec acc ctg gtt aaa ggc ate aac ggt ttt 477 
Leu Lys Tyr Thr Ser Ala Ala Thr Leu Val Lys Gly lie Asn Gly Phe 
70 75 80 

gag get gaa ttt aag aag agt gaa acc tec ttc cac ctg acg aaa ccc 525 
Glu Ala Glu Phe Lys Lys Ser Glu Thr Ser Phe His Leu Thr Lys Pro 
85 90 95 

tea gee cat atg age gac gcg get gag tac ttc tgt gtt gtg agt gac 573 
Ser Ala His Met Ser Asp Ala Ala Glu Tyr Phe Cys Val Val Ser Asp 
100 105 110 

aca gtg ctt gag act gca gga gag ctg aac aca age etc ctg aga tgc 621 
Thr Val Leu Glu Thr Ala Gly Glu Leu Asn Thr Ser Leu Leu Arg Cys 
115 120 125 130 

tga gactttctgt gactcaagaa ctcgaccttg aagtctgttt tataat 670 



<210> 326 
<211> 794 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (200) . . (304) 

<220> 

<221> misc_f eature 
<222> (1) . . . (794) 
<223> n = a,t,c or g 

<400> 326 

gtcagcaatg gtctcatgga agagggaagc tttatttaca ccatcaaggg cccatggatg 60 

acccacagtc tgtgtgactg ctgtgtgatt ggttttcaga cattagcttt aataggaatc 12 0 

ataggagaag ggacatggtg getactgeaa ggggtttttt tgtttaggga gaacgcactg 180 

tggaactcaa attcegggt atg cac tea acc teg gca aag gca cct cgc tgt 232 

Met His Ser Thr Ser Ala Lys Ala Pro Arg Cys 
15 10 

tgg tea cac ccc gtg agt ttt tgt ggt tta eta att gtc etc tct gga 280 
Trp Ser His Pro Val Ser Phe Cys Gly Leu Leu lie Val Leu Ser Gly 
15 20 25 



670 



aag aaa tec aat ggg acc tgt tga aacacagctg aatttaattg etatgettag 
Lys Lys Ser Asn Gly Thr Cys * 
30 35 

catgcagttg ttaactatgt ctgatgtgtg agcaagatat gaatacatgt ttccctggag 

gctggatttg gttatcaggt cteggggcag tttgataaat tgtactaatg ctgcaatcac 

tgtttttcaa aggtccacaa agcacgttgt ggctttggga aaggcagaga taagaagcaa 

agctttgtga tagagacaga aacaaggeca tgaaaaggga agctaccaaa gcaatggcat 

agecaaggaa gtgtgtcttc acaagataag tggcaaggac cctgttgagt tgatgcttgt 

gttgtttggt agaattaaaa attaagatga gtgggttggc cccagtggtc catgcctgta 

attccctcac tttgggaggc tgaggcaggt ggatagctga ggtcaagagt tcaagaccac 

gaaategteg acageganne nttccgggaa ttceggaegg 



<210> 327 
<211> 507 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44) . . (472) 

<400> 327 

tttcgtgaaa attttaatcc tcagtgaacc agggcagaaa aga atg atg ata tec 

Met Met He Ser 
1 

ttg aga gtt tta ctg gtg ate ctg tgg ctt cag tta age tgg gtt tgg 
Leu Arg Val Leu Leu Val He Leu Trp Leu Gin Leu Ser Trp Val Trp 
5 10 15 20 

age caa egg aag gag gtg gag cag gat cct gga ccc ttc aat gtt cca 
Ser Gin Arg Lys Glu Val Glu Gin Asp Pro Gly Pro Phe Asn Val Pro 
25 30 35 

gag gga gee act gtc get ttc aac tgt act tac age aac agt get tct 
Glu Gly Ala Thr Val Ala Phe Asn Cys Thr Tyr Ser Asn Ser Ala Ser 
40 45 50 

cag tct ttc ttc tgg tac aga cag gat tgc agg aaa gaa cct aag ttg 
Gin Ser Phe Phe Trp Tyr Arg Gin Asp Cys Arg Lys Glu Pro Lys Leu 
55 60 65 

ctg atg tec gta tac tec agt ggt aat gaa gat gga agg ttt aca gca 
Leu Met Ser Val Tyr Ser Ser Gly Asn Glu Asp Gly Arg Phe Thr Ala 
70 75 80 



671 



cag etc aat aga gec age cag tat att tec ctg etc ate aga gac tec 
Gin Leu Asn Arg Ala Ser Gin Tyr lie Ser Leu Leu lie Arg Asp Ser 
85 90 95 100 



343 



aag etc agt gat tea gee acc tac etc tgt gtg gtg aac att cgc cca 391 
Lys Leu Ser Asp Ser Ala Thr Tyr Leu Cys Val Val Asn lie Arg Pro 
105 110 115 

gga aac aca cct ttg gga ctg gaa caa gac ttc agg tea cgc teg ata 439 
Gly Asn Thr Pro Leu Gly Leu Glu Gin Asp Phe Arg Ser Arg Ser lie 
120 125 130 

tec aga acc ctg acc ctg ccg tgt acc age tga gagactct aaatccagtg 490 
Ser Arg Thr Leu Thr Leu Pro Cys Thr Ser * 
135 140 

acaatgetgt cgaccta 507 



<210> 328 

<211> 1043 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (210) . . (1043) 



<400> 328 

accggtccgg aattcccggg tcgacgattt cgtccggtgt egggaagcac cagtgccctg 60 

aggaagggee atttccaaaa gccctgtgct gacacagggt tgctggttcc tcttcaagag 120 

cccactctct ggggtggggc catatctcca gcagaggtgg gctggaaagg acccccccaa 180 

tcccgcccgc cgtgagctta getggagee atg gec tct gca ccc ate teg atg 233 

Met Ala Ser Ala Pro lie Ser Met 
1 5 

ctt gcg atg etc ttc aca ttg agt ggg ctg aga get cag tea gtg get 281 
Leu Ala Met Leu Phe Thr Leu Ser Gly Leu Arg Ala Gin Ser Val Ala 
10 15 20 

cag ccg gaa gat cag gtc aac gtt get gaa ggg aat cct ctg act gtg 329 
Gin Pro Glu Asp Gin Val Asn Val Ala Glu Gly Asn Pro Leu Thr Val 
25 30 35 40 

aaa tgc acc tat tea gtc tct gga aac cct tat ctt ttt tgg tat gtt 377 
Lys Cys Thr Tyr Ser Val Ser Gly Asn Pro Tyr Leu Phe Trp Tyr Val 
45 50 55 

caa tac ccc aac cga ggc etc cag ttc ctt ctg aaa tac ate aca ggg 425 
Gin Tyr Pro Asn Arg Gly Leu Gin Phe Leu Leu Lys Tyr lie Thr Gly 
60 65 70 



672 



gat aac ctg gtt aaa ggc age tat ggc ttt gaa get gaa ttt aac aag 
Asp Asn Leu Val Lys Gly Ser Tyr Gly Phe Glu Ala Glu Phe Asn Lys 
75 80 85 

age caa acc tec ttc cac ctg aag aaa cca tct gee ctt gtg age gac 
Ser Gin Thr Ser Phe His Leu Lys Lys Pro Ser Ala Leu Val Ser Asp 
90 95 100 

tec get ttg tac ttc tgt get gtg aga gag gta ata etc acg gga gga 
Ser Ala Leu Tyr Phe Cys Ala Val Arg Glu Val lie Leu Thr Gly Gly 
105 110 115 120 

gga aac aaa etc acc ttt ggg aca ggc act cag eta aaa gtg gaa etc 
Gly Asn Lys Leu Thr Phe Gly Thr Gly Thr Gin Leu Lys Val Glu Leu 
125 130 135 

aat ate cag aac cct gac cct gec gtg tac cag ctg aga gac tct aaa 
Asn He Gin Asn Pro Asp Pro Ala Val Tyr Gin Leu Arg Asp Ser Lys 
140 145 150 

tec agt gac aag tct gtc tgc eta ttc acc gat ttt gat tct caa aca 
Ser Ser Asp Lys Ser Val Cys Leu Phe Thr Asp Phe Asp Ser Gin Thr 
155 160 165 

aat gtg tea caa agt aag gat tct gat gtg tat ate aca gac aaa act 
Asn Val Ser Gin Ser Lys Asp Ser Asp Val Tyr He Thr Asp Lys Thr 
170 175 180 

gtg eta gac atg agg tct atg gac ttc aag age aac agt get gtg gee 
Val Leu Asp Met Arg Ser Met Asp Phe Lys Ser Asn Ser Ala Val Ala 
185 190 195 200 

tgg age aac aaa tct gac ttt gca tgt gca aac gee ttc aac aac age 
Trp Ser Asn Lys Ser Asp Phe Ala Cys Ala Asn Ala Phe Asn Asn Ser 
205 210 215 

att att cca gaa gac acc ttc ttc ccc age cca gaa agt tec tgt gat 
He He Pro Glu Asp Thr Phe Phe Pro Ser Pro Glu Ser Ser Cys Asp 
220 225 230 

gtc aag ctg gtc gag aaa age ttt gaa aca gat acg aac eta aac ttt 
Val Lys Leu Val Glu Lys Ser Phe Glu Thr Asp Thr Asn Leu Asn Phe 
235 240 245 

caa aac ctg tea gtg att ggg ttc cga ate etc etc ctg aaa gtg gee 
Gin Asn Leu Ser Val He Gly Phe Arg He Leu Leu Leu Lys Val Ala 
250 255 260 

ggg ttt aat ctg etc atg acg ctg egg ctg tgg tec age tga 
Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser * 
265 270 275 



<210> 329 



673 



<211> 1037 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (831) 

<400> 329 

atg age ate age etc ctg tgc tgt gca gee ttt cct etc ctg tgg gca 48 
Met Ser lie Ser Leu Leu Cys Cys Ala Ala Phe Pro Leu Leu Trp Ala 
15 10 15 

ggt cca gtg aat get ggt ggt gtc act cag ace cca aaa ttc cgc ate 96 
Gly Pro Val Asn Ala Gly Gly Val Thr Gin Thr Pro Lys Phe Arg lie 
20 25 30 

ctg aag ata gga cag age atg aca ctg cag tgt gee cag gat atg aac 144 
Leu Lys lie Gly Gin Ser Met Thr Leu Gin Cys Ala Gin Asp Met Asn 
35 40 45 

cat aac tac atg tac tgg tat cga caa gac cca ggc atg ggg ctg aag 192 
His Asn Tyr Met Tyr Trp Tyr Arg Gin Asp Pro Gly Met Gly Leu Lys 
50 55 60 

ctg att tat tat tea gtt ggt get ggt ate act gac aaa gga gaa gtc 240 
Leu lie Tyr Tyr Ser Val Gly Ala Gly lie Thr Asp Lys Gly Glu Val 
65 70 75 80 

ccg aat ggc tac aac gtc tec aga tea ace aca gag gat ttc ccg etc 2 88 

Pro Asn Gly Tyr Asn Val Ser Arg Ser Thr Thr Glu Asp Phe Pro Leu 
85 90 95 

agg ctg gag ttg get get ccc tec cag aca tct gtg tac ttc tgt gec 336 
Arg Leu Glu Leu Ala Ala Pro Ser Gin Thr Ser Val Tyr Phe Cys Ala 
100 105 110 

age agt agg ggt ggg gee ggg etc aat gag cag ttc ttc ggg cca ggg 384 
Ser Ser Arg Gly Gly Ala Gly Leu Asn Glu Gin Phe Phe Gly Pro Gly 
115 120 125 

aca egg etc ace gtg eta gag gac ctg aaa aac gtg ttc cca ccc gag 432 
Thr Arg Leu Thr Val Leu Glu Asp Leu Lys Asn Val Phe Pro Pro Glu 
130 135 140 

gtc get gtg ttt gag cca tea gaa gca gag ate tec cac acc caa aag 480 
Val Ala Val Phe Glu Pro Ser Glu Ala Glu He Ser His Thr Gin Lys 
145 150 155 160 

gee aca ctg gta tgc ctg gee aca ggc ttc tac ccc gac cac gtg gag 528 
Ala Thr Leu Val Cys Leu Ala Thr Gly Phe Tyr Pro Asp His Val Glu 
165 170 175 

ctg age tgg tgg gtg aat ggg aag gag gtg cac agt ggg gtc age aca 57 6 

Leu Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr 
180 185 190 



674 



gac ccg cag ccc etc aag gag cag ccc gec etc aat gac tec aga tac 624 
Asp Pro Gin Pro Leu Lys Glu Gin Pro Ala Leu Asn Asp Ser Arg Tyr 
195 200 205 

tgc ctg age age cgc ctg agg gtc teg gee ace ttc tgg cag aac ccc 672 
Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr Phe Trp Gin Asn Pro 
210 215 220 

cgc aac cac ttc cgc tgt caa gtc cag ttc tac ggg etc teg gag aat 720 
Arg Asn His Phe Arg Cys Gin Val Gin Phe Tyr Gly Leu Ser Glu Asn 
225 230 235 240 

gac gag tgg acc cag gat agg gee aaa cct gtc acc cag ate gtc age 768 
Asp Glu Trp Thr Gin Asp Arg Ala Lys Pro Val Thr Gin lie Val Ser 
245 250 255 

gee gag. gee tgg ggt aga gca ggt gag tgg ggc ctg ggg aga tgc ctg 816 
Ala Glu Ala Trp Gly Arg Ala Gly Glu Trp Gly Leu Gly Arg Cys Leu 
260 265 270 

gag gag att agg tga gaccagctac cagggaaaat ggaaagatcc aggtagegga 871 
Glu Glu He Arg * 
275 

caagactata tccagaagaa agecagagtg gacaaggtgg gatgatcaag gttcacaggg 931 

tcagcaaagc acggtgtgca cttcccccac caagaagcat ataggctgaa tggagcacct 991 

caagctcatt cttccttcag atcctgacac cttagagcta agcttt 1037 



<210> 330 
<211> 738 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (300) . . (608) 

<400> 330 

tagttcaaag aagaaaagtc agctggatgt gatgectcat gectgtaate ctaccacttt 60 

gggaggccaa cacggttgga tctcttgagc ccaggagttc gagactagee tggecaacat 120 

ggcgaaaccc cttctctttt tcttttttta aaatttttta gttagaaatg aaaaaaagaa 180 

agaagtctag gttttctgaa acaagcactg tcttggtgct accttttttc atgtgtggac 240 

acatagaaag cgaggatatt tgtacagcac cttgaaacaa ataagcagga ggtgatgtc 299 
atg age ctt age cct gca ggg acc aga eta ggc ctt ctg aag ctg agg 347 
Met Ser Leu Ser Pro Ala Gly Thr Arg Leu Gly Leu Leu Lys Leu Arg 
15 10 15 

tgg tec ttg tec cca cac ctt gta acc cat ttc cag ccc atg ggt gtc 395 



675 



Trp Ser Leu Ser Pro His Leu Val Thr His Phe Gin Pro Met Gly Val 
20 25 30 

agt tgg gaa att eta cac aag ate eta gta gat gta att aca tat aat 443 
Ser Trp Glu lie Leu His Lys lie Leu Val Asp Val lie Thr Tyr Asn 
35 40 45 

tea atg gtt ttt gat gat ggg gtt tta aaa tea agt tat tea ata ggt 491 
Ser Met Val Phe Asp Asp Gly Val Leu Lys Ser Ser Tyr Ser He Gly 
50 55 60 

ggg gtg cag tgg etc acg cct gta att cca gca ctt tgg gag gee gag 539 
Gly Val Gin Trp Leu Thr Pro Val He Pro Ala Leu Trp Glu Ala Glu 
65 70 75 80 

gag ggc aga tea caa ggt egg gag ttc aag ace age ctg ace aac atg 587 
Glu Gly Arg Ser Gin Gly Arg Glu Phe Lys Thr Ser Leu Thr Asn Met 
85 90 95 

gta aaa etc cgt etc tac taa aa attcaaaaat tagccggccg tggtggtgga 640 
Val Lys Leu Arg Leu Tyr * 
100 

catctgtaat cccagctact tagggggctg aggcaggaga ategcttgaa egggggcagg 700 
teggggcagg gcggcaactc cctcttaaaa aaaaaaaa 738 



<210> 331 
<211> 679 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (243) . . (449) 

<220> 

<221> misc_f eature 
<222> (1) . . . (679) 
<223> n = a,t,c or g 

<400> 331 

aacaagcagc agtgaggaca ccaaagccaa gccacgccac ccgggcccgc ccccaggaca 60 

cggagtttaa ggaccgcgtc tcccgagatg ccagagggac ctgcgtccgc actgccccag 120 

tgtgacccgc atacctaccg gccccgaccc cgaaccgcgt ggcgtccgcc cgagccctgg 180 

cgctgctggg tctcctgctg ctgccgctgc tcgcagagcc caggaaactc tgcccgcagc 240 

tt atg acg gtc att aac cag ttt ctg acc aag gac aag gac acc tac 287 
Met Thr Val He Asn Gin Phe Leu Thr Lys Asp Lys Asp Thr Tyr 
15 10 15 



676 



atg gac act gtc aac aga tac cac etc acg gag ccg gaa aga aac aca 
Met Asp Thr Val Asn Arg Tyr His Leu Thr Glu Pro Glu Arg Asn Thr 
20 25 30 



335 



tec tct aaa etc aag gac tgc gtg acc gac aca atg acc ccc gag gag 3 83 

Ser Ser Lys Leu Lys Asp Cys Val Thr Asp Thr Met Thr Pro Glu Glu 
35 40 45 

aca gag gee gtc gtg cag caa ctg gaa gaa ate aac aac cag tgt gec 431 
Thr Glu Ala Val Val Gin Gin Leu Glu Glu He Asn Asn Gin Cys Ala 
50 55 60 

gac acg ata ctg aag taa caccat ccataggcac ctcgggttcc tgtccaggct 485 
Asp Thr He Leu Lys * 
65 

gcctgtccca accatgagaa tctgggccca gggccccacc ctccctagct cccgccctgc 545 

tgctgcctct actctctctc ctgctgtgct gattggggca agcctgggaa cggctgcccc 605 

ccacctcccc acccaggncc tgtcctgegg gaeaatgetg cctaataaac tcacctgcat 665 

ccaaaaaaaa aaaa 679 



<210> 332 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (200) . . (400) 

<400> 332 

ctttagtcca gcgtggtgga attegtagat ccccgcgtgg caccagccct tctgccacag 60 

ctgccattgg agagcagcag ccatggctct gtgctaccca ctatggccgt gtgecttgae 120 

aagggecaca agatgaccaa gaacatgagc aagcccaggc acagctgccg ccgcgggcgc 180 

ctgaccaaac accaaattc atg tgg gac atg ate cga gag gtg tgt ggt ttc 232 

Met Trp Asp Met He Arg Glu Val Cys Gly Phe 
15 10 

gec ccg tat gag egg cac gec atg gtg tta etc aag gtc tec aag gac 280 
Ala Pro Tyr Glu Arg His Ala Met Val Leu Leu Lys Val Ser Lys Asp 
15 20 25 

aaa egg gec etc aag ttc ate aag aaa aga gtg ggg aca cac ate cgc 328 
Lys Arg Ala Leu Lys Phe He Lys Lys Arg Val Gly Thr His He Arg 
30 35 40 

act aag agg agg cag gag gag ctg age aat gtc cca gee ate atg agg 376 
Thr Lys Arg Arg Gin Glu Glu Leu Ser Asn Val Pro Ala He Met Arg 



677 



45 



50 



55 



aaa get gat gec aag aaa gac tga gccccctgtc ctgccctctc tctgaaataa 
Lys Ala Asp Ala Lys Lys Asp * 
60 65 



430 



agaacacctt gacag 



445 



<210> 333 

<211> 1716 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (633) . . (1433) 
<400> 333 

cccgggtcga egattegtag gatatccaag ggacctcagg ctgtgggctg ggcttcaggg 60 

agggagecag agggtcagtg tccctagagg atccccaggg aagtgccaag gaggagaagg 120 

aatgtcctgg ctgacctaag ggacgacaga agattgggga agagggggta tcaggaagaa 180 

atgggtttca gttcagttta acaaacatct attgtgtgtt cactgggcca ggccagtgct 240 

aggtgetagg gagacagagg tgaagagect gccctctagc agctgacagc ctggcaaaaa 300 

aataagacag aataaggtag accctgattt tggaacctga agaccaaagt gcaagattag 360 

ctctgctact tccatctgtg gaccattggg caggtatctc tgggecttea cttactcttt 420 

gtgaaatgag gacaggggca atccctaccc taccaagtca ttgggagtga agacatgatg 480 

acaeggtgat tgtgaaaaga ttttgtcaat cgcaccagca ttaagggtgc ccatctccag 540 

gttcccccag gcctcaaggc tcccaaggcc tgagtgggca ggtagcaccc aggtatagac 600 

cttccacgtg cagcacccag gacacagcca gc atg aac tgg gca ttt ctg cag 653 



Met Asn Trp Ala Phe Leu Gin 
1 5 



ggc ctg ctg agt ggc gtg aac aag tac tec aca gtg ctg 
Gly Leu Leu Ser Gly Val Asn Lys Tyr Ser Thr Val Leu 
10 15 20 



age cgc ate 
Ser Arg lie 



701 



tgg ctg tct gtg gtg ttc ate ttt cgt gtg ctg gtg tac 
Trp Leu Ser Val Val Phe He Phe Arg Val Leu Val Tyr 
25 30 35 



gtg gtg gca 
Val Val Ala 



749 



gcg gag gag gtg tgg gac gat gag cag aag gac ttt gtc 
Ala Glu Glu Val Trp Asp Asp Glu Gin Lys Asp Phe Val 
40 45 50 



tgc aac acc 
Cys Asn Thr 
55 



797 



678 



aag cag ccc ggc tgc ccc aac gtc tgc tat gac gag ttc ttc ccc gtg 845 
Lys Gin Pro Gly Cys Pro Asn Val Cys Tyr Asp Glu Phe Phe Pro Val 
60 65 70 

tec cac gtg cgc etc tgg gec eta cag etc ate ctg gtc acg tgc ccc 893 
Ser His Val Arg Leu Trp Ala Leu Gin Leu lie Leu Val Thr Cys Pro 
75 80 85 

tea ctg etc gtg gtc atg cac gtg gee tac cgc gag gaa cgc gag cgc 941 
Ser Leu Leu Val Val Met His Val Ala Tyr Arg Glu Glu Arg Glu Arg 
90 95 100 

aag cac cac ctg aaa cac ggg ccc aat gec ccg tec ctg tac gac aac 989 
Lys His His Leu Lys His Gly Pro Asn Ala Pro Ser Leu Tyr Asp Asn 
105 110 115 

ctg age aag aag egg ggc gga ctg tgg tgg acg tac ttg ctg age etc 1037 
Leu Ser Lys Lys Arg Gly Gly Leu Trp Trp Thr Tyr Leu Leu Ser Leu 
120 125 130 135 

ate ttc aag gee gec gtg gat get ggc ttc etc tat ate ttc cac cgc 1085 
lie Phe Lys Ala Ala Val Asp Ala Gly Phe Leu Tyr lie Phe His Arg 
140 145 150 

etc tac aag gat tat gac atg ccc cgc gtg gtg gee tgc tec gtg gag 1133 
Leu Tyr Lys Asp Tyr Asp Met Pro Arg Val Val Ala Cys Ser Val Glu 
155 160 165 

cct tgc ccc cac act gtg gac tgt tac ate tec egg ccc acg gag aag 1181 
Pro Cys Pro His Thr Val Asp Cys Tyr lie Ser Arg Pro Thr Glu Lys 
170 175 180 

aag gtc ttc acc tac ttc atg gtg ace aca get gec ate tgc ate ctg 1229 
Lys Val Phe Thr Tyr Phe Met Val Thr Thr Ala Ala lie Cys lie Leu 
185 190 195 

etc aac etc agt gaa gtc ttc tac ctg gtg ggc aag agg tgc atg gag 1277 
Leu Asn Leu Ser Glu Val Phe Tyr Leu Val Gly Lys Arg Cys Met Glu 
200 205 210 215 

ate ttc ggc ccc agg cac egg egg cct egg tgc egg gaa tgc eta ccc 1325 
lie Phe Gly Pro Arg His Arg Arg Pro Arg Cys Arg Glu Cys Leu Pro 
220 225 230 

gat acg tgc cca cca tat gtc etc tec cag gga ggg cac cct gag gat 1373 
Asp Thr Cys Pro Pro Tyr Val Leu Ser Gin Gly Gly His Pro Glu Asp 
235 240 245 

ggg aac tct gtc eta atg aag get ggg teg gec cca gtg gat gca ggt 1421 
Gly Asn Ser Val Leu Met Lys Ala Gly Ser Ala Pro Val Asp Ala Gly 
250 255 260 



ggg tat cca taa cct gcgagatcag cagataagat caacaggtcc cccccacatg 1476 
Gly Tyr Pro * 
265 

aggccaccca ggaaaaaagg caggggcagt ggcatccttg cegtagcagg gtggtgagga 1536 



679 



gggtggctgt 
ttggtccctg 
atggcaacag 



gggggctcag gaagctcgcc caggggccaa tgtgggaggt tgggggtagt 
ggtcctgagc ctcaggggag ggaggttgat agctactggg gattatgtat 
tatatgtcaa acctcttaat aaatatgatt ttcccagtaa aaaaaaaaaa 



1596 
1656 
1716 



<210> 334 
<211> 407 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44) . . (340) 

<400> 334 

aacagacttc tctcaactca acaaaaaccc acctcccatt gcc atg tat tgc tgt 55 

Met Tyr Cys Cys 
1 

get etc cgc tec tgc age gtc ccc ace ggc cct gcc ace acc ttc tgc 103 
Ala Leu Arg Ser Cys Ser Val Pro Thr Gly Pro Ala Thr Thr Phe Cys 
5 10 15 20 

tea ttt gat aaa age tgc cgc tgt gga gtc tgc eta ccc age acc tgc 151 
Ser Phe Asp Lys Ser Cys Arg Cys Gly Val Cys Leu Pro Ser Thr Cys 
25 30 35 

cca cat gag ate age etc ctt cag ccc ate tgc tgt gac acc tgc ccc 199 
Pro His Glu lie Ser Leu Leu Gin Pro lie Cys Cys Asp Thr Cys Pro 
40 45 50 

cca ccc tgc tgc aag cct gat acc tat gtg cca act tgc tgg ctg etc 247 
Pro Pro Cys Cys Lys Pro Asp Thr Tyr Val Pro Thr Cys Trp Leu Leu 
55 60 65 

aac aac tgt cac ccg act ccc gga ctg agt ggg ate aac ctg acc acc 295 
Asn Asn Cys His Pro Thr Pro Gly Leu Ser Gly lie Asn Leu Thr Thr 
70 75 80 

tat gtt cag cct ggc tgt gag agt ccc tgt gag ccc cgc tgt taa cca 343 
Tyr Val Gin Pro Gly Cys Glu Ser Pro Cys Glu Pro Arg Cys * 
85 90 95 

gecgagtctg cacaggttcc gtgaggtggc tgcccaatgt cctctgcacc atctgggctt 403 

cage 407 



<210> 335 
<211> 2530 



680 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (23) . . (1249) 

<220> 

<221> misc_f eature 
<222> (1) . . . (2530) 
<223> n = a,t,c or g 

<400> 335 

gtcgcaacag gaccggtccc tg atg gag etc tea gaa cgc tac ggg ccg gtg 52 

Met Glu Leu Ser Glu Arg Tyr Gly Pro Val 
15 10 

ttc acc gtg cac ctg ggg cgc cag aag acg gtg gtg ctg acg ggg ttc 100 
Phe Thr Val His Leu Gly Arg Gin Lys Thr Val Val Leu Thr Gly Phe 
15 20 25 

; |3 gag gcg gtc aaa gag gcg ctg gcg ggc ccc ggg cag gag ctg gec gac 148 
xj Glu Ala Val Lys Glu Ala Leu Ala Gly Pro Gly Gin Glu Leu Ala Asp 
U 30 35 40 

egg cct ccc ate gee ate ttc cag etc ate cag cga ggt gga ggc ate 196 
Arg Pro Pro lie Ala lie Phe Gin Leu lie Gin Arg Gly Gly Gly lie 

ttc ttc tea tct ggg gcg cgc tgg agg get gee cgc cag ttc acg gtg 244 

M Phe Phe Ser Ser Gly Ala Arg Trp Arg Ala Ala Arg Gin Phe Thr Val 

M 60 65 70 

! hJ cgt gee ctg cac age ctg ggc gtg ggc egg gag ccg gtg get gac aag 292 

,g Arg Ala Leu His Ser Leu Gly Val Gly Arg Glu Pro Val Ala Asp Lys 

!~ 75 80 85 90 

att ctg cag gag ctg aaa tgc etc tct ggg cag ctg gat ggc tac aga 340 
lie Leu Gin Glu Leu Lys Cys Leu Ser Gly Gin Leu Asp Gly Tyr Arg 
95 100 105 

ggc egg ccc ttc ccg ctg gee eta ctg ggc tgg get ccc tec aat ate 388 
Gly Arg Pro Phe Pro Leu Ala Leu Leu Gly Trp Ala Pro Ser Asn lie 
110 115 120 

acc ttc gcg etc etc ttc ggc cgc cga ttt gac tac egg gac ccc gtg 43 6 

Thr Phe Ala Leu Leu Phe Gly Arg Arg Phe Asp Tyr Arg Asp Pro Val 
125 130 135 



ttt gtg tec ctg ctg ggt etc ate gat gag gtc atg gtc etc ttg ggg 
Phe Val Ser Leu Leu Gly Leu He Asp Glu Val Met Val Leu Leu Gly 
140 145 150 
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tec cct ggc ctg cag ctg ttc aac gtc cac cca tgg etc ggg gee ctg 532 
Ser Pro Gly Leu Gin Leu Phe Asn Val His Pro Trp Leu Gly Ala Leu 
155 160 165 170 
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etc cag ctg cac egg ccc gtc ctg cgc aag ate gag gag gtc cgt gee 580 
Leu Gin Leu His Arg Pro Val Leu Arg Lys lie Glu Glu Val Arg Ala 
175 180 185 

att ctg agg acc etc ctg gag gcg egg agg ccc cac gtg tgc ccg ggg 628 
lie Leu Arg Thr Leu Leu Glu Ala Arg Arg Pro His Val Cys Pro Gly 
190 195 200 

gac ccc gtg tgc age tat gtg gac gee ctg ate cag cag gga cag ggg 67 6 

Asp Pro Val Cys Ser Tyr Val Asp Ala Leu He Gin Gin Gly Gin Gly 
205 210 215 

gat gac ccc gag ggc ctg ttt get gag gee aac gcg gtg gee tgc acc 724 
Asp Asp Pro Glu Gly Leu Phe Ala Glu Ala Asn Ala Val Ala Cys Thr 
220 225 230 

ctg gac atg gtc atg gec ggg acg gag acg acc teg gee acg ctg cag 772 
Leu Asp Met Val Met Ala Gly Thr Glu Thr Thr Ser Ala Thr Leu Gin 
235 240 245 250 

tgg gec gca ctt ctg atg ggc egg cac ccg gac gtg cag ggc egg gtg 82 0 

Trp Ala Ala Leu Leu Met Gly Arg His Pro Asp Val Gin Gly Arg Val 
255 260 265 

cag gag gag eta gac cgc gtg ctg ggc cct ggg egg act ccc egg ctg 868 
Gin Glu Glu Leu Asp Arg Val Leu Gly Pro Gly Arg Thr Pro Arg Leu 
270 275 280 

gag gac cag cag get ctg ccc tac aca age gee gtg etc cac gag gtg 916 
Glu Asp Gin Gin Ala Leu Pro Tyr Thr Ser Ala Val Leu His Glu Val 
285 290 295 

cag egg ttc ate acg etc ctg ccg cac gtg ccc cgc tgc acc gcg gec 964 
Gin Arg Phe He Thr Leu Leu Pro His Val Pro Arg Cys Thr Ala Ala 
300 305 310 

gac aca cag ctg ggc ggc ttc ctg etc ccc aag ggc acg ccc gtg att 1012 
Asp Thr Gin Leu Gly Gly Phe Leu Leu Pro Lys Gly Thr Pro Val He 
315 320 325 330 

ccc ctg ctg acc teg gtg etc ctg gat gag aca cag tgg cag acc cca 1060 
Pro Leu Leu Thr Ser Val Leu Leu Asp Glu Thr Gin Trp Gin Thr Pro 
335 340 345 

ggc cag ttc aac ccc ggc cat ttc ctg gac gcg aat ggg cac ttt gtg 1108 
Gly Gin Phe Asn Pro Gly His Phe Leu Asp Ala Asn Gly His Phe Val 
350 355 360 

aag egg gag gec ttc ctg cct ttc tct gca ggt cag cag ccc teg ggg 1156 
Lys Arg Glu Ala Phe Leu Pro Phe Ser Ala Gly Gin Gin Pro Ser Gly 
365 370 375 

ccg ggg tgg ggc ggc acc tec agg get cca ggg gtg gga egg ccc cag 12 04 

Pro Gly Trp Gly Gly Thr Ser Arg Ala Pro Gly Val Gly Arg Pro Gin 
380 385 390 

etc cgc ctg ccg cct ctg cac cca cct cct gat etc agg ttc tga agg 1252 
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Leu Arg Leu Pro Pro Leu His Pro Pro Pro Asp Leu Arg Phe * 
395 400 405 

cggctgtggt ggctgctcct gtgctcccct ggggaggtcc ccacccctcc cctccaggag 1312 

caggcctggt gcagcccact ctgtgcctgg acatcccccg caggccgccg cgtctgtgtt 1372 

ggggagcgcc tggccaggac cgagctcttc ctgctgtttg ccggcctcct gcagaggtac 1432 

cgcctgctgc ccccgcctgg cgtcagtccg gcctccctgg acaccacgcc cgcccgggct 1492 

tttaccatga ggccgagggc ccaggccctg tgtgcggtgc ccaggcccta ggagctcccc 1552 

cagcccccag gtcctcctga ccactcccct cccagccctg ggtcctccca ccctctctcc 1612 

tcccacccca cagctcggac tgctctggga gggccctgag gactcccacc ctcaccccca 1672 

cccccacagg gtcagcaact gcttccggtt acacccagga ctacccctgc ccgaccctgt 1732 

gggaccccca cccctctgat gctgtctgca gctcagtccc tgccagcccc caggagcgcc 1792 

tccagggccc cgcccactct cccacccctg aagctgcact cccacccacc tagctccccc 1852 

cagggccccc cagcacctac agctggggct gcagggagac aacgggtggc tgcaatccag 1912 

ccagagacag gcgcaggtgg gtgtcctcag cgtgcgagcc ctgcaccccc caggtcctgg 1972 

gactcctgca gaccccactc cattcccgct cctggaacac ttcctgcagc tgtgcctgga 2 032 

ggcagtcggc ctgcagtgcc agactctgag ccaagccact ggggccatgc gtatgactgg 2092 

tgcagggagg caaggcccac attctccttc agagacaggc actggcgcca gaggcttcct 2152 

tggggcgggg ggagggcacc tcagcccctg aagacaagca gcactgcagt ggcaaaaatg 2212 

gaaacactga cccggtgcgg tggctcatgc ctgtaatccc agcactttgg gaggccaagg 2272 

tgggcggatc acgaggtcag gagttcgaga ccagcctgac caacatggtg aaaccctgtc 2332 

tctactaaaa atacaaaaat tagnctgggc gtggtggcat gcacccctgc aatcccaagc 2392 

tactcggcgg gggggctgag gcaggaagna attgcttgaa cctgggaggt gaaggggttg 2452 

cagtgagccg nnagatcatg ccactgcact ccagcctggg ggacagagcg agactccatc 2512 

tcacaaaaaa aaaaaaaa 2530 

<210> 336 
<211> 765 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (107) . 



. (322) 



<400> 336 

ctcattacaa aagttgatgt tatttctcgt ggtaaattca gaaaaacatc agggagtaaa 60 

caatgccaac atctgagcaa acattttggg gtatatctct attttc atg ttt aca 115 

Met Phe Thr 
1 

ttg teg ttt aaa aaa caa tea aac gac att age agt ttt aca aca ttt 163 
Leu Ser Phe Lys Lys Gin Ser Asn Asp lie Ser Ser Phe Thr Thr Phe 
5 10 15 

tec ttt cca gtt aaa act gta tac cgt tac cat ttt ccc ate ata etc 211 
Ser Phe Pro Val Lys Thr Val Tyr Arg Tyr His Phe Pro lie lie Leu 
20 25 30 35 

ttc acc tac gat act gtt tta agt ggc tgt ata gat ttc cac ttt cac 259 
Phe Thr Tyr Asp Thr Val Leu Ser Gly Cys lie Asp Phe His Phe His 
40 45 50 

aac aga att age aga ttc cca aaa ctt gaa tat tta att tta aaa aaa 3 07 

Asn Arg lie Ser Arg Phe Pro Lys Leu Glu Tyr Leu lie Leu Lys Lys 
55 60 65 

att ctt aat aac tga tattaaattt atataegcaa atctgacaca ttacttcctt 362 
lie Leu Asn Asn * 
70 

aggataaatt cctgtacgca cagtctttcc attttaagee tattatacta tgaaggagtc 422 

tgaatcaaca tctaagagct ccgagagttc aacaccagcc tgggecatat tgtgagaaca 482 

cgtctctaca gacgatcaaa aaattagctt ggtgtggtgg cgcgcgcctg tgatctcagc 542 

tacccaggag gctgaggtgg gaggatcact taagcccggg aggtcgaggc tgctgtgagc 602 

cgtgagccac tgatcatacc actgcactcc agtctgggca acagagegat cctgtttcag 662 

agaaaaaaaa gatccaagac ctctgtagac cacactgaca gccctgctac tatttgeaac 722 

tggtcgcgcc ctcgtgccga attcttggee tegagggeca aat 765 



<210> 337 
<211> 773 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (528) . . (695) 

<400> 337 

aatgaaaaaa gtacaattta taatagtatc tcaaaaagga aatatttagg gataatgtaa 60 
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caatatgtac aagatcaata tattgaatac tacaaaacac ttgagagaaa cttaaaaaga 120 

ctcaaataaa tggagaaata tagtgtgttt atggatcaaa ggactcaata ttgttaagat 180 

gtcaactctt cctaaatcaa tccatacagt cagtgtaatt ccattcaatg cccaaccagc 240 

accccccacc tgccccgcat tttttttggt aagaattaat aagctagtcc tgaaattcaa 300 

atagaaatgc aaagggtgac actcctattt ggcagccatt tctcttaaag ctcagtggtt 360 

ctggacctgc agtatctgct gagttaggag ggacaggaga gtagcagcta ggtcggtggc 42 0 

aaatagcccg caacattccc tttagttaca atgagtttac ccctcaatct caaatatttc 480 

ctcagtggat taacaggaga gccagtgatg gtgaagctta agtggga atg gag tat 53 6 

Met Glu Tyr 
1 

aag ggc tac ctg gta tct gta gat ggc tat atg aac atg cag ctt gca 584 
Lys Gly Tyr Leu Val Ser Val Asp Gly Tyr Met Asn Met Gin Leu Ala 
5 10 15 

gat aca gaa ttc ata aat gag gca ttg cct gga cat eta ggt gaa gtt 632 
Asp Thr Glu Phe lie Asn Glu Ala Leu Pro Gly His Leu Gly Glu Val 
20 25 30 35 

tea ata agg tgt aat aat gtc ctt tat ate aga gat gtg gaa gaa gag 680 
Ser lie Arg Cys Asn Asn Val Leu Tyr lie Arg Asp Val Glu Glu Glu 
40 45 50 

gaa atg ggg aaa tga gtgaatagca tcttttgaag aggatttttt aaatatgtat 735 
Glu Met Gly Lys * 
55 

ttctagacaa taaagatttg tttttcaaaa aaaaaaaa 773 



<210> 338 

<211> 1251 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (84) . . (1085) 

<400> 338 

atttggcect egaggecaag aatteggcac gaggagagag ctagcaccat gagcttcaat 60 

acccttcaga tacctttcat aca atg aat act cag caa agt aca ccc tea 110 

Met Asn Thr Gin Gin Ser Thr Pro Ser 
1 5 

aat aat gtt cat ace tea tta age cat gtt cag aat gga gca cct ttt 158 
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Asn Asn Val His Thr Ser Leu Ser His Val Gin Asn Gly Ala Pro Phe 
10 15 20 25 

cca gca get ttt cca aag gac aat ate cat ttc aag cct ata aat aca 206 
Pro Ala Ala Phe Pro Lys Asp Asn lie His Phe Lys Pro lie Asn Thr 
30 35 40 

aat ctt gat agg gca aat gaa ttg gca aaa aca gac att ttg agt eta 254 
Asn Leu Asp Arg Ala Asn Glu Leu Ala Lys Thr Asp lie Leu Ser Leu 
45 50 55 

aca agt caa aac aag acc ttt gat ccc aag aaa gaa aat ccc att gtg 302 
Thr Ser Gin Asn Lys Thr Phe Asp Pro Lys Lys Glu Asn Pro lie Val 
60 65 70 

tta ctt agt gac ttt tac tat gga cag cat aaa gga gaa ggg cag ccg 350 
Leu Leu Ser Asp Phe Tyr Tyr Gly Gin His Lys Gly Glu Gly Gin Pro 
75 80 85 

gaa cag aag act cac acc acc ttt aaa tgc etc age tgc gtg aaa gtt 398 
Glu Gin Lys Thr His Thr Thr Phe Lys Cys Leu Ser Cys Val Lys Val 
90 95 100 105 

eta aaa aat gtt aag ttt atg aat cac gtg aag cat cat ttg gaa ttt 446 
Leu Lys Asn Val Lys Phe Met Asn His Val Lys His His Leu Glu Phe 
110 115 120 

gag aag cag agg aac gac age tgg gaa aac cac acc acc tgc cag cac 494 
Glu Lys Gin Arg Asn Asp Ser Trp Glu Asn His Thr Thr Cys Gin His 
125 130 135 

tgc cac egg agt ctt ccc act ccc ttc cag eta cag tgt cac ate gaa 542 
Cys His Arg Ser Leu Pro Thr Pro Phe Gin Leu Gin Cys His lie Glu 
140 145 150 

aat gtc cac act gec cag gag ccc tct act gtc tgt aaa ate tgt gaa 590 
Asn Val His Thr Ala Gin Glu Pro Ser Thr Val Cys Lys lie Cys Glu 
155 160 165 

ttg tea ttt gaa aca gat cag gtc etc tta caa cac atg aag gac cat 638 
Leu Ser Phe Glu Thr Asp Gin Val Leu Leu Gin His Met Lys Asp His 
170 175 180 185 

cat aag cct ggc gaa atg ccc tat gtg tgc cag gtt tgc cat tat aga 686 
His Lys Pro Gly Glu Met Pro Tyr Val Cys Gin Val Cys His Tyr Arg 
190 195 200 

teg teg gtc ttt get gat gta gaa aca cat ttt aga acg tgc cat gaa 734 
Ser Ser Val Phe Ala Asp Val Glu Thr His Phe Arg Thr Cys His Glu 
205 210 215 

aac aca aag aat ttg ctt tgt ccc ttt tgt etc aaa att ttc aaa aca 782 
Asn Thr Lys Asn Leu Leu Cys Pro Phe Cys Leu Lys He Phe Lys Thr 
220 225 230 

gca aca cca tac atg tgt cat tat agg ggc cac tgg gga aag agt gca 830 
Ala Thr Pro Tyr Met Cys His Tyr Arg Gly His Trp Gly Lys Ser Ala 
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235 240 245 

cac cag tgt tec aag tgc egg eta cag ttt tta act ttc aag gag aaa 878 
His Gin Cys Ser Lys Cys Arg Leu Gin Phe Leu Thr Phe Lys Glu Lys 
250 255 260 265 

atg gag cac aag ace cag tgt cat caa atg ttt aag aag cct aag caa 926 
Met Glu His Lys Thr Gin Cys His Gin Met Phe Lys Lys Pro Lys Gin 
270 275 280 

eta gaa gga tta cct cct gaa aca aaa gtt act att caa gtg tea ctg 974 
Leu Glu Gly Leu Pro Pro Glu Thr Lys Val Thr lie Gin Val Ser Leu 
285 290 295 

gaa cct ctt cag cca gga tea gtg gat gta gca tec ata act gtg age 1022 
Glu Pro Leu Gin Pro Gly Ser Val Asp Val Ala Ser lie Thr Val Ser 
300 305 310 

aca tct gac tct gaa cca tea etc ccc agg tct aaa age aaa att tea 1070 
Thr Ser Asp Ser Glu Pro Ser Leu Pro Arg Ser Lys Ser Lys lie Ser 
315 320 325 

aaa aag tec cat taa ttctagtttc agtaaatcta aagcaagtat ttcaaaccaa 1125 

Lys Lys Ser His * 

330 

attaaaaaac ctcataaaac aaaaaataca aaccatacat tattcagtag caccaaaaat 1185 

agtgaaacta gtggattata tatgactttt taaacaagat tcaggatata tattaaaaaa 1245 

aaaaaa 1251 



339 
2638 
DNA 

Homo sapiens 

<220> 
<221> CDS 

<222> (106) . . (1845) 
<400> 339 

gcgggttgat tttctcactt tggactggtt tttacttccc gacttctgga ctcatctttc 60 

aagaggactt tagactaatt gcagataatt aaggtggtag agaat atg cct tct 114 

Met Pro Ser 
1 

gca tec tgt gat aca eta ctg gat gac ate gaa gat ate gtg tct cag 162 
Ala Ser Cys Asp Thr Leu Leu Asp Asp lie Glu Asp lie Val Ser Gin 
5 10 15 

gaa gat tea aaa cca caa gat agg cat ttt gta aga aag gat gtt gtc 210 
Glu Asp Ser Lys Pro Gin Asp Arg His Phe Val Arg Lys Asp Val Val 



<210> 
<211> 
<212> 
<213> 
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20 



25 



30 



35 



ccg aag gta cga agg cga aat acc caa aaa tat ttg caa gag gaa gaa 258 
Pro Lys Val Arg Arg Arg Asn Thr Gin Lys Tyr Leu Gin Glu Glu Glu 
40 45 50 

aac agt cca cca agt gac age act att cca ggc ata cag aaa att tgg 3 06 

Asn Ser Pro Pro Ser Asp Ser Thr lie Pro Gly lie Gin Lys lie Trp 
55 60 65 

ata cga aca tgg ggt tgt tct cat aat aat tea gat gga gaa tat atg 354 
lie Arg Thr Trp Gly Cys Ser His Asn Asn Ser Asp Gly Glu Tyr Met 
70 75 80 

get gga cag eta get get tat ggc tat aaa att aca gaa aat gca tec 402 
Ala Gly Gin Leu Ala Ala Tyr Gly Tyr Lys lie Thr Glu Asn Ala Ser 
85 90 95 

gat gca gat tta tgg etc ctg aac agt tgc act gta aaa aac cca get 450 
Asp Ala Asp Leu Trp Leu Leu Asn Ser Cys Thr Val Lys Asn Pro Ala 
100 105 110 115 

gaa gac cac ttt aga aac tea att aaa aaa get caa gag gag aac aag 498 
Glu Asp His Phe Arg Asn Ser lie Lys Lys Ala Gin Glu Glu Asn Lys 
120 125 130 

aaa ate gta ctg get gga tgc gtt cct caa gee cag cct cgc cag gac 546 
Lys lie Val Leu Ala Gly Cys Val Pro Gin Ala Gin Pro Arg Gin Asp 
135 140 145 

tac ctt aag gga ctg agt ate att ggg gtt cag cag ata gat cgt gtg 594 
Tyr Leu Lys Gly Leu Ser lie lie Gly Val Gin Gin lie Asp Arg Val 
150 155 160 

gta gaa gtt gtg gag gag aca att aaa ggt cac tct gtg aga ctg ctg 642 
Val Glu Val Val Glu Glu Thr lie Lys Gly His Ser Val Arg Leu Leu 
165 170 175 

ggt cag aaa aag gat aat gga agg egg ctt ggg gga gca cga ttg gat 690 
Gly Gin Lys Lys Asp Asn Gly Arg Arg Leu Gly Gly Ala Arg Leu Asp 
180 185 190 195 

ttg ccg aag att agg aag aat cca ctg ata gaa ate att tec ate aat 738 
Leu Pro Lys lie Arg Lys Asn Pro Leu lie Glu lie lie Ser lie Asn 
200 205 210 

acc ggg tgt etc aat get tgt acc tac tgc aaa act aaa cac gee aga 786 
Thr Gly Cys Leu Asn Ala Cys Thr Tyr Cys Lys Thr Lys His Ala Arg 
215 220 225 

gga aat ttg gee agt tat cca att gat gaa eta gta gat aga gee aaa 834 
Gly Asn Leu Ala Ser Tyr Pro lie Asp Glu Leu Val Asp Arg Ala Lys 
230 235 240 

caa tct ttt caa gag ggt gtt tgt gag ata tgg ttg acc agt gaa gac 882 
Gin Ser Phe Gin Glu Gly Val Cys Glu lie Trp Leu Thr Ser Glu Asp 
245 250 255 
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acg ggg get tat ggc aga gat att ggc acc aat etc ccc aca etc ctg 93 0 

Thr Gly Ala Tyr Gly Arg Asp lie Gly Thr Asn Leu Pro Thr Leu Leu 
260 265 270 275 

tgg aaa ctg gtt gaa gtg att cct gag gga gca atg ctg agg ctt ggc 978 
Trp Lys Leu Val Glu Val lie Pro Glu Gly Ala Met Leu Arg Leu Gly 
280 285 290 

atg aca aat ccg ccc tat att tta gag cat ctg gag gaa atg gca aaa 1026 
Met Thr Asn Pro Pro Tyr lie Leu Glu His Leu Glu Glu Met Ala Lys 
295 300 305 

ate ctt aat cac ccc aga gtc tac get ttt ctg cac ata cca gtc cag 1074 
lie Leu Asn His Pro Arg Val Tyr Ala Phe Leu His lie Pro Val Gin 
310 315 320 

tct gec tec gac age gta etc atg gaa atg aaa aga gaa tac tgt gtg 1122 
Ser Ala Ser Asp Ser Val Leu Met Glu Met Lys Arg Glu Tyr Cys Val 
325 330 335 

get gac ttc aaa aga gta gtg gat ttt ctg aaa gag aaa gtt cct gga 1170 
Ala Asp Phe Lys Arg Val Val Asp Phe Leu Lys Glu Lys Val Pro Gly 
340 345 350 355 

ata act att get aca gat att ate tgt ggt ttt cct gga gaa aca gat 1218 
lie Thr lie Ala Thr Asp lie lie Cys Gly Phe Pro Gly Glu Thr Asp 
360 365 370 

cag gat ttt caa gaa aca gtg aaa ctt gtt gaa gag tac aaa ttc cca 12 66 

Gin Asp Phe Gin Glu Thr Val Lys Leu Val Glu Glu Tyr Lys Phe Pro 
375 380 385 

age ctg ttt att aac caa ttt tac cca aga cca gga act cct get gca 1314 
Ser Leu Phe lie Asn Gin Phe Tyr Pro Arg Pro Gly Thr Pro Ala Ala 
390 395 400 

aaa atg gaa caa gtt cca gca caa gtg aaa aag caa agg aca aaa gat 13 62 

Lys Met Glu Gin Val Pro Ala Gin Val Lys Lys Gin Arg Thr Lys Asp 
405 410 415 

ctt tct egg gtg ttt cat tct tac agt cca tat gat cac aag att ggt 1410 
Leu Ser Arg Val Phe His Ser Tyr Ser Pro Tyr Asp His Lys lie Gly 
420 425 430 435 

gaa aga caa caa gtg tta gta aca gaa gaa tct ttt gat tec aag ttt 1458 
Glu Arg Gin Gin Val Leu Val Thr Glu Glu Ser Phe Asp Ser Lys Phe 
440 445 450 

tat gtt gca cac aat caa ttc tat gag cag gtt tta gtg cca aag aac 1506 
Tyr Val Ala His Asn Gin Phe Tyr Glu Gin Val Leu Val Pro Lys Asn 
455 460 465 

cct gcg ttc atg ggg aag atg gtt gaa gtg gac ate tat gaa tea ggc 1554 
Pro Ala Phe Met Gly Lys Met Val Glu Val Asp He Tyr Glu Ser Gly 
470 475 480 
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aaa cat ttt atg aaa ggg cag cca gta tct gat gcc aaa gtg tac acg 
Lys His Phe Met Lys Gly Gin Pro Val Ser Asp Ala Lys Val Tyr Thr 
485 490 495 



1602 



ccc tec ate age aaa ccg eta gca aag gga gaa gtc tea ggt ttg aca 
Pro Ser lie Ser Lys Pro Leu Ala Lys Gly Glu Val Ser Gly Leu Thr 
500 505 510 515 



1650 



aag gac ttc aga aat ggg ctt ggg aac cag ctg agt tea gga tec cac 
Lys Asp Phe Arg Asn Gly Leu Gly Asn Gin Leu Ser Ser Gly Ser His 
520 525 530 



1698 



ace tct get gca tct cag tgt gac tea gcg agt tec aga atg gtg ctg 
Thr Ser Ala Ala Ser Gin Cys Asp Ser Ala Ser Ser Arg Met Val Leu 
535 540 545 



1746 



ccc atg cca agg eta cat caa gac tgt gcg ctg agg atg tec gtg ggc 
Pro Met Pro Arg Leu His Gin Asp Cys Ala Leu Arg Met Ser Val Gly 
550 555 560 



1794 



ttg get ctg ctg ggt ctt ctt ttt get ttt ttt gtc aag gtc tat aat 
Leu Ala Leu Leu Gly Leu Leu Phe Ala Phe Phe Val Lys Val Tyr Asn 
565 570 575 



1842 



tag aata caactaatgg aaacatctat aaagaagaat acatttctaa ttaaaatctt 



1899 



* 



580 



caatgaacag gaaagegaca tctccattct ccaagggcaa taatttgtac tggtcatget 1959 

gcctccttct cagccactct tcttaatgag gctccccctg tctcacattg agttgggccc 2019 

attggttatt tgacctaaaa cctaatcacc gctaccatag cacatccttc aaattaaact 2079 

gcttttggtt tacttttagc aagaaatgea ageggttgea ttttttctgt ttgtttcaat 2139 

ctctaatctt taagtcagaa cctaattgta cagtggctct ggccatcttt tcctcatgtg 2199 

gaagaatttt ctatctttaa taaacttttt ctttgttttt tttttccaga tggagtttcg 2259 

ctcttgtccc ccaggctgga gtggtgcagt ggcacgatct caggtcactg cagccttgac 2319 

ctcctgggtt caagcagtcc tcctacctca gcctccctaa tagecagggg ctacaggcat 2379 

ataccaccat gcccaactaa ttttttaatt ttttgtagag atgagtgtca ctatgttgcc 2439 

caggcttgcc tggaactcct agcctcaagc agtcttcttg cctcagcctc ecaaagtget 2499 

gggattacag gcgtgagcca ctccacccag cccagattaa atgtttttat ttctacctgc 2559 

catcattggt ctttactaag tgaagtgact tctttcttta acaataaatg gaattggtat 2619 

actaagcaaa aaaaaaaaa 2638 
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<210> 340 

<211> 1301 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (250) . . (1275) 
<400> 340 

tcgcttcgac gatttcgtga gcttcatcta gacccgtggt cttgagtctg aggggcacct 60 

tctccaggac tctctcaccc ctgtccagcc ttgcccatgg aaatgcagca ctgttctagc 120 

tggctggagg ggagggtagt gagatgggcg gccatctgct ggtagacatg cgggaggact 180 

ttccggggca gtgggtttcc agcccccaca tgcccctcag tggggccctg tgccctagag 240 

tacaccaag atg aag act gca gat cac ttc tgg acc gat ccc teg get 288 
Met Lys Thr Ala Asp His Phe Trp Thr Asp Pro Ser Ala 
15 10 

gac gaa ctt gtc cag agg cac cgc ate cac age tec cac gtg egg cag 336 
Asp Glu Leu Val Gin Arg His Arg lie His Ser Ser His Val Arg Gin 
15 20 25 

gac teg ccc acc aag cgt cct gee etc tgt ate cag aag agg cat tec 384 
Asp Ser Pro Thr Lys Arg Pro Ala Leu Cys lie Gin Lys Arg His Ser 
30 35 40 45 

agt ggc age atg gat gac egg cca tec etc tct gee cgc gac tac gtg 432 
Ser Gly Ser Met Asp Asp Arg Pro Ser Leu Ser Ala Arg Asp Tyr Val 
50 55 60 

gag tec ctg cat cag aac tec cgt gec acc ctt etc tat ggc aaa aac 480 
Glu Ser Leu His Gin Asn Ser Arg Ala Thr Leu Leu Tyr Gly Lys Asn 
65 70 75 

aac gtt ctt gtt cag ccg agg gac gac atg gag get gtg cca ggg tac 52 8 

Asn Val Leu Val Gin Pro Arg Asp Asp Met Glu Ala Val Pro Gly Tyr 
80 85 90 

ctg tec ctg cac cag acg get gac gtc atg acc ttg aag tgg aca ccc 576 
Leu Ser Leu His Gin Thr Ala Asp Val Met Thr Leu Lys Trp Thr Pro 
95 100 105 

aac cag ctg atg aac ggg tct gtg ggg gac ctg gac tat gag aag age 624 
Asn Gin Leu Met Asn Gly Ser Val Gly Asp Leu Asp Tyr Glu Lys Ser 
110 115 120 125 

gtc tac tgg gac tat gee atg acc ate cgc ttg gag gag att gtc tac 672 
Val Tyr Trp Asp Tyr Ala Met Thr lie Arg Leu Glu Glu lie Val Tyr 
130 135 140 

ctg cac tgc cac cag caa gtt gac age ggc ggg aca gtg gta ttg gtc 720 
Leu His Cys His Gin Gin Val Asp Ser Gly Gly Thr Val Val Leu Val 
145 150 155 
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age cag gac ggg ate cag agg ccg ccc ttc cgc ttc ccc aag ggc ggg 768 
Ser Gin Asp Gly lie Gin Arg Pro Pro Phe Arg Phe Pro Lys Gly Gly 
160 165 170 

cac etc ctg cag ttc etc teg tgc ctg gag aat ggg ctg etc cca cat 816 
His Leu Leu Gin Phe Leu Ser Cys Leu Glu Asn Gly Leu Leu Pro His 
175 180 185 



ggg cag ttg gac ccg cca ctg tgg tec cag agg ggt aag ggc aaa gtg 
Gly Gin Leu Asp Pro Pro Leu Trp Ser Gin Arg Gly Lys Gly Lys Val 
190 195 200 205 
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ttt cct aaa ctg cgc aag cga age cct cag ggt tct gee gag tec aca 912 
Phe Pro Lys Leu Arg Lys Arg Ser Pro Gin Gly Ser Ala Glu Ser Thr 
210 215 220 

tct tea gac aaa gat gat gat gag gee acg gat tat gtg ttc agg ate 960 
Ser Ser Asp Lys Asp Asp Asp Glu Ala Thr Asp Tyr Val Phe Arg lie 
225 230 235 

ate tac cct ggc atg cag teg gaa ttc gtt gee ccc gac ttc ttg ggc 1008 
lie Tyr Pro Gly Met Gin Ser Glu Phe Val Ala Pro Asp Phe Leu Gly 
240 245 250 

age act tec tec gtc tct gtg ggc cct gee tgg atg atg gtt cct gca 1056 
Ser Thr Ser Ser Val Ser Val Gly Pro Ala Trp Met Met Val Pro Ala 
255 260 265 

ggc egg tec atg ctg gtg gtg gee aga ggg agt cag tgg gag cca gec 1104 
Gly Arg Ser Met Leu Val Val Ala Arg Gly Ser Gin Trp Glu Pro Ala 
270 275 280 285 

aga tgg gac act act etc ccc acg cca age ccg aag gag cag ccc ccc 1152 
Arg Trp Asp Thr Thr Leu Pro Thr Pro Ser Pro Lys Glu Gin Pro Pro 
290 295 300 

agt aat gtc tgg gat etc ccc gtc ccc agg ggc tgg gtg cca gee ace 1200 
Ser Asn Val Trp Asp Leu Pro Val Pro Arg Gly Trp Val Pro Ala Thr 
305 310 315 

tct gee atg ttg tea att gag ttc tgg tec caa ggg aga tgg agg cag 1248 
Ser Ala Met Leu Ser lie Glu Phe Trp Ser Gin Gly Arg Trp Arg Gin 
320 325 330 

gaa ggg aga tgg agg cag agg gat tga tgece tcctgctgtc cagcctccac 1300 
Glu Gly Arg Trp Arg Gin Arg Asp * 
335 340 

t 1301 



<210> 341 
<211> 723 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> CDS 

<222> (101) . . (637) 

<400> 341 

tttcgtgtca tcgcggctta tcgttacaag acttggctgc caaattacca aactggttga 60 

aaggagcgtc acacgattaa gtatcgtgtc acataatagg atg aca aag ttt tta 115 

Met Thr Lys Phe Leu 



att gtt tea gat aca cat ggt gat cgt gag ate att get gat att ttt 163 
lie Val Ser Asp Thr His Gly Asp Arg Glu He He Ala Asp He Phe 
10 15 20 

gac aaa tgg egg gat age gtt gee ggc att ttt tac aat ggg gat tct 211 
Asp Lys Trp Arg Asp Ser Val Ala Gly He Phe Tyr Asn Gly Asp Ser 
25 30 35 

gaa tta gcg get gat gac aca gta ttt gat ggc gta tec act gtg att 259 
Glu Leu Ala Ala Asp Asp Thr Val Phe Asp Gly Val Ser Thr Val He 
40 45 50 

ggc aat atg gat gat gat cct gat ttc gtg gee gca agg gcg aca acg 307 
Gly Asn Met Asp Asp Asp Pro Asp Phe Val Ala Ala Arg Ala Thr Thr 
55 60 65 

att gat ggg att act ttt ttc caa acg cac gga cat etc tat gac gcg 355 
He Asp Gly He Thr Phe Phe Gin Thr His Gly His Leu Tyr Asp Ala 
70 75 80 85 

acc caa ttt aac get tgg gcg aac eta aaa tta atg gec gtg gca gca 403 
Thr Gin Phe Asn Ala Trp Ala Asn Leu Lys Leu Met Ala Val Ala Ala 
90 95 100 

cag gaa get aac gca cag gtc gee etc ttt ggg cat acc cat ctg gaa 451 
Gin Glu Ala Asn Ala Gin Val Ala Leu Phe Gly His Thr His Leu Glu 
105 110 115 

ggg gcg gtt gtg ttt gat gat ate ttg ttt att aat cca ggt tea ate 499 
Gly Ala Val Val Phe Asp Asp He Leu Phe He Asn Pro Gly Ser He 
120 125 130 

egg ctg cct aaa ggg cca cat gee aac tta ggt ggt act tat get gtg 547 
Arg Leu Pro Lys Gly Pro His Ala Asn Leu Gly Gly Thr Tyr Ala Val 
135 140 145 

ttg gat gtg acg gag acg age tat gac gtg aga ttt tat aat cgt cag 595 
Leu Asp Val Thr Glu Thr Ser Tyr Asp Val Arg Phe Tyr Asn Arg Gin 
150 155 160 165 

cat caa cca ttg cca caa etc acg gta cag gtc gca cgt taa gtgaccc 644 
His Gin Pro Leu Pro Gin Leu Thr Val Gin Val Ala Arg * 
170 175 
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gtactgattt gcaggcaata aatgtggtaa aatggtagtt atggcaaatg aaaaacacca 
caatttaatc aatggtatg 



<210> 342 
<211> 637 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (364) . . (543) 

<400> 342 

tgcgagggtg gaatgggata aagcgcaaaa agccctggca cttggcgagc gtctggtcag 

tggcgctgcc ctcgatcact ctgcccctct gggtgcctgt cacctcatta gtgcagttac 

tcctgggacc aagaccagga aatctaacca ataagcaatg gtaacagtga ctcagtgctc 

agtccgccct cagtggcccg agtccgaggt gggcatcatg gcaccagttt acatctcgga 

aagggaggct cagagaggtc aagtcacttg cctaaggtca cccagggact gcttagctgg 

ctaggatgag aaccagcctg ctccaacgcc ccctcgtgga acagttgcga gcctaggaat 

taa atg ttc cct ccc cca ggc tat gcc aat gag gtg ggc gag get ttc 
Met Phe Pro Pro Pro Gly Tyr Ala Asn Glu Val Gly Glu Ala Phe 
15 10 15 

cgc tct ctt gtg cca gcg gcg gtg gtg tgg ctg age tat ggc gtg gcc 
Arg Ser Leu Val Pro Ala Ala Val Val Trp Leu Ser Tyr Gly Val Ala 
20 25 30 

age tec tac gtg ctg gcg gat gcc att gac aaa ggc aag aag get gga 
Ser Ser Tyr Val Leu Ala Asp Ala lie Asp Lys Gly Lys Lys Ala Gly 
35 40 45 

gag gtg agt gtt age eta ttt tec aac ccc caa ccc tag ctctcctctt 
Glu Val Ser Val Ser Leu Phe Ser Asn Pro Gin Pro * 
50 55 60 

gtgtggctca gtccacagcc tggcatgtga taaagtccct gtgggacact ccagtcccta 

caacttgcct agtgcagtcc ataa 



<210> 343 
<211> 998 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (7) . . (399) 



<400> 343 

aagaag atg agt ttt aac aga etc ctt tct gta aaa ctg aat gat gga 48 
Met Ser Phe Asn Arg Leu Leu Ser Val Lys Leu Asn Asp Gly 
15 10 

aag ttc atg cct att ctg ggg ttt ggc acc tct gtt get agg aag gtt 96 
Lys Phe Met Pro lie Leu Gly Phe Gly Thr Ser Val Ala Arg Lys Val 
15 20 25 30 

get atg agt aat gta gaa gaa gec gtc cag gta gca att gat gta ggc 144 
Ala Met Ser Asn Val Glu Glu Ala Val Gin Val Ala He Asp Val Gly 
35 40 45 

tac cgc cat att gac tea get tat aca cac ctg aat gaa gaa ggc ate 192 
Tyr Arg His He Asp Ser Ala Tyr Thr His Leu Asn Glu Glu Gly He 
50 55 60 

ggg cag gec ate cga aag aag att gee aac ggc act gtg aag aga aaa 240 
Gly Gin Ala He Arg Lys Lys He Ala Asn Gly Thr Val Lys Arg Lys 
65 70 75 

gat ata ttc tat acc aca aag gtg tgg ggc acc ttt tec cgc cca gaa 288 
Asp He Phe Tyr Thr Thr Lys Val Trp Gly Thr Phe Ser Arg Pro Glu 
80 85 90 

ttg gtc caa aga ggc ctt gaa atg tea ctg aag aaa ctt cag ctg age 336 
Leu Val Gin Arg Gly Leu Glu Met Ser Leu Lys Lys Leu Gin Leu Ser 
95 100 105 110 

tac atg gat ctt tac ctt ttt cat ttc cca gta cct ttg cag cct ggg 384 
Tyr Met Asp Leu Tyr Leu Phe His Phe Pro Val Pro Leu Gin Pro Gly 
115 120 125 

agg age ttt tgc tga eggatgeaca gggaaagatc atgtttgaca cagtgggtct 439 
Arg Ser Phe Cys * 
130 

ctgcagcaca tgggagagtt ttactcctgt tgecaagget ggagtacagt ggcacgatct 499 

cggctcactg caacctccgc ctcccaggtt caagcatgta cctctgcctc ccacatagct 559 

gggaatacag gtggaatatc acccttacct caaccaaagc aaactcctgg agtactgtaa 619 

gtccaaggac attgtcatga ctgeatatte tgccttgggg tctgactcag acaaagactg 679 

gtaatcatct tcataaagtt attttgttta ttttttttag gtgggggtct cattctgtca 739 

tccaggctgg agtgcagggg cacaatcaca gcttgttgca ggcttgacct tccaggctca 799 

agtcaggatc ttccctccta gacctcctaa gtagctggga ctacaggagt gcaccaccat 859 

gcctggctaa ttgtttattt tcatttttgt agagacaggg tctcactacg ttacccaagc 919 
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cagtcttgaa ttcctgggct caagtgatcc tcccaccttg gcctcccaaa gtgctgggat 979 
tagaggtgta agccacggt 998 



<210> 344 
<211> 478 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (188) . . (376) 

<400> 344 

aaaatgcaag gtgaagtagt atgtaacata tggtacagtt tacttaagag agaaatacag 60 

atgtatatac acattaccta aagcaaaatg aggaccctac tgggctgcca tcccagctgg 120 

actgctgctg tggagctcag catcaagtac ttccaggaga agcttcagca ggacctagag 180 

gcagagc atg gta gag gta gag gat aca gcc etc ata cca ccg tgc tgt 229 
Met Val Glu Val Glu Asp Thr Ala Leu lie Pro Pro Cys Cys 
15 10 

atg tec ate ttt caa gtc ctg gtg gtg ccc gca gag ttt gaa ggg aag 277 
Met Ser He Phe Gin Val Leu Val Val Pro Ala Glu Phe Glu Gly Lys 
15 20 25 30 

cca ctg ctt cag aga tac cag gtg gta aat gca tgc eta gtg gaa gtg 325 
Pro Leu Leu Gin Arg Tyr Gin Val Val Asn Ala Cys Leu Val Glu Val 
35 40 45 

tgc tec tct gca tct atg cct ttg age aga aag cct ttg agt ccc aat 373 
Cys Ser Ser Ala Ser Met Pro Leu Ser Arg Lys Pro Leu Ser Pro Asn 
50 55 60 

tag tggg cccatgagtg gecaaaatga gggactggga cctgtatagc cgttaaacta 43 0 

★ 



taaatcaggg ccaaaaagga aagataaatt ataagtttaa agaaaatg 478 



<210> 345 
<211> 459 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (201) . . (368) 
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<400> 345 

cagtagtcta atctgagttc tctggataat gacttcctgt cattaattat caacatgact 



tttatacaaa ttaagaaatc tatgggcgtg tgctcttggg ctgctctctg gccagcaccc 

tctcctgtgt cacctctctt gtgtccacag tctaacccat ctcttcattt ccctcaacct 

caggtggagc ctccaccaaa atg cag att ttt cca aaa ate ctt aca ggg 

Met Gin lie Phe Pro Lys lie Leu Thr Gly 
15 10 

acg ate ate acc eta gag gtt gaa ccc ttg gat aca aca gaa aaa tgt 
Thr lie lie Thr Leu Glu Val Glu Pro Leu Asp Thr Thr Glu Lys Cys 
15 20 25 

aaa ggc caa tat cag gat aag gaa cga att cct cct gat cag caa aga 
Lys Gly Gin Tyr Gin Asp Lys Glu Arg lie Pro Pro Asp Gin Gin Arg 
30 35 40 

caa gtg act gga age tgg caa gta act gga aga tgg aca taa ctttctc 
Gin Val Thr Gly Ser Trp Gin Val Thr Gly Arg Trp Thr * 
45 50 55 

tgactacaac attcaaaagg aatttactct ttttatgttg tgttgagact tcatggtagt 

gctaaaacta ggaagaaatc ttac 



<210> 346 

<211> 1867 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (1835) 

<400> 346 

atetgeag atg tta aca tac ctt aac att age cga aat ctt tta tea aca 

Met Leu Thr Tyr Leu Asn lie Ser Arg Asn Leu Leu Ser Thr 

15 10 

ttg cca aaa tac eta ttt gat ctt ccc ctt aaa gtt ttg gtc gtc agt 
Leu Pro Lys Tyr Leu Phe Asp Leu Pro Leu Lys Val Leu Val Val Ser 
15 20 25 30 

aat aat aaa ctg gta tec att cca gaa gaa att ggg aag tta aaa gat 
Asn Asn Lys Leu Val Ser He Pro Glu Glu He Gly Lys Leu Lys Asp 
35 40 45 

tta atg gaa ttg gat att age tgc aat gag att caa gtc ctt ccc caa 
Leu Met Glu Leu Asp He Ser Cys Asn Glu He Gin Val Leu Pro Gin 
50 55 60 

caa atg gga aaa tta cat tea ctt aga gag eta aat ata aga aga aat 
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Gin Met Gly Lys Leu His Ser Leu Arg Glu Leu Asn lie Arg Arg Asn 
65 70 75 



aat ctt cat gtt ttg cca gat gaa tta gga gac ctt ccc tta gtc aag 
Asn Leu His Val Leu Pro Asp Glu Leu Gly Asp Leu Pro Leu Val Lys 
80 85 90 

ctg gat ttc tct tgt aat aaa gtg acc gaa att cca gtt tgt tac aga 
Leu Asp Phe Ser Cys Asn Lys Val Thr Glu He Pro Val Cys Tyr Arg 
95 100 105 110 

aag ctg cat cat tta caa gta ata att ttg gat aac aat cca ttg caa 
Lys Leu His His Leu Gin Val He He Leu Asp Asn Asn Pro Leu Gin 
115 120 125 

gta cca cca gca cag ata tgt tta aag ggt aag gtg cac ata ttt aag 
Val Pro Pro Ala Gin He Cys Leu Lys Gly Lys Val His He Phe Lys 
130 135 140 

tac tta aat att caa gca tgt tgc aga atg gat aag aaa cca gat tec 
Tyr Leu Asn He Gin Ala Cys Cys Arg Met Asp Lys Lys Pro Asp Ser 
145 150 155 

ctg gat ctt cca tea ttg agt aaa cga atg ccc tea cag cct etc aca 
Leu Asp Leu Pro Ser Leu Ser Lys Arg Met Pro Ser Gin Pro Leu Thr 
160 165 170 

gac agt atg gaa gat ttt tat cca aat aaa aat cat ggc cct gac tct 
Asp Ser Met Glu Asp Phe Tyr Pro Asn Lys Asn His Gly Pro Asp Ser 
175 180 185 190 

gga att gga agt gat aat gga gag aaa cga tta tec aca aca gaa cca 
Gly He Gly Ser Asp Asn Gly Glu Lys Arg Leu Ser Thr Thr Glu Pro 
195 200 205 

tea gat gat gac aca gtc age ctt cat tct caa gtc tea gaa tea aat 
Ser Asp Asp Asp Thr Val Ser Leu His Ser Gin Val Ser Glu Ser Asn 
210 215 220 

aga gag cag aca tea aga aat gac agt cac ata ata gga agt aag act 
Arg Glu Gin Thr Ser Arg Asn Asp Ser His He He Gly Ser Lys Thr 
225 230 235 

gat tct cag aaa gac cag gag gta tat gat ttt gtt gac ccc aac aca 
Asp Ser Gin Lys Asp Gin Glu Val Tyr Asp Phe Val Asp Pro Asn Thr 
240 245 250 

gaa gat gta gca gtt cct gaa cag gga aat gca cat att gga tea ttt 
Glu Asp Val Ala Val Pro Glu Gin Gly Asn Ala His He Gly Ser Phe 
255 260 265 270 

gta tea ttc ttt aag gga aaa gaa aaa tgt tct gaa aaa tct egg aaa 
Val Ser Phe Phe Lys Gly Lys Glu Lys Cys Ser Glu Lys Ser Arg Lys 
275 280 285 

aat gaa gaa tta gga gat gaa aaa aga ctt gag aaa gaa cag tta ctg 
Asn Glu Glu Leu Gly Asp Glu Lys Arg Leu Glu Lys Glu Gin Leu Leu 
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290 



295 



300 



gca gag gaa gag gat gat gat ttg aag gaa gta act gat ttg agg aaa 962 
Ala Glu Glu Glu Asp Asp Asp Leu Lys Glu Val Thr Asp Leu Arg Lys 
305 310 315 

ata get get cag tta ttg cag caa gaa cag aag aac agg att ctt aat 1010 
lie Ala Ala Gin Leu Leu Gin Gin Glu Gin Lys Asn Arg lie Leu Asn 
320 325 330 

cat tea act tct gtg atg aga aac aag cca aaa caa act gtg gaa tgt 1058 
His Ser Thr Ser Val Met Arg Asn Lys Pro Lys Gin Thr Val Glu Cys 
335 340 345 350 

gaa aag agt gtc tea gca gat gaa gtt aat tea cca tta tea ccc etc 1106 
Glu Lys Ser Val Ser Ala Asp Glu Val Asn Ser Pro Leu Ser Pro Leu 
355 360 365 

ace tgg cag ccc tta gaa aat cag aag gat caa ata gat gaa caa ccg 1154 
Thr Trp Gin Pro Leu Glu Asn Gin Lys Asp Gin lie Asp Glu Gin Pro 
370 375 380 

tgg cca gaa tct cac cct ata ate tgg cag agt gaa gaa agg agg egg 1202 
\S Trp Pro Glu Ser His Pro lie lie Trp Gin Ser Glu Glu Arg Arg Arg 
^ 385 390 395 

age aaa cag att aga aaa gaa tat ttc aag tat aaa tea atg agg aag 1250 
Ser Lys Gin lie Arg Lys Glu Tyr Phe Lys Tyr Lys Ser Met Arg Lys 
400 405 410 

agt tea agt ggc aat gaa aat gat gag caa gac agt gat aat get aat 1298 
Ser Ser Ser Gly Asn Glu Asn Asp Glu Gin Asp Ser Asp Asn Ala Asn 
415 420 425 430 

atg tea aca caa tct cca gta tea tct gag gaa tat gac aga act gat 1346 
Met Ser Thr Gin Ser Pro Val Ser Ser Glu Glu Tyr Asp Arg Thr Asp 
435 440 445 

ggt ttt tea cac agt ccc ttt ggc ttg aag cct aga tea get ttt age 1394 
Gly Phe Ser His Ser Pro Phe Gly Leu Lys Pro Arg Ser Ala Phe Ser 
450 455 460 

cgc tea tct cgc caa gaa tat ggg gca gca gat cca gga ttt aca atg 1442 
Arg Ser Ser Arg Gin Glu Tyr Gly Ala Ala Asp Pro Gly Phe Thr Met 
465 470 475 

aga aga aag atg gaa cat tta egg gaa gag cga gag caa ata cga caa 1490 
Arg Arg Lys Met Glu His Leu Arg Glu Glu Arg Glu Gin lie Arg Gin 
480 485 490 

ctt cgc aac aat ctt gaa tec agg tta aaa gta att ttg cct gat gac 1538 
Leu Arg Asn Asn Leu Glu Ser Arg Leu Lys Val lie Leu Pro Asp Asp 
495 500 505 510 

att gga get gca ctg atg gat ggg gtt gtt ctt tgc cat tta gee aat 1586 
lie Gly Ala Ala Leu Met Asp Gly Val Val Leu Cys His Leu Ala Asn 
515 520 525 
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cat ata agg cca cgt tct gtt get agt att cat gta cca tea cca gca 1634 
His lie Arg Pro Arg Ser Val Ala Ser lie His Val Pro Ser Pro Ala 
530 535 540 

gtg ccc aaa ctg age atg gca aaa tgt cga aga aat gta gaa aat ttt 1682 
Val Pro Lys Leu Ser Met Ala Lys Cys Arg Arg Asn Val Glu Asn Phe 
545 550 555 

ctt gat get tgt aaa aag ttg ggt gtc tea cag gaa aga ctt tgt ttg 1730 
Leu Asp Ala Cys Lys Lys Leu Gly Val Ser Gin Glu Arg Leu Cys Leu 
560 565 570 

cct cat cat att ttg gaa gaa cga gga ctt gtg aaa gtt ggt gtc aca 1778 
Pro His His lie Leu Glu Glu Arg Gly Leu Val Lys Val Gly Val Thr 
575 580 585 590 

gtt cag gcg etc ctt gaa tta cca aca acc aag gca tct cag ctt tct 1826 
Val Gin Ala Leu Leu Glu Leu Pro Thr Thr Lys Ala Ser Gin Leu Ser 
595 600 605 

gtg get taa tataacattt taaaattcta aaaaaaaaaa aa 1867 
Val Ala * 



<210> 347 
<211> 527 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (133) . . (336) 

<400> 347 

catgaggtca gttccttttt cttatgtcat tagtaacatt gcatatattt atttttagtt 60 

tacataactc ttttatctgc agttttgggg gagtccaatt ccaccatttt ttatgtctgt 120 

tactgtcatt ca atg tgg att get tec tta tgt ttc att att ttg gat 168 
Met Trp lie Ala Ser Leu Cys Phe lie lie Leu Asp 
15 10 

tgt gag etc ate ttt tgt agg gtg tta get aca gaa ate eta tgc tgc 216 
Cys Glu Leu lie Phe Cys Arg Val Leu Ala Thr Glu lie Leu Cys Cys 
15 20 25 

agg gtt gag att tgt ccc tat ttg ctt ctg tat tac tgc eta agg acc 264 
Arg Val Glu lie Cys Pro Tyr Leu Leu Leu Tyr Tyr Cys Leu Arg Thr 
30 35 40 

aac ttt get cat tta aaa tat att tat ata age tea aag att aaa get 312 
Asn Phe Ala His Leu Lys Tyr lie Tyr lie Ser Ser Lys lie Lys Ala 
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45 50 55 60 

gac tgt ggg gag gtc tat ggc taa aaattttcaa gggagatttc ttccccctaa 3 66 
Asp Cys Gly Glu Val Tyr Gly * 
65 

tctggctaag atgggcagat tcccattgtc ttcctgtgcc agtgtgcaga tatcatctag 42 6 

tatactcttt cactgcaagc atggctcttc gagggtcctg gctctatgac gaagtcttca 486 

gttccaaatc ttcatcttgt gccagcctaa cgcctttgtt t 527 



<210> 348 

<211> 2112 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (410) . . (868) 

<400> 348 

atgctacggc atactggcac gagggactgg gaaaacaaat gcaaggaggg ctagttcaca 60 

gcaaattcac tgcctcctcc catgcacgtg gtagagagta ccagtatcaa catggccctg 120 

ttttctgcta aaaccagatt ttgaggaatc agagaccccc aacactactc actcagtagc 180 

tagcagcccc ttcctttcaa ctgggagtgt tattagaatg aaaagtaatt agttagaagg 240 

gcatacatct cagtggcatg agcattgtgg aatatccttt cctaggcaca tttgtccact 3 00 

aagggaacag cctcagaaac tggtacagca atgggtgaga tgagatcctg gagagagaac 3 60 

acagccatcc cctatagaaa ggcacagctt ttgggcttct ctggcctga atg cct 415 

Met Pro 
1 

tct ggg gta ttt cca tat gca aca gcc cag agt cat age ctt ggg caa 463 
Ser Gly Val Phe Pro Tyr Ala Thr Ala Gin Ser His Ser Leu Gly Gin 
5 10 15 

cca cac ata gag gtt tec ttc tea ctt cag aca cat aca tea ctt tea 511 
Pro His lie Glu Val Ser Phe Ser Leu Gin Thr His Thr Ser Leu Ser 
20 25 30 

cac cac ttg ggg atg gaa ata cct aca aga gtg aag gtc aag ggc cct 559 
His His Leu Gly Met Glu lie Pro Thr Arg Val Lys Val Lys Gly Pro 
35 40 45 50 

ccc cag gca tct cat tea tta etc age ttc ctt cct gac caa gtc tgc 607 
Pro Gin Ala Ser His Ser Leu Leu Ser Phe Leu Pro Asp Gin Val Cys 
55 60 65 
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caa cca atg gcc age tat gcg cct cat cct cat tgc ttc tgc etc cac 
Gin Pro Met Ala Ser Tyr Ala Pro His Pro His Cys Phe Cys Leu His 
70 75 80 
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gta aat gaa acc aaa ggc etc age ata tec tgg gag gac tgg ggg ctg 703 
Val Asn Glu Thr Lys Gly Leu Ser He Ser Trp Glu Asp Trp Gly Leu 
85 90 95 

tta cct aat ggt cct etc tgt ccc att ata ggt gca agg cac ccc ate 751 
Leu Pro Asn Gly Pro Leu Cys Pro He He Gly Ala Arg His Pro He 
100 105 110 

cac aca ttt gca cca eta etc caa gat agt att ttt ctt ttc aca caa 799 
His Thr Phe Ala Pro Leu Leu Gin Asp Ser He Phe Leu Phe Thr Gin 
115 120 125 130 

tct ctt tac age aga ate cag agt tgg gtt gta gtt tac ctt cct gga 847 
Ser Leu Tyr Ser Arg He Gin Ser Trp Val Val Val Tyr Leu Pro Gly 
135 140 145 

aag etc att ate ttt gtt tga at taacatttca gcatggaact aactgggegg 900 
Lys Leu He He Phe Val * 
150 

aggaaggatc gttatacgtc ttcagaaagt tctcattgcc ccagctgcct agtactatac 960 

aagaagctct actttgatgg cagatctaag aaggctatag gcctttgttt gtaggaagca 1020 

gtgtcattac attcaagctt cacttctctg attggcttcc aaccactggg attcaaagag 1080 

aatccaaggt tetgectatg tctgatgaca taaggaaaac ttggcttcct ctgetcaagg 1140 

ttcccctctg ctcatccctc ctcattcaga catcctccac cataccagtg tttagaagca 1200 

aaacatgaag ggctagcgcc accaggatag ttagcagaaa tattgtctgt aaagctaggc 1260 

aggtgagece agaagaatgg tcccagagaa agcagactgg ctccaataga tatcaggcag 132 0 

caatcccaat aaattctgac atgtccttgg caatggaagc ctgggttgga gatcctgagg 1380 

cagctgtgcc tactgttccc cacctcagaa gcttcctgcc cagagageca geagecttgg 1440 

gatactaatg aggatgeaac tggcttattg gtatgaaata gaaggtggct ttgtaggggc 1500 

aagcaggcaa agagtactat ccacatggca ggcaggtggc tttgtgtctg gaaagctttg 1560 

cctagccagt acagctgtga gcagaggctg gttataaatt tgaactccct cagcccattt 1620 

gcaactctgc ctctgttccc ttgcattctg tttggttgcc ctttagtttc ctagtaaatg 1680 

ctccttttga aaaactccaa ccttgtctta tttaacttgg gggaagggga ttctccaatg 1740 

tcttttccag gataaagaag gaaattaaaa taccatgaaa aaatggacat ggcagtagaa 1800 

aggaaacatt ctgatcagac cttgggaaaa gctggtgccg agagagggag aggecaggtg 1860 



tccccccacc caactggcac tgattctcag ccccttcctc ttacttctgt tggcttcaag 



1920 
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gagacctgcc 
atgcagcagg 
ggaggggagg 
ctctaaatgg 



cttgatgtgt 
cactttgatg 
ggaaaggttt 
ta 



gttgctgctg 
tccaggaagt 
ctacaatgca 



aagcaccctc 
acactggtac 
gatgttttca 



ccagccagtg 
atgacaggag 
aaattctcca 



agttggacat 
caagggtcag 
acaatcatga 



<210> 349 

<211> 1385 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19) . . (984) 

<220> 

<221> misc_feature 
<222> (1) . . . (1385) 
<223> n = a, t , c or g 

<400> 349 

atttagtaat taaaagca atg age tgg gec aag atg gca gtg cag gtg gtg 

Met Ser Trp Ala Lys Met Ala Val Gin Val Val 
15 10 

cag gcg gtg cag gcg gtt cat etc gag tct gac get ttc etc gtt tgt 
Gin Ala Val Gin Ala Val His Leu Glu Ser Asp Ala Phe Leu Val Cys 
15 20 25 

etc aac cac get ctg age aca gag aag gag gaa gta atg ggg ctg tgc 
Leu Asn His Ala Leu Ser Thr Glu Lys Glu Glu Val Met Gly Leu Cys 
30 35 40 

ata ggg gag ttg aac gat gat aca agg agt gac tec aaa ttt gca tat 
lie Gly Glu Leu Asn Asp Asp Thr Arg Ser Asp Ser Lys Phe Ala Tyr 
45 50 55 

act gga act gaa atg cgc aca gtt get gaa aag gtt gat gee gtc aga 
Thr Gly Thr Glu Met Arg Thr Val Ala Glu Lys Val Asp Ala Val Arg 
60 65 70 75 

att gtt cac att cat tct gtc ate ate tta cga cgt tct gat aag agg 
lie Val His He His Ser Val He He Leu Arg Arg Ser Asp Lys Arg 
80 85 90 

aag gac cga gta gaa att tct cca gag cag ctg tct gca get tea aca 
Lys Asp Arg Val Glu He Ser Pro Glu Gin Leu Ser Ala Ala Ser Thr 
95 100 105 

gag gca gag agg ttg get gaa ctg aca ggc cgc ccc atg aga gtt gtg 
Glu Ala Glu Arg Leu Ala Glu Leu Thr Gly Arg Pro Met Arg Val Val 
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110 



115 



120 



ggc tgg tat cat tec cat cct cat ata act gtt tgg cct tea cat gtt 435 
Gly Trp Tyr His Ser His Pro His lie Thr Val Trp Pro Ser His Val 
125 130 135 

gat gtt cgc aca caa gec atg tac cag atg atg gat caa ggc ttt gta 483 
Asp Val Arg Thr Gin Ala Met Tyr Gin Met Met Asp Gin Gly Phe Val 
140 145 150 155 

gga ctt att ttt tec tgt ttc ata gaa gat aag aac acg aag act ggc 531 
Gly Leu lie Phe Ser Cys Phe lie Glu Asp Lys Asn Thr Lys Thr Gly 
160 165 170 

egg gta etc tac act tgc ttc caa tec ata cag gec caa aag agt tea 579 
Arg Val Leu Tyr Thr Cys Phe Gin Ser lie Gin Ala Gin Lys Ser Ser 
175 180 185 

gag tec ctt cat ggt cca cga gac ttc tgg age tec age cag cac ate 627 
Glu Ser Leu His Gly Pro Arg Asp Phe Trp Ser Ser Ser Gin His lie 
190 195 200 

tec att gag ggc cag aag gaa gag gaa agg tat gag aga ate gaa ate 67 5 

Ser He Glu Gly Gin Lys Glu Glu Glu Arg Tyr Glu Arg He Glu He 
205 210 215 

cca ate cat att gta cct cat gtc act ate tgg aaa gtg tgc ctt gaa 723 
Pro He His He Val Pro His Val Thr He Trp Lys Val Cys Leu Glu 
220 225 230 235 

tea gca gta gag ctg ccc aag ate ctg tgc cag gag gag cag gat gcg 771 
Ser Ala Val Glu Leu Pro Lys He Leu Cys Gin Glu Glu Gin Asp Ala 
240 245 250 

tat agg agg ate cac age ctt aca cat ctg gac tea gta ace aag ate 819 
Tyr Arg Arg He His Ser Leu Thr His Leu Asp Ser Val Thr Lys He 
255 260 265 

cat aat ggc tea gtg ttt ace aag aat ctg tgc agt cag atg teg gca 867 
His Asn Gly Ser Val Phe Thr Lys Asn Leu Cys Ser Gin Met Ser Ala 
270 275 280 

gtc age ggg cct etc eta cag tgg ttg gag gac aga ctg gag caa aac 915 
Val Ser Gly Pro Leu Leu Gin Trp Leu Glu Asp Arg Leu Glu Gin Asn 
285 290 295 

caa cag cat ttg cag gaa tta caa caa gaa aag gaa gag ctt atg caa 963 
Gin Gin His Leu Gin Glu Leu Gin Gin Glu Lys Glu Glu Leu Met Gin 
300 305 310 315 

gaa ctt tct tct eta gaa taa at caggagacaa aatggggaaa gatgaaaata 1016 
Glu Leu Ser Ser Leu Glu * 
320 

tccagtgtaa agttacttaa gctaaatcaa tttcaaagaa gaaaaacttg gaggactcat 1076 
tttacctgac ttcaagactt actataaagc tatagtaatc aagatagatg gtattggcag 1136 
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aggaacagac acatacgtca atggaacaga tgagagaacc cagaaataaa cccatataaa 1196 

tatgctcagc tgattttgaa aaagtgaaaa agcaattcaa tggaggaaga atagcctttc 1256 

tgacaaatta tgctagagca attagacacc catggcgagg agaaaaaaga acctctactt 1316 

anacctcaca tcttatataa aatttaactc aaaatgtata acggacttaa atgtgataca 1376 

taaaactag 1385 



<210> 350 
<211> 437 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (146) . . (394) 

<400> 350 

ctcactatag ggaattgggc cctcgaggcc aagaattcgg cacgaggtta aggacgtact 60 

cgtcttggtg agagcgtgag ctgctgagat ttgggagtct gcgctaggcc cgcttggagt 120 

tctgagccga tgtaagagtt cactc atg ttt gca ccc gcg gtg atg cgt get 172 

Met Phe Ala Pro Ala Val Met Arg Ala 
1 5 

ttt cgc aag aac aag act etc ggc tat gga gtc ccc atg ttg atg gat 22 0 

Phe Arg Lys Asn Lys Thr Leu Gly Tyr Gly Val Pro Met Leu Met Asp 
10 15 20 25 

cct gag ctt gaa aaa aaa ctg aaa gag aat aaa ata tct tta gag teg 268 
Pro Glu Leu Glu Lys Lys Leu Lys Glu Asn Lys lie Ser Leu Glu Ser 
30 35 40 

gaa tat gag aaa ate aaa gac tec aag ttt gat gac tgg aag aat att 316 
Glu Tyr Glu Lys lie Lys Asp Ser Lys Phe Asp Asp Trp Lys Asn lie 
45 50 55 

cga gga ccc agg cct tgg gaa gat cct gac etc etc caa gga aga aat 3 64 

Arg Gly Pro Arg Pro Trp Glu Asp Pro Asp Leu Leu Gin Gly Arg Asn 
60 65 70 

cca gaa age ctt aag act aag aca act tga c tetgetgatt cttttttcct 415 
Pro Glu Ser Leu Lys Thr Lys Thr Thr * 
75 80 

tttttttttt ttaaaaaaaa aa 437 
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<210> 351 
<211> 1415 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (25) . . (1239) 



<400> 351 

gccaggaccc tggaaggaag cagg atg gca gcc gga aca gca gtt gga gcc 51 

Met Ala Ala Gly Thr Ala Val Gly Ala 
1 5 



tgg gtg ctg gtc etc agt ctg tgg ggg gca gta gta ggt get caa aac 99 
Trp Val Leu Val Leu Ser Leu Trp Gly Ala Val Val Gly Ala Gin Asn 
10 15 20 25 



ate aca gcc egg att ggc gag cca ctg gtg ctg aag tgt aag ggg gcc 147 
lie Thr Ala Arg lie Gly Glu Pro Leu Val Leu Lys Cys Lys Gly Ala 
30 35 40 

ccc aag aaa cca ccc cag egg ctg gaa tgg aaa ctg aac aca ggc egg 195 
Pro Lys Lys Pro Pro Gin Arg Leu Glu Trp Lys Leu Asn Thr Gly Arg 
45 50 55 

aca gaa get tgg aag gtc ctg tct ccc cag gga gga ggc ccc tgg gac 243 
Thr Glu Ala Trp Lys Val Leu Ser Pro Gin Gly Gly Gly Pro Trp Asp 
60 65 70 



agt gtg get cgt gtc ctt ccc aac ggc 
Ser Val Ala Arg Val Leu Pro Asn Gly 
75 80 

ggg ate cag gat gag ggg att ttc egg 
Gly lie Gin Asp Glu Gly lie Phe Arg 
90 95 

gga aag gag ace aag tec aac tac cga 
Gly Lys Glu Thr Lys Ser Asn Tyr Arg 
110 



tec etc ttc ctt ccg get gtc 291 
Ser Leu Phe Leu Pro Ala Val 
85 

tgc cag gca atg aac agg aat 339 
Cys Gin Ala Met Asn Arg Asn 
100 105 

gtc cgt gtc tac cag att cct 387 
Val Arg Val Tyr Gin lie Pro 
115 120 



ggg aag cca gaa att gta gat tct gcc tct gaa etc acg get ggt gtt 435 
Gly Lys Pro Glu lie Val Asp Ser Ala Ser Glu Leu Thr Ala Gly Val 
125 130 135 



ccc aat aag gtg ggg aca 
Pro Asn Lys Val Gly Thr 
140 

act ctt age tgg cac ttg 
Thr Leu Ser Trp His Leu 
155 

gga gta tct gtg aag gaa 
Gly Val Ser Val Lys Glu 
170 175 



tgt gtg tea gag gga age 
Cys Val Ser Glu Gly Ser 
145 

gat ggg aag ccc ctg gtg 
Asp Gly Lys Pro Leu Val 
160 165 

cag ace agg aga cac cct 
Gin Thr Arg Arg His Pro 
180 



tac cct gca ggg 483 

Tyr Pro Ala Gly 

150 

cct aat gag aag 531 
Pro Asn Glu Lys 



gag aca ggg etc 579 
Glu Thr Gly Leu 
185 
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ttc aca ctg cag teg gag eta atg gtg ace cca gec egg gga gga gat 627 
Phe Thr Leu Gin Ser Glu Leu Met Val Thr Pro Ala Arg Gly Gly Asp 
190 195 200 

ccc cgt ccc ace ttc tec tgt age ttc age cca ggc ctt ccc cga cac 675 
Pro Arg Pro Thr Phe Ser Cys Ser Phe Ser Pro Gly Leu Pro Arg His 
205 210 215 

egg gee ttg cgc aca gec ccc ate cag ccc cgt gtc tgg gag cct gtg 723 
Arg Ala Leu Arg Thr Ala Pro lie Gin Pro Arg Val Trp Glu Pro Val 
220 225 230 

cct ctg gag gag gtc caa ttg gtg gtg gag cca gaa ggt gga gca gta 771 
Pro Leu Glu Glu Val Gin Leu Val Val Glu Pro Glu Gly Gly Ala Val 
235 240 245 

get cct ggt gga ace gta ace ctg ace tgt gaa gtc cct gec cag ccc 819 
Ala Pro Gly Gly Thr Val Thr Leu Thr Cys Glu Val Pro Ala Gin Pro 
250 255 260 265 

tct cct caa ate cac tgg atg aag gat ggt gtg ccc ttg ccc ctt ccc 867 
Ser Pro Gin He His Trp Met Lys Asp Gly Val Pro Leu Pro Leu Pro 
270 275 280 



ccc age cct gtg ctg ate etc cct gag ata ggg cct cag gac cag gga 
Pro Ser Pro Val Leu He Leu Pro Glu He Gly Pro Gin Asp Gin Gly 
285 290 295 
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ace tac age tgt gtg gee ace cat tec age cac ggg ccc cag gaa age 963 
Thr Tyr Ser Cys Val Ala Thr His Ser Ser His Gly Pro Gin Glu Ser 
300 305 310 

cgt get gtc age ate age ate ate gaa cca ggc gag gag ggg cca act 1011 
Arg Ala Val Ser He Ser He He Glu Pro Gly Glu Glu Gly Pro Thr 
315 320 325 

gca ggc tct gtg gga gga tea ggg ctg gga act eta gee ctg gee ctg 1059 
Ala Gly Ser Val Gly Gly Ser Gly Leu Gly Thr Leu Ala Leu Ala Leu 
330 335 340 345 

ggg ate ctg gga ggc ctg ggg aca gee gee ctg etc att ggg gtc ate 1107 
Gly He Leu Gly Gly Leu Gly Thr Ala Ala Leu Leu He Gly Val He 
350 355 360 

ttg tgg caa agg egg caa cgc cga gga gag gag agg aag gee cca gaa 1155 
Leu Trp Gin Arg Arg Gin Arg Arg Gly Glu Glu Arg Lys Ala Pro Glu 
365 370 375 

aac cag gag gaa gag gag gag cgt gca gaa ctg aat cag teg gag gaa 1203 
Asn Gin Glu Glu Glu Glu Glu Arg Ala Glu Leu Asn Gin Ser Glu Glu 
380 385 390 

cct gag gca ggc gag agt agt act gga ggg cct tga gggg cccacagaca 1253 
Pro Glu Ala Gly Glu Ser Ser Thr Gly Gly Pro * 
395 400 405 
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gatcccatcc atcagctccc ttttcttttt cccttgaact gttctggcct cagaccaact 
ctctcctgta taatctctct cctgtataac cccaccttgc caagctttct tctacaacca 
gagcccccca caatgatgat taaacacctg acacatcttg ca 



1313 
1373 
1415 



<210> 352 

<211> 1463 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (25) . . (1287) 

<400> 352 

gccaggaccc tggaaggaag cagg atg gca gcc gga aca gca gtt gga gcc 51 

Met Ala Ala Gly Thr Ala Val Gly Ala 
1 5 

tgg gtg ctg gtc etc agt ctg tgg ggg gca gta gta ggt get caa aac 99 
Trp Val Leu Val Leu Ser Leu Trp Gly Ala Val Val Gly Ala Gin Asn 
10 15 20 25 

ate aca gcc egg att ggc gag cca ctg gtg ctg aag tgt aag ggg gcc 147 
lie Thr Ala Arg lie Gly Glu Pro Leu Val Leu Lys Cys Lys Gly Ala 
30 35 40 

ccc aag aaa cca ccc cag egg ctg gaa tgg aaa ctg aac aca ggc egg 195 
Pro Lys Lys Pro Pro Gin Arg Leu Glu Trp Lys Leu Asn Thr Gly Arg 
45 50 55 

aca gaa get tgg aag gtc ctg tct ccc cag gga gga ggc ccc tgg gac 243 
Thr Glu Ala Trp Lys Val Leu Ser Pro Gin Gly Gly Gly Pro Trp Asp 
60 65 70 

agt gtg get cgt gtc ctt ccc aac ggc tec etc ttc ctt ccg get gtc 291 
Ser Val Ala Arg Val Leu Pro Asn Gly Ser Leu Phe Leu Pro Ala Val 
75 80 85 

ggg ate cag gat gag ggg att ttc egg tgc cag gca atg aac agg aat 339 
Gly He Gin Asp Glu Gly He Phe Arg Cys Gin Ala Met Asn Arg Asn 
90 95 100 105 

gga aag gag acc aag tec aac tac cga gtc cgt gtc tac cag att cct 387 
Gly Lys Glu Thr Lys Ser Asn Tyr Arg Val Arg Val Tyr Gin He Pro 
110 115 120 

ggg aag cca gaa att gta gat tct gcc tct gaa etc acg get ggt gtt 435 
Gly Lys Pro Glu He Val Asp Ser Ala Ser Glu Leu Thr Ala Gly Val 
125 130 135 

ccc aat aag gta gtg gaa gaa age agg aga agt aga aaa egg ccc tgt 483 
Pro Asn Lys Val Val Glu Glu Ser Arg Arg Ser Arg Lys Arg Pro Cys 
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140 



145 



150 



gaa cag gag gtg ggg aca tgt gtg tea gag gga age tac cct gca ggg 531 
Glu Gin Glu Val Gly Thr Cys Val Ser Glu Gly Ser Tyr Pro Ala Gly 
155 160 165 

act ctt age tgg cac ttg gat ggg aag ccc ctg gtg cct aat gag aag 579 
Thr Leu Ser Trp His Leu Asp Gly Lys Pro Leu Val Pro Asn Glu Lys 
170 175 180 185 

gga gta tct gtg aag gaa cag acc agg aga cac cct gag aca ggg etc 627 
Gly Val Ser Val Lys Glu Gin Thr Arg Arg His Pro Glu Thr Gly Leu 
190 195 200 

ttc aca ctg cag teg gag eta atg gtg acc cca gee egg gga gga gat 675 
Phe Thr Leu Gin Ser Glu Leu Met Val Thr Pro Ala Arg Gly Gly Asp 
205 210 215 



ccc cgt ccc acc ttc tec tgt age ttc age cca ggc ctt ccc cga cac 
Pro Arg Pro Thr Phe Ser Cys Ser Phe Ser Pro Gly Leu Pro Arg His 
220 225 230 
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egg gee ttg cgc aca gee ccc ate cag ccc cgt gtc tgg gag cct gtg 771 
Arg Ala Leu Arg Thr Ala Pro He Gin Pro Arg Val Trp Glu Pro Val 
235 240 245 

cct ctg gag gag gtc caa ttg gtg gtg gag cca gaa ggt gga gca gta 819 
Pro Leu Glu Glu Val Gin Leu Val Val Glu Pro Glu Gly Gly Ala Val 
250 255 260 265 

get cct ggt gga acc gta acc ctg acc tgt gaa gtc cct gec cag ccc 867 
Ala Pro Gly Gly Thr Val Thr Leu Thr Cys Glu Val Pro Ala Gin Pro 
270 275 280 

tct cct caa ate cac tgg atg aag gat ggt gtg ccc ttg ccc ctt ccc 915 
Ser Pro Gin He His Trp Met Lys Asp Gly Val Pro Leu Pro Leu Pro 
285 290 ' 295 

ccc age cct gtg ctg ate etc cct gag ata ggg cct cag gac cag gga 963 
Pro Ser Pro Val Leu He Leu Pro Glu He Gly Pro Gin Asp Gin Gly 
300 305 310 

acc tac age tgt gtg gec acc cat tec age cac ggg ccc cag gaa age 1011 
Thr Tyr Ser Cys Val Ala Thr His Ser Ser His Gly Pro Gin Glu Ser 
315 320 325 

cgt get gtc age ate age ate ate gaa cca ggc gag gag ggg cca act 1059 
Arg Ala Val Ser He Ser He He Glu Pro Gly Glu Glu Gly Pro Thr 
330 335 340 345 

gca ggc tct gtg gga gga tea ggg ctg gga act eta gec ctg gec ctg 1107 
Ala Gly Ser Val Gly Gly Ser Gly Leu Gly Thr Leu Ala Leu Ala Leu 
350 355 360 

ggg ate ctg gga ggc ctg ggg aca gee gec ctg etc att ggg gtc ate 1155 
Gly He Leu Gly Gly Leu Gly Thr Ala Ala Leu Leu He Gly Val He 
365 370 375 
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ttg tgg caa agg egg caa cgc cga gga gag gag agg aag gec cca gaa 12 03 

Leu Trp Gin Arg Arg Gin Arg Arg Gly Glu Glu Arg Lys Ala Pro Glu 
380 385 390 



aac cag gag gaa gag gag gag cgt gca gaa ctg aat cag teg gag gaa 1251 
Asn Gin Glu Glu Glu Glu Glu Arg Ala Glu Leu Asn Gin Ser Glu Glu 
395 400 405 

cct gag gca ggc gag agt agt act gga ggg cct tga gggg cccacagaca 1301 
Pro Glu Ala Gly Glu Ser Ser Thr Gly Gly Pro * 
410 415 420 

gatcccatcc atcagctccc ttttcttttt cccttgaact gttctggcct cagaccaact 1361 

ctctcctgta taatctctct cctgtataac cccaccttgc caagctttct tctacaacca 1421 

gagcccccca caatgatgat taaacacctg acacatcttg ca 1463 



<210> 353 
<211> 926 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10) . . (600) 

<400> 353 

tttcgtggt atg gtc ccc ggg tec gag ggc ccg gee cgc gec ggg age 48 
Met Val Pro Gly Ser Glu Gly Pro Ala Arg Ala Gly Ser 
15 10 

gtg gtg gec gac gtg gtg ttt gtg att gag ggt acg gee aac ctg gga 96 
Val Val Ala Asp Val Val Phe Val lie Glu Gly Thr Ala Asn Leu Gly 
15 20 25 

ccc tac ttc gag ggg etc cgc aag cac tac ctg etc ccg gee ate gag 144 
Pro Tyr Phe Glu Gly Leu Arg Lys His Tyr Leu Leu Pro Ala lie Glu 
30 35 40 45 



tat ttt aat ggt ggt cct cct get gag acg gac ttc ggg gga gac tat 192 
Tyr Phe Asn Gly Gly Pro Pro Ala Glu Thr Asp Phe Gly Gly Asp Tyr 
50 55 60 

ggg ggg ace cag tac age etc gtg gtg ttc aac aca gtg gac tgc get 240 
Gly Gly Thr Gin Tyr Ser Leu Val Val Phe Asn Thr Val Asp Cys Ala 
65 70 75 

ccc gag tec tac gta caa tgt cac get ccc ace age age gee tat gag 288 
Pro Glu Ser Tyr Val Gin Cys His Ala Pro Thr Ser Ser Ala Tyr Glu 
80 85 90 

ttt gtc ace tgg etc gat ggc att aag ttc atg ggc ggg ggt ggt gag 33 6 
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Phe Val Thr Trp Leu Asp Gly He Lys Phe Met Gly Gly Gly Gly Glu 
95 100 105 

age tgc age etc ate gcg gaa gga etc age aca gee ttg cag ctg ttt 384 
Ser Cys Ser Leu He Ala Glu Gly Leu Ser Thr Ala Leu Gin Leu Phe 
110 115 120 125 

gat gac ttc aag aag atg cgc gag cag att ggc cag acg cac egg gtc 432 
Asp Asp Phe Lys Lys Met Arg Glu Gin He Gly Gin Thr His Arg Val 
130 135 140 

tgc etc etc ate tgc aac tea ccc cca tac ttg ttg cct get gtt gag 480 
Cys Leu Leu He Cys Asn Ser Pro Pro Tyr Leu Leu Pro Ala Val Glu 
145 150 155 

age ace acg tac tct gga tgc aca act gag aat ctt gtg cag cca gat 528 
Ser Thr Thr Tyr Ser Gly Cys Thr Thr Glu Asn Leu Val Gin Pro Asp 
160 165 170 

576 



630 



cgctgaggcc tccgacagat gttgaggcac tgaccgaggg acatggtggt ggttcgggga 690 

ctcgtgctgc tggggggggt ggtcagccca gggccttcaa taaagaagca gggcctgcca 750 

acagagegag cagagaegga accgcaccac cgcagagaac caaagaaagg cgcaaaaaga 810 

aagcaacaga ggcaaaaaag cacacaaacg cacacgacac agccgcgcga caacacgacg 87 0 

agccaacaca aaagacgacg cacaaggcac gecagaaaag aggegagaga acacaa 926 





tgg 


gga 


age 


ggg 


gga 


tec 


act 


tct 


cca ttg gtg tct ccc egg aag ctg 




Trp 


Gly 


Ser 


Gly 


Gly 


Ser 


Thr 


Ser 


Pro Leu Val Ser Pro Arg Lys Leu 


f% 




175 










180 




185 




cct 


gcg 


ctt 


egg 


ctt 


cct 


ggt 


tga 


agaaaggcag ccccccggcc tgggtggagc 




Pro 


Ala 


Leu 


Arg 


Leu 


Pro 


Gly 


★ 






190 










195 









<210> 354 
<211> 510 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (149) . . (493) 

<400> 354 

gataccagct tccttcagca gegcaggegg tggtccctga ggcccgtgga aggagtcaaa 60 

ettgegggaa ttttgcagaa gtcattgtat tcaaagaaga ataagcaaga aagaaaagaa 120 

ggaaggaaga gaggtagaca gatacaag atg aaa tec tgt caa aaa atg gaa 172 

Met Lys Ser Cys Gin Lys Met Glu 
1 5 
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gga aaa cca gaa aat gag agt gaa cca aag cat gag gaa gag cca aag 220 
Gly Lys Pro Glu Asn Glu Ser Glu Pro Lys His Glu Glu Glu Pro Lys 
10 15 20 

cct gag gaa aag cca gaa gag gag gag aag eta gag gag gag gec aaa 268 
Pro Glu Glu Lys Pro Glu Glu Glu Glu Lys Leu Glu Glu Glu Ala Lys 
25 30 35 40 

gca aaa gga act ttt aga gaa agg ctg att caa tct etc cag gag ttt 316 
Ala Lys Gly Thr Phe Arg Glu Arg Leu lie Gin Ser Leu Gin Glu Phe 
45 50 55 

aaa gaa gat ata cac aac agg cat tta age aat gaa gat atg ttt aga 364 
Lys Glu Asp lie His Asn Arg His Leu Ser Asn Glu Asp Met Phe Arg 
60 65 70 

gaa gtg gat gaa ata gat gag ata agg aga gtc aga aac aaa ctt ata 412 
Glu Val Asp Glu lie Asp Glu lie Arg Arg Val Arg Asn Lys Leu lie 
75 80 85 

gtg atg cgt tgg aag gta acg aac cct cct acc cca ttt aaa tta gag 460 
Val Met Arg Trp Lys Val Thr Asn Pro Pro Thr Pro Phe Lys Leu Glu 
90 95 100 

tac ccg gat ttc tct cat att aca tac cca tag cgctcttata gcagcac 510 
Tyr Pro Asp Phe Ser His lie Thr Tyr Pro * 
105 110 115 



<210> 355 

<211> 1045 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (95) . . (1045) 

<400> 355 

tagaggagta gattaccgag aaaaatatcc catcagtgag gagattttcg gtatcaccag 60 

aaagaccaaa gatcagggct gettaattge tgac atg atg gga etc acc gag 112 

Met Met Gly Leu Thr Glu 
1 5 

ggg gtg ttc ctg att ctg tct ggc act cag ttc aca ctg gga att ctg 160 
Gly Val Phe Leu lie Leu Ser Gly Thr Gin Phe Thr Leu Gly lie Leu 
10 15 20 

gtc aat tgt ttc att gag ttg gtc aat ggt age age tgg ttc aag acc 208 
Val Asn Cys Phe lie Glu Leu Val Asn Gly Ser Ser Trp Phe Lys Thr 
25 30 35 
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aag aga atg tct ttg tct gac ttc ate ate acc acc ctg gca etc ttg 256 
Lys Arg Met Ser Leu Ser Asp Phe lie lie Thr Thr Leu Ala Leu Leu 
40 45 50 

agg ate att ctg ctg tgt att ate ttg act gat agt ttt tta ata gaa 304 
Arg He He Leu Leu Cys He He Leu Thr Asp Ser Phe Leu He Glu 
55 60 65 70 

ttc tct ccc aac aca cat gat tea ggg ata ata atg caa att att gat 352 
Phe Ser Pro Asn Thr His Asp Ser Gly He He Met Gin He He Asp 
75 80 85 

gtt tec tgg aca ttt aca aac cat ctg age att tgg ctt gee acc tgt 400 
Val Ser Trp Thr Phe Thr Asn His Leu Ser He Trp Leu Ala Thr Cys 
90 95 100 

ctt ggt gtc etc tac tgc ctg aaa ate gec agt ttc tct cac ccc aca 448 
Leu Gly Val Leu Tyr Cys Leu Lys He Ala Ser Phe Ser His Pro Thr 
105 110 115 

ttc etc tgg etc aag tgg aga gtt tct agg gtg atg gta tgg atg ctg 496 
Phe Leu Trp Leu Lys Trp Arg Val Ser Arg Val Met Val Trp Met Leu 
120 125 130 

ttg ggt gca ctg etc tta tec tgt ggt agt acc gca tct ctg ate aat 544 
Leu Gly Ala Leu Leu Leu Ser Cys Gly Ser Thr Ala Ser Leu lie Asn 
135 140 145 150 

gag ttt aag etc tat tct gtc ttt agg gga att gag gee acc agg aat 592 
Glu Phe Lys Leu Tyr Ser Val Phe Arg Gly He Glu Ala Thr Arg Asn 
155 160 165 

gtg act gaa cac ttc aga aag aag agg agt gag tat tat ctg ate cat 640 
Val Thr Glu His Phe Arg Lys Lys Arg Ser Glu Tyr Tyr Leu He His 
170 175 180 

gtt ctt ggg act ctg tgg tac ctg cct ccc tta att gtg tec ctg gec 688 
Val Leu Gly Thr Leu Trp Tyr Leu Pro Pro Leu He Val Ser Leu Ala 
185 190 195 

tec tac tct ttg etc ate ttc tec ctg ggg agg cac aca egg cag atg 73 6 

Ser Tyr Ser Leu Leu He Phe Ser Leu Gly Arg His Thr Arg Gin Met 
200 205 210 

ctg caa aat ggg aca age tec aga gat cca acc act gag gec cac aag 784 
Leu Gin Asn Gly Thr Ser Ser Arg Asp Pro Thr Thr Glu Ala His Lys 
215 220 225 230 

agg gec ate aga ate ate ctt tec ttc ttc ttt etc ttc tta ctt tac 832 
Arg Ala He Arg He He Leu Ser Phe Phe Phe Leu Phe Leu Leu Tyr 
235 240 245 

ttt ctt get ttc tta att gca tea ttt ggt aat ttc eta cca aaa acc 880 
Phe Leu Ala Phe Leu He Ala Ser Phe Gly Asn Phe Leu Pro Lys Thr 
250 255 260 



aag atg get aag atg att ggc gaa gta atg aca atg ttt tat cct get 



928 
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Lys Met Ala Lys Met He Gly Glu Val Met Thr Met Phe Tyr Pro Ala 
265 270 275 



ggc cac tea ttt att etc att ctg ggg aac agt aag ctg aag cag aca 
Gly His Ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Thr 
280 285 290 

ttt gta gtg atg etc egg tgt gag tct ggt cat ctg aag cct gga tec 
Phe Val Val Met Leu Arg Cys Glu Ser Gly His Leu Lys Pro Gly Ser 
295 300 305 310 

aag gga ccc att ttc tct tag 
Lys Gly Pro He Phe Ser * 
315 



<210> 356 
<211> 790 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> (86) 



(310) 



<220> 

<221> misc_feature 
<222> (1) . . . (790) 
<223> n = a,t,c or g 



<400> 356 

agacaaacct catctgccct gttgtttttt gttctcacct tcttattcag tatgagtgtc 



gtttggtgct tctaatggtc ttcta 



atg gtc etc ctg gaa ccc aag ccc tgg 
Met Val Leu Leu Glu Pro Lys Pro Trp 
1 5 



ctg gaa ctg atg ctg ctg tgg tgg tea ggg ttc agt gag cag gag gaa 
Leu Glu Leu Met Leu Leu Trp Trp Ser Gly Phe Ser Glu Gin Glu Glu 
10 15 20 25 

gga ctt ggt gtt tac ccc ttg ttt acc cct ttc ctt ggc ttc ctt cca 
Gly Leu Gly Val Tyr Pro Leu Phe Thr Pro Phe Leu Gly Phe Leu Pro 
30 35 40 

tgc agg cca ccc tgt gac ccc gtg gtg gec ccc tct gga acc aag age 
Cys Arg Pro Pro Cys Asp Pro Val Val Ala Pro Ser Gly Thr Lys Ser 
45 50 55 



tgc cga ctt cca gca gca cac aca gga tea gtg ctg ggg cca tct gtg 
Cys Arg Leu Pro Ala Ala His Thr Gly Ser Val Leu Gly Pro Ser Val 
60 65 70 

cac tga ccaaagcctc tgctggcctc accagaccaa ggccagtgag tgcttcaggg 



714 



His * 
75 



agccttggat cctccaggct gccaacagaa acaccggccc tctcggcagc agccccatcc 420 



ttccacccct gcactgggtc ctgaaaagcc cattttgggg ccgttgctat ttagccaacc 

tgccctccct tgctctcctg tgatttctca ctattccggc tgcagctcgc tgggagaaac 

acttgagagt cttttgtgct ccacacccat gtacttaaaa taccaggcct ataggtcatt 

tcaatgaggg aatttggctc ataacacgtg tgccccgagg cnagnatcct acttctgcag 



gccacgtgga gggcagagca tgtggctcct gtcaggtgcg cccattgctt nacttcagcc 
cagtatcaag 



1 <210> 357 

<211> 433 



480 
540 
600 
660 



atgctggcca agaagggctg tgtcccagcc gccatggggt ggggccacag agagggcagg 720 



780 
790 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (67) . . (246) 

<400> 357 

ggcatatttc aggtttcagt gacatagatc aagtaatttt aaaccaattt ggttattcta 60 

tctaag atg agg gac atg get att aag gtc aag cca aac tat act aaa 108 
Met Arg Asp Met Ala lie Lys Val Lys Pro Asn Tyr Thr Lys 
15 10 

agt agt ata ggg cag cag tta aaa tta tct ttt gaa aat caa gta tta 156 
Ser Ser lie Gly Gin Gin Leu Lys Leu Ser Phe Glu Asn Gin Val Leu 
15 20 25 30 

cct ggt ttc ttc tgt cac aac aga ata get ggt tac eta gtc agt cac 204 
Pro Gly Phe Phe Cys His Asn Arg lie Ala Gly Tyr Leu Val Ser His 
35 40 45 

agt tgc cct tgc ctt ccc ttg tta gtc cct gga ggt act tga gtggaac 253 
Ser Cys Pro Cys Leu Pro Leu Leu Val Pro Gly Gly Thr * 
50 55 60 

agaaggtaga attagcaaca gctcaatcac tttaggtagc atttctcctg aattctgctg 313 

ccaaatcctc agggtctatg gattggttga aatagtaaaa tcacacatag tgatttcttg 373 

cacagegtaa aggcgtttaa ttttagtgta tagtgaacaa agaaggaaaa ctgggtcata 433 
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<210> 358 
<211> 1483 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> {117) . . (911) 

<400> 358 

agttgattgc aggtcctcct ggggccagaa gggtgcctgg gaggccaggt tctggggatc 60 

ccctccatcc agaagaacca cctgctcact ctgtcccttc gcctgctgct gggacc 116 

atg ggg get ggg gec agt get gag gag aag cac tec agg gag ctg gaa 164 

Met Gly Ala Gly Ala Ser Ala Glu Glu Lys His Ser Arg Glu Leu Glu 
15 10 15 

aag aag ctg aaa gag gac get gag aag gat get cga ace gtg aag ctg 212 
Lys Lys Leu Lys Glu Asp Ala Glu Lys Asp Ala Arg Thr Val Lys Leu 
20 25 30 

ctg ctt ctg ggt gee ggt gag tec ggg aag age ace ate gtc aag cag 260 
Leu Leu Leu Gly Ala Gly Glu Ser Gly Lys Ser Thr lie Val Lys Gin 
35 40 45 

atg aag att ate cac cag gac ggg tac teg ctg gaa gag tgc etc gag 308 
Met Lys lie lie His Gin Asp Gly Tyr Ser Leu Glu Glu Cys Leu Glu 
50 55 60 

ttt ate gee ate ate tac ggc aac acg ttg cag tec ate ctg gec ate 356 
Phe He Ala He He Tyr Gly Asn Thr Leu Gin Ser He Leu Ala He 
65 70 75 80 

gta cgc gec atg ace aca etc aac ate cag tac gga gac tct gca cgc 404 
Val Arg Ala Met Thr Thr Leu Asn He Gin Tyr Gly Asp Ser Ala Arg 
85 90 95 

cag gac gac gec egg aag ctg atg cac atg gca gac act ate gag gag 452 
Gin Asp Asp Ala Arg Lys Leu Met His Met Ala Asp Thr He Glu Glu 
100 105 110 

ggc acg atg ccc aag gag atg teg gac ate ate cag egg ctg tgg aag 500 
Gly Thr Met Pro Lys Glu Met Ser Asp He He Gin Arg Leu Trp Lys 
115 120 125 

gac tec ggt ate cag gec tgt ttt gag cgc gee teg gag tac cag etc 548 
Asp Ser Gly He Gin Ala Cys Phe Glu Arg Ala Ser Glu Tyr Gin Leu 
130 135 140 

aac gac teg gcg ggc tac tac etc tec gac ctg gag cgc ctg gta ace 596 
Asn Asp Ser Ala Gly Tyr Tyr Leu Ser Asp Leu Glu Arg Leu Val Thr 
145 150 155 160 

ccg ggc tac gtg ccc ace gag cag gac gtg ctg cgc teg cga gtc aag 644 
Pro Gly Tyr Val Pro Thr Glu Gin Asp Val Leu Arg Ser Arg Val Lys 
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165 170 175 

acc act ggc ate ate gag acg cag ttc tec ttc aag gat etc aac ttc 692 
Thr Thr Gly lie lie Glu Thr Gin Phe Ser Phe Lys Asp Leu Asn Phe 
180 185 190 

egg atg ttc gat gtg ggc ggg cag cgc teg gag cgc aag aag tgg ate 740 
Arg Met Phe Asp Val Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp lie 
195 200 205 

cac tgc ttc gag ggc gtg acc tgc ate ate ttc ate gcg gcg ctg age 788 
His Cys Phe Glu Gly Val Thr Cys lie lie Phe lie Ala Ala Leu Ser 
210 215 220 

gee eta cga cat ggt get agt gga gga cga cga agt gaa ccg cat gca 83 6 

Ala Leu Arg His Gly Ala Ser Gly Gly Arg Arg Ser Glu Pro His Ala 
225 230 235 240 

cga gag cct gca cct gtt caa cag cat ctg caa cca ccg eta ctt cgc 884 
Arg Glu Pro Ala Pro Val Gin Gin His Leu Gin Pro Pro Leu Leu Arg 
245 250 255 

cac gac gtc cat cgt get ctt cct taa caaga aggaegtett cttcgagaag 936 
His Asp Val His Arg Ala Leu Pro * 
260 265 

atcaagaagg cgcacctcag catctgtttc ccggactacg atggacccaa cacctacgag 996 

gacgccggca actacatcaa ggtgcagttc ctcgagctca acatgeggeg cgacgtgaag 1056 

gagatctatt cccacatgac gtgcgccacc gaeaegcaga aegtcaaatt tgtcttcgac 1116 

gctgtcaccg acatcatcat caaggagaac ctcaaagact gtggcctctt ctgagcacca 1176 

aatctttget tatagatcca cagccagggc ctgtgctgca gteggggaca aggagcttcc 123 6 

gtctggcaag ggaagctgag agecatgget gaactatcag ggacaaaggc ccatgtcccc 1296 

acatccctgc tccctccttc ctcatccagc accaaatctt tgettatget ccacagccag 1356 

ggcctgtgct geagtegggg acaaggagct teegtactgg caaggceggg gcacaatttg 1416 

cactcccctc agetagaege acagactcag caataaacct ttgeatcagg caaaaaaaaa 1476 

aaaaaaa 1483 



<210> 359 
<211> 714 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (441) 
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<400> 359 

atg aag ccc acc etc ate tea gtg ctt gtg ata ata ttt ata etc aga 
Met Lys Pro Thr Leu He Ser Val Leu Val He He Phe He Leu Arg 
15 10 15 



agt cct gaa etc ttc tgg tat gtc cag tac tec aga caa cgc etc cag 
Ser Pro Glu Leu Phe Trp Tyr Val Gin Tyr Ser Arg Gin Arg Leu Gin 
50 55 60 



gac ctt aac aaa ggc gag aca tct ttc cac ctg aag aaa cca ttt get 
Asp Leu Asn Lys Gly Glu Thr Ser Phe His Leu Lys Lys Pro Phe Ala 
85 90 95 



aga aat taa tattgag tttatctcgt agatattata tcatcactca tcagctagcc 

Arg Asn * 

145 



48 



gga aca aga gec cag aga gtg act cag ccc gag aag etc etc tct gtc 96 

Gly Thr Arg Ala Gin Arg Val Thr Gin Pro Glu Lys Leu Leu Ser Val 

20 25 30 

ttt aaa ggg gec cca gtg gag ctg aag tgc aac tat tec tat tct ggg 144 

Phe Lys Gly Ala Pro Val Glu Leu Lys Cys Asn Tyr Ser Tyr Ser Gly 

35 40 45 



192 



tta etc ttg aga cac ate tct aga gag age ate aaa ggc ttc act get 240 
Leu Leu Leu Arg His He Ser Arg Glu Ser He Lys Gly Phe Thr Ala 
65 70 75 80 



288 



caa gag gaa gac tea gec atg tat tac tgt get eta agt ggc aca gta 336 
Gin Glu Glu Asp Ser Ala Met Tyr Tyr Cys Ala Leu Ser Gly Thr Val 
100 105 110 

get ggt ttt gca agg aag cag aac aca aac cct tta aat aca gga aat 384 
Ala Gly Phe Ala Arg Lys Gin Asn Thr Asn Pro Leu Asn Thr Gly Asn 
115 120 125 

att tct ttg caa act etc tgt atg gee aca gca ggg cat tct ttc tec 432 
He Ser Leu Gin Thr Leu Cys Met Ala Thr Ala Gly His Ser Phe Ser 
130 135 140 



488 



atacacccac ctcacaattt tgtccaaaaa attctcatca tttaccctgc ctaaattaaa 548 

tttaaaaata gtaaaegtat teatttegtc tagcagcact ggacacacac cttcgaaata 608 

aaaactacct tgcactgcac aaaaaacaaa aacaaaaaca cattgccggc cgccccctta 668 

ttcccctcag tcagggctac cctaccttcc acctcatccg ctcatt 714 



<210> 360 

<211> 3154 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (278) . . (1483) 

<400> 360 

tggtttcttg gaagaacgtg ctcagcgcgg tctcgtatga aggagttttc cgcctgcagc 60 

aactgcttcg cctggtcggc cgcgcacccg ccggtctagc gaactggttg atcatgacct 120 

ggtgccgcag ctcgtccatg ttcaccgaca tggcgcggcc gcgcggggcc cggcgtctcc 180 

ggccggacgc agacgcgggg ctgcgctcgt agcggggccc cggatccccg agtggcggcc 240 

ggagcctcga aaagagattc tcagcgctga ttttgag atg atg ggc ttg gga aac 295 

Met Met Gly Leu Gly Asn 
1 5 

ggg cgt cgc age atg aag teg ccg ccc etc gtg ctg gec gee ctg gtg 343 
Gly Arg Arg Ser Met Lys Ser Pro Pro Leu Val Leu Ala Ala Leu Val 
10 15 20 

gee tgc ate ate gtc ttg ggc ttc aac tac tgg att gcg age tec egg 391 
Ala Cys lie lie Val Leu Gly Phe Asn Tyr Trp lie Ala Ser Ser Arg 
25 30 35 

age gtg gac etc cag aca egg ate atg gag ctg gaa ggc agg gtc cgc 439 
Ser Val Asp Leu Gin Thr Arg lie Met Glu Leu Glu Gly Arg Val Arg 
40 45 50 

agg gcg get gca gag aga ggc gee gtg gag ctg aag aag aac gag ttc 487 
Arg Ala Ala Ala Glu Arg Gly Ala Val Glu Leu Lys Lys Asn Glu Phe 
55 60 65 70 

cag gga gag ctg gag aag cag egg gag cag ctt gac aaa ate cag tec 535 
Gin Gly Glu Leu Glu Lys Gin Arg Glu Gin Leu Asp Lys lie Gin Ser 
75 80 85 

age cac aac ttc cag ctg gag age gtc aac aag ctg tac cag gac gaa 583 
Ser His Asn Phe Gin Leu Glu Ser Val Asn Lys Leu Tyr Gin Asp Glu 
90 95 100 

aag gcg gtt ttg gtg aat aac ate ace aca ggt gag agg etc ate cga 631 
Lys Ala Val Leu Val Asn Asn lie Thr Thr Gly Glu Arg Leu lie Arg 
105 110 115 

gtg ctg caa gac cag tta aag acc ctg cag agg aat tac ggc agg ctg 679 
Val Leu Gin Asp Gin Leu Lys Thr Leu Gin Arg Asn Tyr Gly Arg Leu 
120 125 130 

cag cag gat gtc etc cag ttt cag aag aac cag acc aac ctg gag agg 727 
Gin Gin Asp Val Leu Gin Phe Gin Lys Asn Gin Thr Asn Leu Glu Arg 
135 140 145 150 

aag ttc tec tac gac ctg age cag tgc ate aat cag atg aag gag gtg 775 
Lys Phe Ser Tyr Asp Leu Ser Gin Cys lie Asn Gin Met Lys Glu Val 
155 160 165 
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I » 



aag gaa cag tgt gag gag cga ata gaa gag gtc acc aaa aag ggg aat 823 
Lys Glu Gin Cys Glu Glu Arg lie Glu Glu Val Thr Lys Lys Gly Asn 
170 175 180 

gaa get gta get tec aga gac ctg agt gaa aac aac gac cag aga cag 871 
Glu Ala Val Ala Ser Arg Asp Leu Ser Glu Asn Asn Asp Gin Arg Gin 
185 190 195 

cag etc caa gee etc agt gag cct cag ccc agg ctg cag gca gca ggc 919 
Gin Leu Gin Ala Leu Ser Glu Pro Gin Pro Arg Leu Gin Ala Ala Gly 
200 205 210 

ctg cca cac aca gag gtg cca caa ggg aag gga aac gtg ctt ggt aac 967 
Leu Pro His Thr Glu Val Pro Gin Gly Lys Gly Asn Val Leu Gly Asn 
215 220 225 230 

age aag tec cag aca cca gec ccc agt tec gaa gtg gtt ttg gat tea 1015 
Ser Lys Ser Gin Thr Pro Ala Pro Ser Ser Glu Val Val Leu Asp Ser 
235 240 245 

aag aga caa gtt gag aaa gag gaa acc aat gag ate cag gtg gtg aat 1063 
Lys Arg Gin Val Glu Lys Glu Glu Thr Asn Glu He Gin Val Val Asn 
250 255 260 

gag gag cct cag agg gac agg ctg ccg cag gag cca ggc egg gag cag 1111 
Glu Glu Pro Gin Arg Asp Arg Leu Pro Gin Glu Pro Gly Arg Glu Gin 
265 270 275 

gtg gtg gaa gac aga cct gta ggt gga aga ggc ttc ggg gga gec gga 1159 
Val Val Glu Asp Arg Pro Val Gly Gly Arg Gly Phe Gly Gly Ala Gly 
280 285 290 

gaa ctg ggc cag acc cca cag gtg cag get gee ctg tea gtg age cag 1207 
Glu Leu Gly Gin Thr Pro Gin Val Gin Ala Ala Leu Ser Val Ser Gin 
295 300 305 310 

gaa aat cca gag atg gag ggc cct gag cga gac cag ctt gtc ate ccc 1255 
Glu Asn Pro Glu Met Glu Gly Pro Glu Arg Asp Gin Leu Val He Pro 
315 320 325 

gac gga cag gag gag gag cag gaa get gee ggg gaa ggg aga aac cag 1303 
Asp Gly Gin Glu Glu Glu Gin Glu Ala Ala Gly Glu Gly Arg Asn Gin 
330 335 340 

cag aaa ctg aga gga gaa gat gac tac aac atg gat gaa aat gaa gca 1351 
Gin Lys Leu Arg Gly Glu Asp Asp Tyr Asn Met Asp Glu Asn Glu Ala 
345 350 355 

gaa tct gag aca gac aag caa gca gec ctg gca ggg aat gac aga aac 1399 
Glu Ser Glu Thr Asp Lys Gin Ala Ala Leu Ala Gly Asn Asp Arg Asn 
360 365 370 

ata gat gtt ttt aat gtt gaa gat cag aaa aga gac acc ata aat tta 1447 
He Asp Val Phe Asn Val Glu Asp Gin Lys Arg Asp Thr He Asn Leu 
375 380 385 390 



720 



ctt gat cag cgt gaa aag egg aat cat aca etc tga attg aactggaatc 1497 
Leu Asp Gin Arg Glu Lys Arg Asn His Thr Leu * 
395 400 

acatatttca caacagggcc gaagagatga ctataaaatg ttcatgaggg actgaatact 1557 

gaaaactgtg aaatgtacta aataaaatgt acatctgaag atgattattg tgaaatttta 1617 

gtatgeaett tgtgtaggaa aaaatggaat ggtcttttaa acagcttttg ggggggtact 1677 

ttggaagtgt ctaataaggt gtcacaattt ttggtagtag gtatttcgtg agaagttcaa 1737 

caccaaaact ggaacatagt tctccttcaa gtgttggcga cagegggget tcctgattct 1797 

ggaatataac tttgtgtaaa ttaacageca cctatagaag agtccatctg ctgtgaagga 1857 

gagacagaga actctgggtt ccgtcgtcct gtccacgtgc tgtaccaagt gctggtgcca 1917 

gcctgttacc tgttctcact gaaaagtctg getaatgetc ttgtgtagtc acttctgatt 1977 

ctgacaatca atcaatcaat ggectagage actgactgtt aacacaaacg tcactagcaa 2037 

agtagcaaca gctttaagtc taaatacaaa gctgttctgt gtgagaattt tttaaaaggc 2097 

tacttgtata ataacccttg tcatttttaa tgtacaaaac gctattaagt ggcttagaat 2157 

ttgaacattt gtggtcttta tttactttgc ttcgtgtgtg ggcaaagcaa catcttccct 2217 

aaatatatat taccaagaaa agcaagaagc agattaggtt tttgacaaaa caaacaggcc 2277 

aaaagggggc tgacctggag cagagcatgg tgagaggcaa ggcatgagag ggcaagtttg 2337 

ttgtggacag atctgtgcct actttattac tggagtaaaa gaaaacaaag ttcattgatg 2397 

tcgaaggata tatacagtgt tagaaattag gactgtttag aaaaacagga atacaatggt 2457 

tgtttttatc atagtgtaca catttagctt gtggtaaatg actcacaaaa ctgattttaa 2517 

aatcaagtta atgtgaattt tgaaaattac tacttaatcc taattcacaa taacaatggc 2577 

attaaggttt gacttgagtt ggttcttagt attatttatg gtaaataggc tcttaccact 2637 

tgcaaataac tggccacatc attaatgact gacttcccag taaggctctc taaggggtaa 2697 

gtaggaggat ccacaggatt tgagatgeta aggccccaga gatcgtttga tccaaccctc 2757 

ttattttcag aggggaaaat ggggectaga agttacagag catctagctg gtgcgctggc 2817 

acccctggcc tcacacagac tcccgagtag ctgggactac aggcacacag tcactgaagc 2877 

aggccctgtt tgcaattcac gttgccacct ccaacttaaa cattcttcat atgtgatgtc 2937 

cttagtcact aaggttaaac tttcccaccc agaaaaggca acttagataa aatcttagag 2997 

tactttcata ctcttctaag tcctcttcca gcctcacttt gagtcctcct tggggttgat 3057 

aggaattttc tettgettte tcaataaagt ctctattcat ctcatgttta atttgtaege 3117 
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atagaattgc tgagaaataa aatgttctgt tcaactt 3154 



<210> 361 
<211> 566 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (129) . . (329) 

<400> 361 

tttcgtgtta ttcctaattt aaacaggcaa atcacttact ctactgcagt gtttgtcaac 60 

cttgttttca ttatctcccc ctaaggagcc tttacaggca ttattttcct agtcctcccc 120 

3 atgtcctc atg ata ttt gaa tta cac aga tat acc tta tat ctg ctt atg 170 

ft Met lie Phe Glu Leu His Arg Tyr Thr Leu Tyr Leu Leu Met 

Zl 1 5 10 

Z tac tgt ata tac ate tta gtt tta tat att aat cat aag att ttt tea 218 

J Tyr Cys lie Tyr lie Leu Val Leu Tyr lie Asn His Lys lie Phe Ser 

0 is 20 25 30 

T* ccc ttc etc etc caa gaa caa att ttt acc ccc ttc aaa gca ata tgg 266 
Pro Phe Leu Leu Gin Glu Gin lie Phe Thr Pro Phe Lys Ala lie Trp 
35 40 45 

^ ccc cac tgt tec att get tta agg gaa ata cca tgt aag cct eta tta 314 
fn Pro His Cys Ser lie Ala Leu Arg Glu lie Pro Cys Lys Pro Leu Leu 
J: 50 55 60 

^ tct acc aag etc tga gcaggctctt cacatagttt cattaactca tcaaaaccct 369 
Ser Thr Lys Leu * 
65 

gcttcctgat ctctaatcct tttcctcatt ttggtaccaa caaacatgac cttcagtgga 429 
gatatttgtt tagcaaaaga gattacctat ttttttctcc aaccagttgt tgatgccatg 489 
aatttctatt aagaaaagee tggatagttc tttcaaattt gccgaaacac aacttgacct 549 
ttttttgtgt gtgegee 566 



<210> 362 
<211> 691 
<212> DNA 
<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (364) . . (588) 



<400> 362 

atattatgca actttcagta ttagtactct cagcaagttg gactgttact acatcatagt 60 

tattgttgct gtaaatattc tgtggtaggt aatacactga tactgtgttt ttgccaagaa 120 

gtatagtttt tcatttatca gctgatttgt cactgaaagc atgtgcacca tacccataaa 180 

tactggatga agtttttcag cccttactat gacccatatt tcttttgcac actgattgtc 240 

tttctcctta agatttgcgg aacagctctc tgagctcgga cgtagttcac agcaacgtgg 300 

ctaaaccaag aagttggaat cgttggtaaa tacaggaccc gctatggggt ctccctccag 360 

aaa atg gtg aag aaa att gaa ate age cag tac gee aag tac att tgc 408 
Met Val Lys Lys lie Glu lie Ser Gin Tyr Ala Lys Tyr lie Cys 
15 10 15 

tct ttt ctg tgg caa aac caa gat gaa gag acg age tgt ggg gat ctg 456 
Ser Phe Leu Trp Gin Asn Gin Asp Glu Glu Thr Ser Cys Gly Asp Leu 
20 25 30 

gtg ctg tgg ttt tgc atg aag aca gta aag gtg tct tea tec agg aac 504 
Val Leu Trp Phe Cys Met Lys Thr Val Lys Val Ser Ser Ser Arg Asn 
35 40 45 

cac att gtc tgg acc tac aat acc act tea get gtc acg gta aag tec 552 
His lie Val Trp Thr Tyr Asn Thr Thr Ser Ala Val Thr Val Lys Ser 
50 55 60 

acc ate aga aga ctg aag caa ttg aaa gac cag tag aege tcctctactc 602 
Thr lie Arg Arg Leu Lys Gin Leu Lys Asp Gin * 
65 70 75 

tttgagacat cactagccta taataaatgg gttaatttat gtaaccaaaa aaattaaaaa 662 

ggtttgtgga aaaactgaaa aaaaaaaaa 691 
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